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Figure S2. Regional Manhattan plots of candidate ROH hotspots. a, S311; b, S312; c, S125; d, S325; e, S378; f, S414; g, S736; h, S599. The red dotted lines indicate the cutoffs of Bonferroni corrections (0.05/the number of variations fell within each ROH hotspots). The blue line segments indicate the locations of candidate genes on chromosome 1.
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