Supplementary Table S8 Enriched Pathways EOA Genes
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Abbreviations: Bonferroni= q value Bonferroni; FDR = q value False Discovery Rate; B&H = Benjamini and Hochberg’s; B&Y= Benjamini–Yekutieli
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ID


Name


pValue


Bonferroni


FDR B&H


FDR B&Y


GO:0050905


neuromuscular process


4.901E-15


1.729E-11


1.729E-11


1.512E-10


GO:0007626


locomotory behavior


4.748E-13


1.675E-9


8.375E-10


7.325E-9


GO:0090659


walking behavior


1.381E-12


4.871E-9


1.624E-9


1.420E-8


GO:0007610


behavior


4.895E-12


1.727E-8


3.865E-9


3.381E-8


GO:0022008


neurogenesis


5.478E-12


1.933E-8


3.865E-9


3.381E-8


GO:0008344


adult locomotory behavior


1.915E-11


6.754E-8


1.126E-8


9.846E-8


GO:0042552


myelination


9.718E-11


3.428E-7


3.716E-8


3.250E-7


GO:0006811


ion transport


9.957E-11


3.513E-7


3.716E-8


3.250E-7


GO:0008366


axon ensheathment


1.145E-10


4.041E-7


3.716E-8


3.250E-7


GO:0007272


ensheathment of neurons


1.145E-10


4.041E-7


3.716E-8


3.250E-7


GO:0048878


chemical homeostasis


1.158E-10


4.087E-7


3.716E-8


3.250E-7


GO:0009628


response to abiotic stimulus


2.584E-10


9.116E-7


7.597E-8


6.644E-7


GO:0006629


lipid metabolic process


3.736E-10


1.318E-6


1.014E-7


8.868E-7


GO:0007628


adult walking behavior


1.200E-9


4.234E-6


3.004E-7


2.628E-6


GO:0030534


adult behavior


1.277E-9


4.507E-6


3.004E-7


2.628E-6


GO:0034220


ion transmembrane transport


1.448E-9


5.109E-6


3.193E-7


2.793E-6


GO:0055080


cation homeostasis


1.605E-9


5.662E-6


3.331E-7


2.913E-6


GO:0014003


oligodendrocyte development


1.729E-9


6.101E-6


3.390E-7


2.965E-6


GO:0098771


inorganic ion homeostasis


2.205E-9


7.779E-6


4.084E-7


3.572E-6


GO:0030182


neuron differentiation


2.399E-9


8.465E-6


4.084E-7


3.572E-6


GO:0050801


ion homeostasis


2.431E-9


8.576E-6


4.084E-7


3.572E-6


GO:0048699


generation of neurons


2.793E-9


9.852E-6


4.284E-7


3.747E-6


GO:0050804


modulation of chemical synaptic transmission


2.824E-9


9.963E-6


4.284E-7


3.747E-6


GO:0099177


regulation of trans-synaptic signaling


2.914E-9


1.028E-5


4.284E-7


3.747E-6


GO:0030003


cellular cation homeostasis


4.177E-9


1.474E-5


5.731E-7


5.012E-6


GO:0048666


neuron development


4.224E-9


1.490E-5


5.731E-7


5.012E-6


GO:0098660


inorganic ion transmembrane transport


5.556E-9


1.960E-5


7.260E-7


6.349E-6


GO:0006873


cellular ion homeostasis


5.960E-9


2.103E-5


7.510E-7


6.568E-6


GO:0098916


anterograde trans-synaptic signaling


7.562E-9


2.668E-5


8.893E-7


7.778E-6


GO:0007268


chemical synaptic transmission


7.562E-9


2.668E-5


8.893E-7


7.778E-6


GO:0055085


transmembrane transport


9.169E-9


3.235E-5


1.018E-6


8.905E-6


GO:0099537


trans-synaptic signaling


9.236E-9


3.258E-5


1.018E-6


8.905E-6


GO:0006812


cation transport


9.815E-9


3.463E-5


1.049E-6


9.177E-6


GO:0048709


oligodendrocyte differentiation


1.096E-8


3.867E-5


1.137E-6


9.948E-6


GO:0019752


carboxylic acid metabolic process


1.192E-8


4.205E-5


1.181E-6


1.033E-5


GO:0099536


synaptic signaling


1.227E-8


4.329E-5


1.181E-6


1.033E-5


GO:0007417


central nervous system development


1.238E-8


4.369E-5


1.181E-6


1.033E-5


GO:0098655


cation transmembrane transport


1.469E-8


5.182E-5


1.356E-6


1.186E-5


GO:0098662


inorganic cation transmembrane transport


1.499E-8


5.289E-5


1.356E-6


1.186E-5


GO:0055082


cellular chemical homeostasis


1.622E-8


5.722E-5


1.430E-6


1.251E-5


GO:0030001


metal ion transport


2.682E-8


9.461E-5


2.308E-6


2.018E-5


GO:0048667


cell morphogenesis involved in neuron differentiation


3.325E-8


1.173E-4


2.793E-6


2.443E-5


GO:0044255


cellular lipid metabolic process


4.002E-8


1.412E-4


3.284E-6


2.872E-5


GO:0050885


neuromuscular process controlling balance


4.503E-8


1.589E-4


3.611E-6


3.158E-5


GO:0043436


oxoacid metabolic process


6.312E-8


2.227E-4


4.948E-6


4.328E-5


GO:0006082


organic acid metabolic process


