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Supplementary Figures

Comparison of untreated RA and TCZ treated CD8" Tem cells

The expression levels of genes from glycolysis, pentose phosphate pathway, TCA cycle,
Oxidative phosphorylation complex 1, 4 and 5 in the CD8* Tem cells from healthy, untreated and
TCZ treated individuals are shown in the following figures. Significant differential expression is

marked by asterisk (***).
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Figure S1. Normalized counts of glycolysis genes in untreated RA CD8" Tem cells and TCZ

treated RA CD8" Tem cells.




PPP genes CD8 Tem cells
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Figure S2. Normalized counts of pentose phosphate pathway genes in untreated RA CD8* Tem
cells and TCZ treated RA CD8" Tem cells.



TCA cycle genes CD8 Tem cells
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Figure S3. Normalized counts of TCA cycle genes in untreated RA CD8* Tem cells and TCZ

treated RA CD8" Tem cells.
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Figure S4. Normalized counts of oxidative phosphorylation complex 1 genes in untreated RA
CD8" Tem cells and TCZ treated RA CD8* Tem cells.
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Figure S5. Normalized counts of oxidative phosphorylation complex 4 genes in untreated RA
CD8" Tem cells and TCZ treated RA CD8" Tem cells.




OXPHOS Complex 5 genes CD8 Tem cells
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Figure S6. Normalized counts of oxidative phosphorylation complex 5 genes in untreated RA
CD8" Tem cells and TCZ treated RA CD8" Tem cells.

Comparison of untreated RA CD8* Tem cells and CD8" Temra cells

The expression levels of genes from glycolysis, pentose phosphate pathway, TCA cycle,
Oxidative phosphorylation complex 1, 4 and 5 in the CD8" Tem and CD8* Temra cells from
healthy and untreated RA individuals are shown in the following figures. Significant differential
expression is marked by asterisk (***).




Glycolysis genes CD8+ Tem and CD8+ Temra cells
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Figure S7. Normalized counts of glycolysis genes in untreated RA CD8" Tem cells or in

untreated RA CD8* Temra cells



PPP genes CD8+ Tem and CD8+ Temra cells
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Figure S8. Normalized counts of pentose phosphate pathway genes in untreated RA CD8* Tem

cells or in untreated RA CD8* Temra cells




TCA cycle genes CD8+ Tem and CD8+ Temra cells

Condition Bl healthy CD8 Tem B8 RA untreated CD8 Tem B3 healthy CD8 Temra E3 RA untreated CD8 Temra

ACO2 [ cs DLD FH
— —
o
2 o1 g 3
2 o S “©
g8 ]
o1 . |E g
’ =
37 =)
& o - 1 : 8
g
N .
o o
= &
IDH2 IDH3A IDH3B
g . ] g
g o g § g
g
@ 3 | o i=3 k=3
g 3 2 E 8
g 8
8 8] 8] E g
- -
2 o pm—— . - -
2 . ] @ 8 B
o F j—
€5 ° ° 8 g
3" MRPS36 OGDH OGDHL N “
¢ x t g
- . 8 E
o
el g
g | . :
s 5] -
o g
2
N 1 .
d g1 .
=3 . . . . g
. o ———— | Y N
£ £ s e
SDHD SUCLA2 SUCLGT SUCLG2 & H £ £
. o1 - i Py 2 2 = =
< 3 I 2 o k= 8 2
- - . 2 =z B 3 Q
2] i g £ B
o N s 2 g § g
E 8 5 2 £
8] b 2 <
[E R g
1 8 8
] =
- B =] .
° I g
-

healthy CD8 Tem
RA untreated GD8 Tem
healthy CDB Temra

RA untreated CD8 Temra

healthy CD8 Tem
healthy CD8 Temra

RA untreated CDB8 Temra ‘Ij]_

RA untreated CD8 Tem

healthy CD8 Tem
RA untreated CD8 Tem
healthy CD8 Temra

RA untreated CD8 Temra

Condition

healthy CD8 Tem

RA untreated CD8 Tem
healthy CD8 Temra
RA untreated CD8 Temra

Figure S9. Normalized counts of TCA cycle genes in untreated RA CD8* Tem cells or in
untreated RA CD8" Temra cells
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CD8* Tem cells or in untreated RA CD8" Temra cells

Figure S10. Normalized counts of oxidative phosphorylation complex 1 genes in untreated RA
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Figure S11. Normalized counts of oxidative phosphorylation complex 4 genes in untreated RA
CD8" Tem cells or in untreated RA CD8" Temra cells
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Figure S12. Normalized counts of oxidative phosphorylation complex 45 genes in untreated RA
CD8" Tem cells or in untreated RA CD8" Temra cells



