Figure S1. Mapping of satDNA markers on chromosomes of triploid hybrids C. elongatoides x 2C.
taenia. Representative metaphases after double-coloured FISH, indicating mutual position of satCE01
—satCEQ7. Bars equal 10 pum.

Figure S2. satCE(1 detection in mitotic chromosomes (a) and germ cells (b) of C. elongatoides. Bars

equal 5 um.



C. taenia C. elongatoides

1 @ 1 © {
2 e 2 %0
3 o 3 " ..
4 4 ¢ %o
5 : 5 . 3 1
6 _¢= * 8 ® E *
7T 3 6 o
8 7 o
9 Y 7 9
10, , ° 10 fee | o
11 o0— * 11 —Be *
12 1 e 1 12 g
13 , o 13 8
14 3 4. , ,
5, 15 o—1
6 , 16 g .
17 g 17 ~
18 H—o_ﬂ * 23 _00— *
19 g 19 ~
20 e * 24 5 o *
21 g 21 o 0
22 2 000
23 , 18 o o
24 — @—eo— 20 g:
25x ~
2 lumpy loop 0O _O sphere/nucleolus

x long marker loop e granules

—e
. satCEO1 . satCEQ4
O

satCEQ2 satCEO5
satCEO3 satCEO6

* candidate orthologs

Figure S3. Maps of lampbrush chromosomes of C. elongatoides and C. taenia. Maps of lampbrush
chromosomes with indication of relative position of selected satDNA markers. .



