Supplementary Table S12
Top 10 GO Biological Pathways of Common Gene networks EOA and Dystonia
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Abbreviations: Bonferroni= q value Bonferroni; FDR = q value False Discovery Rate; B&H = Benjamini and Hochberg’s; B&Y= Benjamini–Yekutieli
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ID


Name


pValue


Bonferroni


FDR B&H


FDR B&Y


GO:0045333


cellular respiration


5.164E-40


2.939E-36


2.939E-36


2.711E-35


GO:0017144


drug metabolic process


2.164E-39


1.231E-35


6.157E-36


5.679E-35


GO:0015980


energy derivation by oxidation of organic compounds


1.797E-38


1.023E-34


2.779E-35


2.563E-34


GO:0006091


generation of precursor metabolites and energy


1.953E-38


1.111E-34


2.779E-35


2.563E-34


GO:0055114


oxidation-reduction process


2.022E-37


1.151E-33


2.301E-34


2.123E-33


GO:0006754


ATP biosynthetic process


3.223E-36


1.834E-32


3.057E-33


2.819E-32


GO:0009201


ribonucleoside triphosphate biosynthetic process


2.826E-35


1.608E-31


2.164E-32


1.996E-31


GO:0022904


respiratory electron transport chain


3.042E-35


1.731E-31


2.164E-32


1.996E-31


GO:0022900


electron transport chain


6.121E-35


3.483E-31


3.871E-32


3.570E-31


GO:0009206


purine ribonucleoside triphosphate biosynthetic process


8.633E-35


4.913E-31


4.424E-32


4.081E-31




ID Name pValue BonferroniFDR B&H FDR B&Y

GO:0045333cellular respiration 5.164E-40 2.939E-36 2.939E-36 2.711E-35

GO:0017144drug metabolic process 2.164E-39 1.231E-35 6.157E-36 5.679E-35

GO:0015980energy derivation by oxidation of organic compounds1.797E-38 1.023E-34 2.779E-35 2.563E-34

GO:0006091generation of precursor metabolites and energy 1.953E-38 1.111E-34 2.779E-35 2.563E-34

GO:0055114oxidation-reduction process 2.022E-37 1.151E-33 2.301E-34 2.123E-33

GO:0006754ATP biosynthetic process 3.223E-36 1.834E-32 3.057E-33 2.819E-32

GO:0009201ribonucleoside triphosphate biosynthetic process 2.826E-35 1.608E-31 2.164E-32 1.996E-31

GO:0022904respiratory electron transport chain 3.042E-35 1.731E-31 2.164E-32 1.996E-31

GO:0022900electron transport chain 6.121E-35 3.483E-31 3.871E-32 3.570E-31

GO:0009206purine ribonucleoside triphosphate biosynthetic process8.633E-35 4.913E-31 4.424E-32 4.081E-31


