Supplementary Table S13
Top 10 GO Biological Pathways of Common Gene Networks AOA and Dystonia
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Abbreviations: Bonferroni= q value Bonferroni; FDR = q value False Discovery Rate; B&H = Benjamini and Hochberg’s; B&Y= Benjamini–Yekutieli
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ID


Name


pValue


Bonferroni


FDR B&H


FDR B&Y


GO:0010880


regulation of release of sequestered calcium ion into cytosol by sarcoplasmic reticulum


1.275E-5


1.630E-2


5.935E-3


4.588E-2


GO:0014808


release of sequestered calcium ion into cytosol by sarcoplasmic reticulum


1.664E-5


2.127E-2


5.935E-3


4.588E-2


GO:1903514


release of sequestered calcium ion into cytosol by endoplasmic reticulum


1.809E-5


2.312E-2


5.935E-3


4.588E-2


GO:0098735


positive regulation of the force of heart contraction


1.858E-5


2.374E-2


5.935E-3


4.588E-2


GO:0070296


sarcoplasmic reticulum calcium ion transport


2.858E-5


3.652E-2


7.305E-3


5.647E-2


GO:0050804


modulation of chemical synaptic transmission


8.133E-5


1.039E-1


1.404E-2


1.086E-1


GO:0099177


regulation of trans-synaptic signaling


8.216E-5


1.050E-1


1.404E-2


1.086E-1


GO:0071313


cellular response to caffeine


1.016E-4


1.299E-1


1.404E-2


1.086E-1


GO:0050773


regulation of dendrite development


1.341E-4


1.714E-1


1.404E-2


1.086E-1


GO:0006937


regulation of muscle contraction


1.396E-4


1.784E-1


1.404E-2


1.086E-1




ID Name pValue BonferroniFDR B&H FDR B&Y

GO:0010880regulation of release of sequestered calcium ion into cytosol by sarcoplasmic reticulum1.275E-5 1.630E-2 5.935E-3 4.588E-2

GO:0014808release of sequestered calcium ion into cytosol by sarcoplasmic reticulum1.664E-5 2.127E-2 5.935E-3 4.588E-2

GO:1903514release of sequestered calcium ion into cytosol by endoplasmic reticulum1.809E-5 2.312E-2 5.935E-3 4.588E-2

GO:0098735positive regulation of the force of heart contraction1.858E-5 2.374E-2 5.935E-3 4.588E-2

GO:0070296sarcoplasmic reticulum calcium ion transport 2.858E-5 3.652E-2 7.305E-3 5.647E-2

GO:0050804modulation of chemical synaptic transmission 8.133E-5 1.039E-1 1.404E-2 1.086E-1

GO:0099177regulation of trans-synaptic signaling 8.216E-5 1.050E-1 1.404E-2 1.086E-1

GO:0071313cellular response to caffeine 1.016E-4 1.299E-1 1.404E-2 1.086E-1

GO:0050773regulation of dendrite development 1.341E-4 1.714E-1 1.404E-2 1.086E-1

GO:0006937regulation of muscle contraction 1.396E-4 1.784E-1 1.404E-2 1.086E-1