8.716E-8


3.075E-4


6.685E-6


5.847E-5


GO:0019725


cellular homeostasis


9.312E-8


3.285E-4


6.990E-6


6.113E-5


GO:0055065


metal ion homeostasis


1.164E-7


4.108E-4


8.558E-6


7.485E-5


GO:0006664


glycolipid metabolic process


1.409E-7


4.970E-4


1.014E-5


8.870E-5


GO:0044242


cellular lipid catabolic process


1.503E-7


5.301E-4


1.052E-5


9.203E-5


GO:1903509


liposaccharide metabolic process


1.521E-7


5.366E-4


1.052E-5


9.203E-5


GO:0006820


anion transport


2.586E-7


9.122E-4


1.754E-5


1.534E-4


GO:0031175


neuron projection development


2.739E-7


9.663E-4


1.803E-5


1.577E-4


GO:0016042


lipid catabolic process


2.760E-7


9.738E-4


1.803E-5


1.577E-4


GO:0061564


axon development


2.930E-7


1.034E-3


1.879E-5


1.644E-4


GO:0006875


cellular metal ion homeostasis


3.719E-7


1.312E-3


2.343E-5


2.049E-4


GO:0021782


glial cell development


4.727E-7


1.668E-3


2.880E-5


2.519E-4




ID Name pValue BonferroniFDR B&H FDR B&Y

GO:0050905neuromuscular process 4.901E-15 1.729E-11 1.729E-11 1.512E-10

GO:0007626locomotory behavior 4.748E-13 1.675E-9 8.375E-10 7.325E-9

GO:0090659walking behavior 1.381E-12 4.871E-9 1.624E-9 1.420E-8

GO:0007610behavior 4.895E-12 1.727E-8 3.865E-9 3.381E-8

GO:0022008neurogenesis 5.478E-12 1.933E-8 3.865E-9 3.381E-8

GO:0008344adult locomotory behavior 1.915E-11 6.754E-8 1.126E-8 9.846E-8

GO:0042552myelination 9.718E-11 3.428E-7 3.716E-8 3.250E-7

GO:0006811ion transport 9.957E-11 3.513E-7 3.716E-8 3.250E-7

GO:0008366axon ensheathment 1.145E-10 4.041E-7 3.716E-8 3.250E-7

GO:0007272ensheathment of neurons 1.145E-10 4.041E-7 3.716E-8 3.250E-7

GO:0048878chemical homeostasis 1.158E-10 4.087E-7 3.716E-8 3.250E-7

GO:0009628response to abiotic stimulus 2.584E-10 9.116E-7 7.597E-8 6.644E-7

GO:0006629lipid metabolic process 3.736E-10 1.318E-6 1.014E-7 8.868E-7

GO:0007628adult walking behavior 1.200E-9 4.234E-6 3.004E-7 2.628E-6

GO:0030534adult behavior 1.277E-9 4.507E-6 3.004E-7 2.628E-6

GO:0034220ion transmembrane transport 1.448E-9 5.109E-6 3.193E-7 2.793E-6

GO:0055080cation homeostasis 1.605E-9 5.662E-6 3.331E-7 2.913E-6

GO:0014003oligodendrocyte development 1.729E-9 6.101E-6 3.390E-7 2.965E-6

GO:0098771inorganic ion homeostasis 2.205E-9 7.779E-6 4.084E-7 3.572E-6

GO:0030182neuron differentiation 2.399E-9 8.465E-6 4.084E-7 3.572E-6

GO:0050801ion homeostasis 2.431E-9 8.576E-6 4.084E-7 3.572E-6

GO:0048699generation of neurons 2.793E-9 9.852E-6 4.284E-7 3.747E-6

GO:0050804modulation of chemical synaptic transmission 2.824E-9 9.963E-6 4.284E-7 3.747E-6

GO:0099177regulation of trans-synaptic signaling 2.914E-9 1.028E-5 4.284E-7 3.747E-6

GO:0030003cellular cation homeostasis 4.177E-9 1.474E-5 5.731E-7 5.012E-6

GO:0048666neuron development 4.224E-9 1.490E-5 5.731E-7 5.012E-6

GO:0098660inorganic ion transmembrane transport 5.556E-9 1.960E-5 7.260E-7 6.349E-6

GO:0006873cellular ion homeostasis 5.960E-9 2.103E-5 7.510E-7 6.568E-6

GO:0098916anterograde trans-synaptic signaling 7.562E-9 2.668E-5 8.893E-7 7.778E-6

GO:0007268chemical synaptic transmission 7.562E-9 2.668E-5 8.893E-7 7.778E-6

GO:0055085transmembrane transport 9.169E-9 3.235E-5 1.018E-6 8.905E-6

GO:0099537trans-synaptic signaling 9.236E-9 3.258E-5 1.018E-6 8.905E-6

GO:0006812cation transport 9.815E-9 3.463E-5 1.049E-6 9.177E-6

GO:0048709oligodendrocyte differentiation 1.096E-8 3.867E-5 1.137E-6 9.948E-6

GO:0019752carboxylic acid metabolic process 1.192E-8 4.205E-5 1.181E-6 1.033E-5

GO:0099536synaptic signaling 1.227E-8 4.329E-5 1.181E-6 1.033E-5

GO:0007417central nervous system development 1.238E-8 4.369E-5 1.181E-6 1.033E-5

GO:0098655cation transmembrane transport 1.469E-8 5.182E-5 1.356E-6 1.186E-5

GO:0098662inorganic cation transmembrane transport 1.499E-8 5.289E-5 1.356E-6 1.186E-5

GO:0055082cellular chemical homeostasis 1.622E-8 5.722E-5 1.430E-6 1.251E-5

GO:0030001metal ion transport 2.682E-8 9.461E-5 2.308E-6 2.018E-5

GO:0048667cell morphogenesis involved in neuron differentiation3.325E-8 1.173E-4 2.793E-6 2.443E-5

GO:0044255cellular lipid metabolic process 4.002E-8 1.412E-4 3.284E-6 2.872E-5

GO:0050885neuromuscular process controlling balance 4.503E-8 1.589E-4 3.611E-6 3.158E-5

