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Supplementary Figure S3. Blocks of synteny at the cbx6 loci in teleost fishes. The cbx6 genes are shown in red while
orthologous gene loci are highlighted with different colors. Chromosomal locations of cbx6 and the neighboring gene loci
were drawn based on information from the NCBI Gene server. Chromosome (Chr.) or linkage group (LG) numbers are
indicated. Un, unplaced scaffold. When indicated, Cbx6 proteins from Osariophysi and Clupeomorpha are classified either

as Cbx6a or as Cbx6b based on phylogenetic analyses.




