Reference sequence (1): F. x ananassa (cv_Chandler)
Identities normalised by aligned length.
Colored by: identity

cov pid 1.5F . . . : . B0
1 F. x ananassa_ (cv_Chandler) 100.0% 100.0%
2 R.ldaeus :unkﬂuwn} 90.0% B3.6%
3 R.1daeas lcv_Zolotaya Osen} 58.58% EBe.D%
4 R.idaeus tcv_Cranzhevoes Chudo} B.89% Be.9%
-] R.idaeus_(cv_Babye_Letn_II] 6.9% E6.09%
cawv rid 61 . . 1 ' . 120
1 F. x ananassa (cv_Chandler) 100.0% 100.0% L
2 R.1daeus tanknnwn} B0.0% B3.86%
3 R.ldaeus lcv_Zclotaya Osen) 2.9% B6.9%
4 R.idaeus {cv_Cramnzhevoe Chudo) 58.9% 86.9%
153 R.idaeus_tcv_Babye_uetG_II} B.9% E6.95%
cov pid 121 . i k . n . 180
1 F. %X ananassa (cv_Chandier) 100.0% 100.0% Y WNHE HSTSR NHDOYWDD
2 R.1daeu5 :uﬁkﬁown} 90.0% B83.6% j X
3 R.1daeus lev_Zolotaya Osen) 58.89% B6.59% 4 } ) WOOYWDD
4 R.idaeus {cv_Cranzhevoe Chudo} £.9% B&6.9% ) SR WDOYWDD
ict R.idaeus_tcv_Eabye_Leto_II} 58.8% Bo.b% ) ) ) IDOYRDD
cov pid 181 ] 2 i i . 240
1 F. x ananassa (cv_Chandler) 100.0% 100.0% _' i JFYH H THI FEL" . WREQWTS !
2 R.:Ldaeus {unknown) 90.0% £3.6% 4 ; W OFY (8] Ji 'ED - WEQHTS
3 R.1daeus (ocv_Zolotaya Osen) 5B.9% EB5.9% LR ¥ K] 1FFD o] ) ‘ TH 'ED - WEQWTS
4 R.idaeus {cv_Oranzhevoe Chudo) 58.59% 86.5% ) ) ] I TH FED : WROWTS
5 R.idaeus_(cv_Babye_Leto_II} £.9% B6.9% ) TH| ‘EDY. WEOWTS

COV rpid 241

1 F. x ananassa (cv_Chandler) 100.0% 100.0% I KTSDEY ¢ HWSEYYDD
2 R.idaeus (unknown) 90.0% B83.8% E 3 7 S Al B0 WSEYYDD
3 R.1daeus_tcv_anntaya_Dsen} 58.5% Be.59% ﬁ_ n RHSHF& HWEEYYDD
4 R.ideeus (cv_Oranzhevoe Chudo) 58.9% Be.9% ﬁ H ﬂSHRY i WSEYYDD

Jdidaeus (ev ve Leto A : l, - MY & YYDD
5 R.id i _Babye L o IT 58.9% Bg.5% H 1] SHK“ WSEYYDL

Figure S1. Alignment of the chitinase III amino acid sequences from strawberry Fragaria x ananassa cv. Chandler (AF134347) and raspberry Rubus idaeus cultivars Zolotaya Osen
(MK333194), Oranzhevoe Chudo (MK333195), Babye Leto II (MK333196), and of unknown origin (Marzban et al. 2008 [33]). Identical amino acid positions are highlighted by the same
color.



