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	miRNA ID
	Target gene
	Number of predicted MREs
	Annotated in databases of validated miRNA-mRNA interactions 
database/ validation method
	Validated experimentally by our group
validation method

	hsa-miR-20b-5p
	BIM (BCL2L11)
	1
	miRTarBase [1] / PAR-CLIP, HITS-CLIP [2–5]
	RT-qPCR, Western Blot [present study Fig. 2]

	hsa-miR-20b-5p
	PTEN
	1
	miRTarBase [1] / Luciferase Assay, RT-qPCR [6,7], HITS-CLIP [8]
	Luciferase Assay [9], RT-qPCR, Western Blot [present study Fig. 2]

	hsa-miR-20b-5p
	SOS1
	1
	-
	Luciferase Assay [9]

	hsa-miR-20b-5p
	FGD4
	2
	-
	Luciferase Assay - lack of interaction [present study Supplementary Fig. 1]

	hsa-miR-20b-5p
	TXNIP
	1
	miRTarBase [1] / PAR-CLIP [2,10], HITS-CLIP [8]
	-

	hsa-miR-363-3p
	BIM (BCL2L11)
	1
	miRTarBase [1] / Luciferase Assay, RT-qPCR, Immunoblot [11], HITS-CLIP, PAR-CLIP [2–5]
	-

	hsa-miR-363-3p
	PTEN
	1
	-
	Luciferase Assay [9], RT-qPCR, Western Blot [present study Fig. 2]

	hsa-miR-363-3p
	FBXW7
	2
	-
	Luciferase Assay [present study Supplementary Fig. 1]

	hsa-miR-363-3p
	NOX4
	2
	-
	Luciferase Assay [present study Supplementary Fig. 1]

	hsa-miR-363-3p
	NSMAF
	1
	-
	Luciferase Assay [present study Supplementary Fig. 1]

	hsa-miR-363-3p
	LATS2
	1
	-
	Luciferase Assay [9]

	hsa-miR-363-3p
	FNIP
	2
	miRTarBase [1] / PAR-CLIP [3]
	-
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