
GO:0006082

organic acid metabol...

0.029908

18 / 4211

GO:0006139

nucleobase−containin...

0.932436

31 / 14713

GO:0006206

pyrimidine nucleobas...

0.002271

3 / 98

GO:0006208

pyrimidine nucleobas...

0.000527

2 / 13

GO:0006212

uracil catabolic pro...

0.000527

2 / 13

GO:0006520

cellular amino acid ...

0.029531

9 / 1630

GO:0006725

cellular aromatic co...

0.952631

34 / 16353

GO:0006807

nitrogen compound me...

0.797089

71 / 28974

GO:0006810

transport

0.001301

39 / 9043

GO:0007154

cell communication

0.464973

19 / 6947

GO:0008104

protein localization

0.001430

16 / 2581

GO:0008150

biological_process

1.000000

202 / 76775

GO:0008152

metabolic process

0.222278

112 / 40317

GO:0008652

cellular amino acid ...

0.013439

6 / 732

GO:0009056

catabolic process

0.085076

19 / 5140

GO:0009058

biosynthetic process

0.287080

56 / 19789

GO:0009112

nucleobase metabolic...

0.009187

3 / 162

GO:0009399

nitrogen fixation

0.000614

2 / 14

GO:0009605

response to external...

0.004011

25 / 5368

GO:0009987

cellular process

0.099689

123 / 43130

GO:0009991

response to extracel...

0.006098

7 / 814

GO:0015031

protein transport

0.000656

16 / 2394

GO:0015833

peptide transport

0.001658

16 / 2619

GO:0016053

organic acid biosynt...

0.231754

7 / 1890

GO:0019482

beta−alanine metabol...

0.001400

2 / 21

GO:0019483

beta−alanine biosynt...

0.000527

2 / 13

GO:0019752

carboxylic acid meta...

0.012678

18 / 3823

GO:0019860

uracil metabolic pro...

0.000527

2 / 13

GO:0030154

cell differentiation

0.450906

7 / 2414

GO:0031667

response to nutrient...

0.001544

7 / 633

GO:0031668

cellular response to...

0.003040

7 / 715

GO:0031669

cellular response to...

0.000605

7 / 538

GO:0032502

developmental proces...

0.662454

30 / 12071

GO:0033036

macromolecule locali...

0.000599

20 / 3354

GO:0034641

cellular nitrogen co...

0.674071

46 / 18358

GO:0042886

amide transport

0.001901

16 / 2655

GO:0043436

oxoacid metabolic pr...

0.029669

18 / 4207

GO:0044237

cellular metabolic p...

0.337730

91 / 33284

GO:0044238

primary metabolic pr...

0.386782

90 / 33255

GO:0044248

cellular catabolic p...

0.013116

18 / 3837

GO:0044249

cellular biosyntheti...

0.434313

51 / 18841

GO:0044270

cellular nitrogen co...

0.141486

3 / 493

GO:0044281

small molecule metab...

0.059383

22 / 5867

GO:0044283

small molecule biosy...

0.077993

10 / 2266

GO:0045184

establishment of pro...

0.000726

16 / 2417

GO:0046113

nucleobase catabolic...

0.003046

2 / 31

GO:0046394

carboxylic acid bios...

0.231754

7 / 1890

GO:0046483

heterocycle metaboli...

0.944577

33 / 15765

GO:0046700

heterocycle cataboli...

0.143307

3 / 496

GO:0048863

stem cell differenti...

0.000191

2 / 8

GO:0048869

cellular development...

0.375828

10 / 3317

GO:0050896

response to stimulus

0.044536

70 / 22210

GO:0051179

localization

0.001648

40 / 9470

GO:0051234

establishment of loc...

0.001598

39 / 9145

GO:0051716

cellular response to...

0.288749

27 / 9133

GO:0055086

nucleobase−containin...

0.110404

6 / 1239

GO:0071496

cellular response to...

0.003692

7 / 741

GO:0071702

organic substance tr...

0.014754

19 / 4178

GO:0071704

organic substance me...

0.420185

96 / 35759

GO:0071705

nitrogen compound tr...

