
 

 

Figure S1. Gene expression levels of the BB4 and BB21 strains are highly correlated. Log scale plots presenting 

normalized gene counts of the two ADAR mutant worms used in this study, BB21 )adr-1(tm668) I; adr-2(ok735) III 

[1]) against BB4 (adr-1(gv6) I; adr-2(gv42) III [2]), under standard conditions. For each strain one of the biological 

replicates is presented. Grey dots represent all genes, and the black line is the regression line for all genes. 

 



 

Figure S2. Pseudogenes that are upregulated in the ADAR mutants under heat shock are downregulated in ADAR 

mutants under standard conditions. Log scale plots presenting normalized gene counts of at least three biological 

samples in ADAR mutant worms against wildtype (N2) worms, under standard conditions. Grey dots represent all 

genes (n=23,890), pink dots present pseudogenes and lncRNAs that were upregulated in ADAR mutants under heat 

shock (n=29), and the black line is the regression line for all genes. 
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