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Fig. SS5. Phylogenetic tree of plant AsnRS full-length sequences obtained from NJ method. AsnRS
is classified as SYNC1/3 (cytosolic), SYNC2 (cytosolic), and SYNO (organellar). For sequences
other than Arabidopsis AsnRSs, accession numbers assigned in UniProt database are shown.
Bootstrap values from 1,000 replicates are shown in percentage.



