
GO:0006081

cellular aldehyde me...

0.001868

4 / 287

GO:0006082

organic acid metabol...

0.001525

17 / 4211

GO:0006091

generation of precur...

4.63e−07

13 / 1246

GO:0006520

cellular amino acid ...

0.000771

10 / 1630

GO:0006521

regulation of cellul...

0.008809

2 / 78

GO:0006568

tryptophan metabolic...

0.015242

2 / 104

GO:0006576

cellular biogenic am...

0.065782

2 / 232

GO:0006586

indolalkylamine meta...

0.015242

2 / 104

GO:0006725

cellular aromatic co...

0.722137

27 / 16353

GO:0006807

nitrogen compound me...

0.096800

60 / 28974

GO:0008150

biological_process

1.000000

138 / 76775

GO:0008152

metabolic process

0.002927

89 / 40317

GO:0009072

aromatic amino acid ...

0.074856

2 / 250

GO:0009308

amine metabolic proc...

0.198680

2 / 457

GO:0009893

positive regulation ...

0.022367

7 / 1549

GO:0009987

cellular process

0.001555

95 / 43130

GO:0010035

response to inorgani...

0.000478

17 / 3788

GO:0010038

response to metal io...

6.62e−06

15 / 2107

GO:0010565

regulation of cellul...

0.054784

2 / 209

GO:0015980

energy derivation by...

2.15e−05

7 / 459

GO:0016043

cellular component o...

0.012929

24 / 8297

GO:0019222

regulation of metabo...

0.718811

19 / 11694

GO:0019752

carboxylic acid meta...

0.000531

17 / 3823

GO:0022411

cellular component d...

0.000570

4 / 208

GO:0031323

regulation of cellul...

0.787443

17 / 11029

GO:0031325

positive regulation ...

0.050982

6 / 1475

GO:0032984

macromolecular compl...

0.000338

4 / 181

GO:0033238

regulation of cellul...

0.008809

2 / 78

GO:0033240

positive regulation ...

0.000209

2 / 12

GO:0034641

cellular nitrogen co...

0.239378

37 / 18358

GO:0042180

cellular ketone meta...

0.142757

2 / 369

GO:0042221

response to chemical

0.000142

36 / 10801

GO:0042430

indole−containing co...

0.126372

2 / 342

GO:0043241

protein complex disa...

0.000310

4 / 177

GO:0043243

positive regulation ...

2.01e−05

3 / 29

GO:0043244

regulation of protei...

3.04e−05

4 / 97

GO:0043436

oxoacid metabolic pr...

0.001509

17 / 4207

GO:0043933

macromolecular compl...

0.000384

11 / 1773

GO:0044106

cellular amine metab...

0.099096

2 / 295

GO:0044237

cellular metabolic p...

0.009636

74 / 33284

GO:0044238

primary metabolic pr...

0.047728

70 / 33255

GO:0044281

small molecule metab...

0.000124

24 / 5867

GO:0045333

cellular respiration

1.46e−05

7 / 432

GO:0045764

positive regulation ...

0.000209

2 / 12

GO:0046292

formaldehyde metabol...

8.92e−05

2 / 8

GO:0046483

heterocycle metaboli...

0.562082

28 / 15765

GO:0046686

response to cadmium ...

1.71e−07

15 / 1565

GO:0048518

positive regulation ...

0.012672

11 / 2804

GO:0048522

positive regulation ...

0.036747

8 / 2103

GO:0050789

regulation of biolog...

0.918553

27 / 18597

GO:0050794

regulation of cellul...

0.919220

24 / 16798

GO:0050896

response to stimulus

0.010348

53 / 22210

GO:0051128

regulation of cellul...

0.078959

4 / 896

GO:0051130

positive regulation ...

0.021006

3 / 324

GO:0051171

regulation of nitrog...

0.814942

16 / 10658

GO:0051173

positive regulation ...

0.038069

6 / 1371

GO:0055114

oxidation−reduction ...

2.08e−06

25 / 4895

GO:0065007

biological regulatio...

0.894064

31 / 20551

GO:0071704

organic substance me...

0.080197

73 / 35759

GO:0071822

protein complex subu...

0.000205

9 / 1118

GO:0071840

cellular component o...

0.004863

28 / 9407

GO:0080090

regulation of primar...

