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GO:0006412
translation
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nitrogen compound me...
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biological_process
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metabolic process
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macromolecule biosyn...
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GO:0010035
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11 / 3788
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10 / 2107

GO:0010467
gene expression
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10 / 14373
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4 / 459
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organic acid biosynt...
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GO:0019538
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GO:0019752
carboxylic acid meta...
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10 / 3823

GO:0034641
cellular nitrogen co...
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16 / 18358
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10 / 13780
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0.001122
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GO:0043603
cellular amide metab...
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amide biosynthetic p...
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cellular metabolic p...
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35 / 33284
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primary metabolic pr...
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GO:0044267
cellular protein met...
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GO:0003824
catalytic activity
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carbon−oxygen lyase ...

0.000111
5 / 597

GO:0016836
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0.076582
5 / 2887
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0.000814
62 / 73768

GO:0005737
cytoplasm
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plastid stroma
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plastid
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