0.017275

16 / 3375

GO:0071941

nitrogen cycle metab...

0.017279

2 / 76

GO:0072527

pyrimidine−containin...

0.015927

3 / 199

GO:0072529

pyrimidine−containin...

0.002489

2 / 28

GO:1901360

organic cyclic compo...

0.934564

36 / 16814

GO:1901361

organic cyclic compo...

0.207176

3 / 595

GO:1901564

organonitrogen compo...

0.143859

52 / 17180

GO:1901565

organonitrogen compo...

0.059005

11 / 2439

GO:1901566

organonitrogen compo...

0.005891

26 / 5832

GO:1901575

organic substance ca...

0.152243

16 / 4580

GO:1901576

organic substance bi...

0.259754

55 / 19227
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nucleotide binding

0.011045
36 / 9421

GO:0003674
molecular_function

1.000000
201 / 77535

GO:0003676
nucleic acid binding

0.921208
26 / 12641

GO:0003723
RNA binding

0.050919
14 / 3314

GO:0003729
mRNA binding

0.000580
5 / 256

GO:0003824
catalytic activity

0.017555
99 / 32294

GO:0004356
glutamate−ammonia li...

0.002249
2 / 27

GO:0004611
phosphoenolpyruvate ...

0.002773
2 / 30

GO:0005488
binding

0.181393
105 / 37826

GO:0016211
ammonia ligase activ...

0.004652
2 / 39

GO:0016491
oxidoreductase activ...

0.205406
17 / 5256

GO:0016614
oxidoreductase activ...

0.330737
3 / 782

GO:0016615
malate dehydrogenase...
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GO:0016616
oxidoreductase activ...
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3 / 629
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oxidoreductase activ...

0.435469
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oxidoreductase activ...

0.003151
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GO:0016730
oxidoreductase activ...

0.001359
2 / 21

GO:0016829
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0.355287
5 / 1512

GO:0016830
carbon−carbon lyase ...

0.144867
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GO:0016831
carboxy−lyase activi...

0.063852
3 / 351
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0.349104
4 / 1151
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ligase activity, for...

0.012093
4 / 339
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acid−ammonia (or ami...
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2 / 39

GO:0030060
L−malate dehydrogena...

0.004421
2 / 38
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ribonucleotide bindi...

0.003163
31 / 7145
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purine ribonucleosid...

0.002677
30 / 6763

GO:0036094
small molecule bindi...

0.018441
37 / 10097

GO:0043167
ion binding
0.087523
56 / 18241

GO:0043168
anion binding

0.009637
34 / 8687

GO:0097159
organic cyclic compo...
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62 / 21679

GO:0097367
carbohydrate derivat...

0.001077
33 / 7259

GO:1901265
nucleoside phosphate...

0.011045
36 / 9421

GO:1901363
heterocyclic compoun...

0.191895
62 / 21598
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intracellular
0.001082
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cell

0.011835
201 / 73768
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cytoplasm
1.11e−11

159 / 42821
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cytosol

5.30e−07
45 / 8016

GO:0009507
chloroplast
9.29e−07
64 / 13722

GO:0009526
plastid envelope

1.19e−06
22 / 2582

GO:0009536
plastid

1.68e−06
64 / 13957

GO:0009579
thylakoid
2.29e−07
20 / 1954

GO:0009941
chloroplast envelope

6.47e−07
22 / 2487

GO:0031967
organelle envelope
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24 / 4214

GO:0031975
envelope
0.000276
24 / 4227

GO:0043226
organelle
0.056711

163 / 58813

GO:0043227
membrane−bounded org...

0.144763
157 / 57760

GO:0043229
intracellular organe...

0.055841
163 / 58793

GO:0043231
intracellular membra...

0.202537
155 / 57558

GO:0044422
organelle part

1.26e−07
78 / 17309

GO:0044424
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0.000979
189 / 66260
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chloroplast part

6.95e−08
35 / 4966
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plastid part
9.83e−08
35 / 5038
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139 / 34514
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1.16e−07
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0.011149
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