GO:0043436oxoacid metabolic process 6.312E-8 2.227E-4 4.948E-6 4.328E-5

GO:0006082organic acid metabolic process 8.716E-8 3.075E-4 6.685E-6 5.847E-5

GO:0019725cellular homeostasis 9.312E-8 3.285E-4 6.990E-6 6.113E-5

GO:0055065metal ion homeostasis 1.164E-7 4.108E-4 8.558E-6 7.485E-5

GO:0006664glycolipid metabolic process 1.409E-7 4.970E-4 1.014E-5 8.870E-5

GO:0044242cellular lipid catabolic process 1.503E-7 5.301E-4 1.052E-5 9.203E-5

GO:1903509liposaccharide metabolic process 1.521E-7 5.366E-4 1.052E-5 9.203E-5

GO:0006820anion transport 2.586E-7 9.122E-4 1.754E-5 1.534E-4

GO:0031175neuron projection development 2.739E-7 9.663E-4 1.803E-5 1.577E-4

GO:0016042lipid catabolic process 2.760E-7 9.738E-4 1.803E-5 1.577E-4

GO:0061564axon development 2.930E-7 1.034E-3 1.879E-5 1.644E-4

GO:0006875cellular metal ion homeostasis 3.719E-7 1.312E-3 2.343E-5 2.049E-4

GO:0021782glial cell development 4.727E-7 1.668E-3 2.880E-5 2.519E-4
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ID
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pValue


