Supplementary Figure S1. RMSD of the tested LKB1 proteins.
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The RMSD of the protein (upper panel) and the A-loop region (lower panel) is shown for the

first sample (A) and the second sample (B).



Supplementary Figure S2. Distances between pairs of residues in the binding pocket.
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(A) The distance between S60 and A194 residues in the second sample and (B) the distance

between K78 and E98 residues in the first sample is represented.



