Table S1

Primer Sequences for amplification and Sanger Sequencing of canine FVIII gene
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Primer for Fragment lenght polymorphism analysis

14
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TTT CTC CTG GGAG GCT GAAGA
AAAAAGGGTTCACCAAAATAAATG
ATCACAGGGGCATGTTTTTC
TCAACAGTGGGTATGGAAAGG
TGATGTCTCCTAGTGTTGATTTCC
GTCCTCGCCTCCTCTTTCAT
GGTCAATTTGTCCATCCTATCC
CCCTAACATTGTTTGTTTTGTCC
TTCTCCATCCCAACATCTCA

AAC AAA CCC CTG TGATAC GG

CGT AAA GCCCTT GAAATA ACAAC

CGTGCCATCACTTCCATGT

TCT TCT TGG GAA TAA GGT AAT GG

GGGACCAGGGTTGTGAGTAA
CAATCTGGAGAAAGAACACAGC
CCGTCACAGTGAGGACAGAG
CCCCCAAATATGTCAGTTCA
TGAGAGAAAATGTATTATCAATGGA
CAGTACCTCAGTCTGGCAAGATA
GGATAAAGACCCATGGCAAG
TTGCTAACTTGGCTAATGTCCA
CAGGTTTAGAAGAGCAGCCATA
AACGTGGTAAGCGGAGTTG
GAGGAATCATGTCACCATTCAA
GAAATAACCTCTCTTTAGCCTTTG
TTTCCCTACAAAAACTAGCAATGA
TTGCTTGGGATAACCACTATGA
GCTCTCAAAACCCACCAGTC

TCA AAT ACA GGG AGG GCA AG
AAAAGACACTTGAATTTTCTGTAAA
GGGATTGCTGTCTTCTCTCC
TCAACAGCCTTTTCTGTCTTCTC
CGTATCTCATGCTCATTGCTTT
CTGTCGTCCTCCCCTCCT

CCA ACG CAG CTG AAT CTA ATC
CAG GTC CTT CTC AAG CCA AC
CCTGGCATGTACCTGTGCTA
GGCTGCCTCTTG TCCTTATG
CGG TACTGT TCC CCA GGATAC
CCT GGA AGC TGC TGG AAG

FAM-TTGCTTGGGATAACCACTATGA

reverse
CCCTATGGAACACGCCTTTA
GGACATCAGTTACTCAGTTGCAT
CCTGAGATGACAGGACAACG
CTCCCTTATTTCATTTGAGTCCT
CCAAAGCAGATTGCAGTTCA
GACAGAGTCCGAGGCTAACG
CATTCAAGGTGAAATCTTATACTGG
CACGGCTTGAGAATTTGTTG
ACTCAACCTTACTTCTCTTCTTCAA
GGG TCAGGACCACTACGAT
CTG CAG GCT ATA GGG GGA TG
TTGGTGGCTTCAATTTTCTTTT

TCA CCCTCT GCCACTCTCTC
GTCCCAACAGCATCAACAAA
GCAGTTCTGGCTCAGGAGTAA
AAATACAATGGTACCTAAATGACTG
CATTATCTTTGATTAATGAAGCAGG
GCTCTAGTATTTCTGTCCATAAACG
ACTGGGCCTTTGCTCAGA
TTCTTTCTATCTCTTCCGGAGATT
CCCTTCACTATGTGGCGAAT
CATTTGCAATAACCTTCCTTTCA
TTTGCAACGGGTAATGCAG
TGAACTTTCCTTGCCCTTCA
TTTCCCATGAGATCCAGGT
AAAAGCTGTGTTCGTCTGTGA
TTTGTCTTCCTCTGGCTGAA
TCAGCACCTGAAGGCAGAG

AAG AGA ACCTACACCGAAATGG

CCAGTAAGTGGTCAGAGCAATG
GAGGCTCCCTTGCTGAGG
GAGGTGGAAGAGGGCACA
AGAAAGGCAACCATGCTAGGA
TCAGCTCAGTTCTTCGAGACA
TGT TTT GAG CTT GCA AGA GG
TCCCGAATT TGAAATCTTTGT C
GGAAGGGCACGTGATGACT
CTGCTCTGC GTCGGTTAAG
GAG AGG TTT TGT GCCTTT CC
CAG GAC CTC CAG CCT CAG

TTTGTCTTCCTCTGGCTGAA
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