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Fig. S3. Phylogenetic tree of WHEP domain sequences from plant AsnRS. SYNC1/3 are indicated with green boxes,
while SYNC2 are indicated with blue boxes. Sequences from different taxonomy are colored differently. Accession
numbers assigned in UniProt database are indicated. The WHEP domain phylogeny follows that of the full-length
AsnRS phylogeny, and a clear distinction is seen in WHEP domain sequence of SYNC2 from that of SYNC1/3.



