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Supplementary Figure S1. Phenotypic Assessment Form. Modified from Lawerman T.F. et al [1].
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Supplementary Figure S2: Legend (A) Venn diagram plot comparing genes between EOA (N=152 genes), AOA (N=80 genes) and dystonia (N=100 genes). Eight common genes are identified between EOA, AOA and dystonia.(B) Venn diagram plot comparing GO Biological Pathways between EOA (N=90 pathways), AOA (N=39 pathways) and dystonia (N=131 pathways). Eight common biological pathwatys are identified between EOA, AOA and dystonia. 
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Supplementary Figure S3. Schematic representation of network of EOA genes comprised of 7 clusters generated by GeneNetwork (GeneNetwork.nl).
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Supplementary Figure S4. Schematic representation of network of AOA genes comprised of three clusters generated by GeneNetwork (GeneNetwork.nl).
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Supplementary Figure S5. Schematic representation of network of dystonia genes comprised of four clusters generated by GeneNetwork (GeneNetwork.nl).
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Identify primary and/or secondary feature(s).
Tndicate severity as mild (+), moderate (++), severe (+++)
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