0.755189

17 / 10781

GO:0090357

regulation of trypto...

0.000332

2 / 15

GO:0090358

positive regulation ...

4.79e−05

2 / 6

GO:1901360

organic cyclic compo...

0.632195

29 / 16814

GO:1901564

organonitrogen compo...

0.000151

50 / 17180

GO:1901605

alpha−amino acid met...

0.000194

9 / 1110



GO:0003674
molecular_function

1.000000
137 / 77535

GO:0003676
nucleic acid binding

0.566775
22 / 12641

GO:0003723
RNA binding

0.002285
14 / 3314

GO:0003727
single−stranded RNA ...

0.006457
3 / 212

GO:0003824
catalytic activity

0.072240
66 / 32294

GO:0004618
phosphoglycerate kin...

0.000202
2 / 12

GO:0005215
transporter activity

0.737029
8 / 5356

GO:0005342
organic acid transme...

0.155957
2 / 397

GO:0005488
binding

0.000365
87 / 37826

GO:0008028
monocarboxylic acid ...

0.004802
2 / 58

GO:0008187
poly−pyrimidine trac...

0.000684
3 / 96

GO:0008266
poly(U) RNA binding

0.000432
3 / 82

GO:0008509
anion transmembrane ...

0.540688
2 / 1022

GO:0008514
organic anion transm...

0.279940
2 / 590

GO:0015075
ion transmembrane tr...

0.730321
4 / 2790

GO:0015120
phosphoglycerate tra...

0.000577
2 / 20

GO:0015144
carbohydrate transme...

0.244043
2 / 535

GO:0015605
organophosphate este...

0.009828
2 / 84

GO:0016301
kinase activity

0.858177
7 / 5479

GO:0016491
oxidoreductase activ...

0.000961
20 / 5256

GO:0016725
oxidoreductase activ...

0.001305
2 / 30

GO:0016740
transferase activity

0.924831
19 / 14068

GO:0016772
transferase activity...

0.796997
9 / 6339

GO:0016774
phosphotransferase a...

5.08e−05
3 / 40

GO:0022857
transmembrane transp...

0.496694
8 / 4317

GO:0022891
substrate−specific t...

0.724355
5 / 3409

GO:0022892
substrate−specific t...

0.830677
5 / 3939

GO:0042879
aldonate transmembra...

0.000577
2 / 20

GO:0043167
ion binding
0.000110
52 / 18241

GO:0046429
4−hydroxy−3−methylbu...

6.47e−05
2 / 7

GO:0046943
carboxylic acid tran...

0.155957
2 / 397

GO:0052592
oxidoreductase activ...

0.000111
2 / 9

GO:0071917
triose−phosphate tra...

0.000465
2 / 18

GO:0097159
organic cyclic compo...

0.002459
54 / 21679

GO:1901363
heterocyclic compoun...

0.002251
54 / 21598

GO:1901505
carbohydrate derivat...

0.063371
2 / 231



GO:0005575
cellular_component

1.000000
141 / 82732

GO:0005576
extracellular region

0.017326
24 / 8976

GO:0005622
intracellular
2.18e−05

131 / 66331

GO:0005623
cell

0.011469
134 / 73768

GO:0005737
cytoplasm
3.27e−09

107 / 42821

GO:0009507
chloroplast
4.54e−08
50 / 13722

GO:0009532
plastid stroma

2.27e−11
25 / 2879

GO:0009536
plastid

2.80e−08
51 / 13957

GO:0009570
chloroplast stroma

4.98e−10
23 / 2811

GO:0043226
organelle
0.000781

117 / 58813

GO:0043227
membrane−bounded org...

0.002067
114 / 57760

GO:0043229
intracellular organe...

0.000765
117 / 58793

GO:0043231
intracellular membra...

0.001703
114 / 57558

GO:0044422
organelle part

6.18e−12
66 / 17309

GO:0044424
intracellular part

1.97e−05
131 / 66260

GO:0044434
chloroplast part

5.64e−11
32 / 4966

GO:0044435
plastid part
3.48e−12
34 / 5038

GO:0044444
cytoplasmic part

6.82e−10
95 / 34514

GO:0044446
intracellular organe...

5.68e−12
66 / 17278

GO:0044464
cell part

0.010935
134 / 73725

GO:0048046
apoplast
2.30e−08
17 / 1861