Bonferroni


FDR B&H


FDR B&Y




ID Name pValue BonferroniFDR B&H FDR B&Y


image3.emf
GO:0007040


lysosome organization


4.879E-7


1.721E-3


2.880E-5


2.519E-4


GO:0080171


lytic vacuole organization


4.879E-7


1.721E-3


2.880E-5


2.519E-4


GO:0006643


membrane lipid metabolic process


4.899E-7


1.728E-3


2.880E-5


2.519E-4


GO:0001505


regulation of neurotransmitter levels


5.810E-7


2.050E-3


3.333E-5


2.915E-4


GO:0015711


organic anion transport


5.858E-7


2.067E-3


3.333E-5


2.915E-4


GO:0006687


glycosphingolipid metabolic process


6.020E-7


2.124E-3


3.371E-5


2.949E-4


GO:0006681


galactosylceramide metabolic process


8.863E-7


3.127E-3


4.886E-5


4.273E-4


GO:0019374


galactolipid metabolic process


1.322E-6


4.664E-3


7.175E-5


6.275E-4


GO:0000904


cell morphogenesis involved in differentiation


1.649E-6


5.817E-3


8.814E-5


7.709E-4


GO:0050877


nervous system process


1.901E-6


6.708E-3


1.001E-4


8.756E-4


GO:0007409


axonogenesis


2.166E-6


7.643E-3


1.124E-4


9.830E-4


GO:0048812


neuron projection morphogenesis


2.227E-6


7.858E-3


1.139E-4


9.960E-4


GO:0072511


divalent inorganic cation transport


2.747E-6


9.690E-3


1.384E-4


1.211E-3


GO:0070588


calcium ion transmembrane transport


2.821E-6


9.951E-3


1.402E-4


1.226E-3


GO:0120039


plasma membrane bounded cell projection morphogenesis


2.981E-6


1.052E-2


1.461E-4


1.277E-3


GO:0048858


cell projection morphogenesis


3.279E-6


1.157E-2


1.585E-4


1.386E-3


GO:0006665


sphingolipid metabolic process


3.511E-6


1.239E-2


1.674E-4


1.464E-3


GO:0010001


glial cell differentiation


3.734E-6


1.317E-2


1.757E-4


1.536E-3


GO:0006281


DNA repair


4.153E-6


1.465E-2


1.928E-4


1.686E-3


GO:0032990


cell part morphogenesis


4.764E-6


1.681E-2


2.183E-4


1.909E-3


GO:0009314


response to radiation


4.988E-6


1.760E-2


2.256E-4


1.973E-3


GO:0021695


cerebellar cortex development


6.217E-6


2.193E-2


2.776E-4


2.428E-3


GO:0035637


multicellular organismal signaling


6.315E-6


2.228E-2


2.778E-4


2.430E-3


GO:0006672


ceramide metabolic process


6.445E-6


2.274E-2


2.778E-4


2.430E-3


GO:0048732


gland development


6.457E-6


2.278E-2


2.778E-4


2.430E-3


GO:0006836


neurotransmitter transport


6.672E-6


2.354E-2


2.836E-4


2.480E-3


GO:0060322


head development


7.706E-6


2.719E-2


3.237E-4


2.831E-3


GO:0050884


neuromuscular process controlling posture


7.896E-6


2.786E-2


3.277E-4


2.866E-3


GO:0007420


brain development


1.109E-5


3.913E-2


4.550E-4


3.980E-3


GO:0042063


gliogenesis


1.166E-5


4.112E-2


4.727E-4


4.134E-3


GO:0021696


