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Supplemental Table 1 — Genotype frequencies for each of the SNPs discussed in the

Results, Discussion, and Conclusions.

Gene SNP Genotype Frequency (%)
ITGAX  rs4632147 T/T 10.6
T/C 12.6
c/C 46.8
rsH8708589 C/C 15.2
C/T 43.7
T/T 41.1
IRF5 rs11761199 G/G 3.04
G/A 21.7
A/A 75.3
1511770589 A/A 22.0
A/G 50.6
G/G 27.4
ITGAM  rs4632147 T/T 10.6
T/C 42.6
C/C 46.8
rsH8708589 C/C 15.2
C/T 43.7
T/T 411




ROC curve for the LF model with Recessive Effects of the Minor Alleles
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Supplemental Figure 1 — Receiver operating characteristic (ROC) curve for a Logic Forest
model of SLE status including the recessive effect of the minor allele for all SNPS, gender,

passive smoke exposure as a child and as an adult, and smoking status.