cerebellar cortex morphogenesis


1.210E-5


4.270E-2


4.852E-4


4.243E-3


GO:0006677


glycosylceramide metabolic process


1.236E-5


4.360E-2


4.899E-4


4.285E-3


GO:0043574


peroxisomal transport


1.264E-5


4.458E-2


4.953E-4


4.332E-3




GO:0007040lysosome organization 4.879E-7 1.721E-3 2.880E-5 2.519E-4

GO:0080171lytic vacuole organization 4.879E-7 1.721E-3 2.880E-5 2.519E-4

GO:0006643membrane lipid metabolic process 4.899E-7 1.728E-3 2.880E-5 2.519E-4

GO:0001505regulation of neurotransmitter levels 5.810E-7 2.050E-3 3.333E-5 2.915E-4

GO:0015711organic anion transport 5.858E-7 2.067E-3 3.333E-5 2.915E-4

GO:0006687glycosphingolipid metabolic process 6.020E-7 2.124E-3 3.371E-5 2.949E-4

GO:0006681galactosylceramide metabolic process 8.863E-7 3.127E-3 4.886E-5 4.273E-4

GO:0019374galactolipid metabolic process 1.322E-6 4.664E-3 7.175E-5 6.275E-4

GO:0000904cell morphogenesis involved in differentiation 1.649E-6 5.817E-3 8.814E-5 7.709E-4

GO:0050877nervous system process 1.901E-6 6.708E-3 1.001E-4 8.756E-4

GO:0007409axonogenesis 2.166E-6 7.643E-3 1.124E-4 9.830E-4

GO:0048812neuron projection morphogenesis 2.227E-6 7.858E-3 1.139E-4 9.960E-4

GO:0072511divalent inorganic cation transport 2.747E-6 9.690E-3 1.384E-4 1.211E-3

GO:0070588calcium ion transmembrane transport 2.821E-6 9.951E-3 1.402E-4 1.226E-3

GO:0120039plasma membrane bounded cell projection morphogenesis2.981E-6 1.052E-2 1.461E-4 1.277E-3

GO:0048858cell projection morphogenesis 3.279E-6 1.157E-2 1.585E-4 1.386E-3

GO:0006665sphingolipid metabolic process 3.511E-6 1.239E-2 1.674E-4 1.464E-3

GO:0010001glial cell differentiation 3.734E-6 1.317E-2 1.757E-4 1.536E-3

GO:0006281DNA repair 4.153E-6 1.465E-2 1.928E-4 1.686E-3

GO:0032990cell part morphogenesis 4.764E-6 1.681E-2 2.183E-4 1.909E-3

GO:0009314response to radiation 4.988E-6 1.760E-2 2.256E-4 1.973E-3

GO:0021695cerebellar cortex development 6.217E-6 2.193E-2 2.776E-4 2.428E-3

GO:0035637multicellular organismal signaling 6.315E-6 2.228E-2 2.778E-4 2.430E-3

GO:0006672ceramide metabolic process 6.445E-6 2.274E-2 2.778E-4 2.430E-3

GO:0048732gland development 6.457E-6 2.278E-2 2.778E-4 2.430E-3

GO:0006836neurotransmitter transport 6.672E-6 2.354E-2 2.836E-4 2.480E-3

GO:0060322head development 7.706E-6 2.719E-2 3.237E-4 2.831E-3

GO:0050884neuromuscular process controlling posture 7.896E-6 2.786E-2 3.277E-4 2.866E-3

GO:0007420brain development 1.109E-5 3.913E-2 4.550E-4 3.980E-3

GO:0042063gliogenesis 1.166E-5 4.112E-2 4.727E-4 4.134E-3

GO:0021696cerebellar cortex morphogenesis 1.210E-5 4.270E-2 4.852E-4 4.243E-3

GO:0006677glycosylceramide metabolic process 1.236E-5 4.360E-2 4.899E-4 4.285E-3

GO:0043574peroxisomal transport 1.264E-5 4.458E-2 4.953E-4 4.332E-3


