Supplementary Table S9 Enriched Pathways AOA Genes

[bookmark: _GoBack][image: ]
Abbreviations: Bonferroni= q value Bonferroni; FDR = q value False Discovery Rate; B&H = Benjamini and Hochberg’s; B&Y= Benjamini–Yekutieli
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ID


Name


pValue


Bonferroni


FDR B&H


FDR B&Y


GO:0050905


neuromuscular process


1.575E-10


3.904E-7


3.611E-7


3.030E-6


GO:0008344


adult locomotory behavior


3.313E-10


8.210E-7


3.611E-7


3.030E-6


GO:0007628


adult walking behavior


4.372E-10


1.083E-6


3.611E-7


3.030E-6


GO:0090659


walking behavior


6.021E-10


1.492E-6


3.730E-7


3.130E-6


GO:0030534


adult behavior


3.084E-9


7.642E-6


1.528E-6


1.283E-5


GO:0007626


locomotory behavior


4.193E-9


1.039E-5


1.732E-6


1.453E-5


GO:0098660


inorganic ion transmembrane transport


2.832E-8


7.017E-5


8.784E-6


7.372E-5


GO:0034220


ion transmembrane transport


2.836E-8


7.027E-5


8.784E-6


7.372E-5


GO:0098916


anterograde trans-synaptic signaling


4.909E-8


1.216E-4


1.192E-5


1.001E-4


GO:0007268


chemical synaptic transmission


4.909E-8


1.216E-4


1.192E-5


1.001E-4


GO:0099537


trans-synaptic signaling


5.676E-8


1.407E-4


1.192E-5


1.001E-4


GO:0098655


cation transmembrane transport


5.775E-8


1.431E-4


1.192E-5


1.001E-4


GO:0099536


synaptic signaling


6.981E-8


1.730E-4


1.248E-5


1.047E-4


GO:0055085


transmembrane transport


7.051E-8


1.747E-4


1.248E-5


1.047E-4


GO:0055082


cellular chemical homeostasis


8.555E-8


2.120E-4


1.413E-5


1.186E-4


GO:0048878


chemical homeostasis


1.397E-7


3.461E-4


2.163E-5


1.816E-4


GO:0098662


inorganic cation transmembrane transport


2.315E-7


5.737E-4


3.189E-5


2.676E-4


GO:0035637


multicellular organismal signaling


2.316E-7


5.739E-4


3.189E-5


2.676E-4


GO:0006811


ion transport


2.458E-7


6.090E-4


3.205E-5


2.690E-4


GO:0030001


metal ion transport


3.473E-7


8.607E-4


4.303E-5


3.612E-4


GO:0006812


cation transport


3.943E-7


9.771E-4


4.653E-5


3.905E-4


GO:0055080


cation homeostasis


6.270E-7


1.554E-3


7.062E-5


5.927E-4


GO:0098771


inorganic ion homeostasis


7.632E-7


1.891E-3


8.223E-5


6.901E-4


GO:0019725


cellular homeostasis


8.310E-7


2.059E-3


8.580E-5


7.201E-4


GO:0030003


cellular cation homeostasis


8.886E-7


2.202E-3


8.808E-5


7.392E-4


GO:0007610


behavior


9.786E-7


2.425E-3


9.327E-5


7.828E-4


GO:0006873


cellular ion homeostasis


1.111E-6


2.754E-3


1.020E-4


8.560E-4


GO:0050804


modulation of chemical synaptic transmission


1.193E-6


2.956E-3


1.039E-4


8.721E-4


GO:0099177


regulation of trans-synaptic signaling


1.216E-6


3.014E-3


1.039E-4


8.721E-4


GO:0070588


calcium ion transmembrane transport


1.484E-6


3.677E-3


1.226E-4


1.029E-3


GO:0050801


ion homeostasis


2.099E-6


5.202E-3


1.678E-4


1.408E-3


GO:0006629


lipid metabolic process


2.904E-6


7.197E-3


2.249E-4


1.888E-3


GO:0042391


regulation of membrane potential


5.338E-6


1.323E-2


4.009E-4


3.364E-3


GO:0055065


metal ion homeostasis


5.699E-6


1.412E-2


4.154E-4


3.486E-3


GO:0006836


neurotransmitter transport


6.154E-6


1.525E-2


4.357E-4


3.656E-3


GO:0050885


neuromuscular process controlling balance


8.084E-6


2.003E-2


5.564E-4


4.670E-3


GO:0007267


cell-cell signaling


8.958E-6


2.220E-2


5.999E-4


5.035E-3


GO:0006875


cellular metal ion homeostasis


9.218E-6


2.284E-2


6.011E-4


5.045E-3


GO:0098506


polynucleotide 3' dephosphorylation


1.524E-5


3.776E-2


9.682E-4


8.126E-3




ID Name pValue BonferroniFDR B&H FDR B&Y

GO:0050905neuromuscular process 1.575E-10 3.904E-7 3.611E-7 3.030E-6

GO:0008344adult locomotory behavior 3.313E-10 8.210E-7 3.611E-7 3.030E-6

GO:0007628adult walking behavior 4.372E-10 1.083E-6 3.611E-7 3.030E-6

GO:0090659walking behavior 6.021E-10 1.492E-6 3.730E-7 3.130E-6

GO:0030534adult behavior 3.084E-9 7.642E-6 1.528E-6 1.283E-5

GO:0007626locomotory behavior 4.193E-9 1.039E-5 1.732E-6 1.453E-5

GO:0098660inorganic ion transmembrane transport 2.832E-8 7.017E-5 8.784E-6 7.372E-5

GO:0034220ion transmembrane transport 2.836E-8 7.027E-5 8.784E-6 7.372E-5

GO:0098916anterograde trans-synaptic signaling 4.909E-8 1.216E-4 1.192E-5 1.001E-4

GO:0007268chemical synaptic transmission 4.909E-8 1.216E-4 1.192E-5 1.001E-4

GO:0099537trans-synaptic signaling 5.676E-8 1.407E-4 1.192E-5 1.001E-4

GO:0098655cation transmembrane transport 5.775E-8 1.431E-4 1.192E-5 1.001E-4

GO:0099536synaptic signaling 6.981E-8 1.730E-4 1.248E-5 1.047E-4

GO:0055085transmembrane transport 7.051E-8 1.747E-4 1.248E-5 1.047E-4

GO:0055082cellular chemical homeostasis 8.555E-8 2.120E-4 1.413E-5 1.186E-4

GO:0048878chemical homeostasis 1.397E-7 3.461E-4 2.163E-5 1.816E-4

GO:0098662inorganic cation transmembrane transport 2.315E-7 5.737E-4 3.189E-5 2.676E-4

GO:0035637multicellular organismal signaling 2.316E-7 5.739E-4 3.189E-5 2.676E-4

GO:0006811ion transport 2.458E-7 6.090E-4 3.205E-5 2.690E-4

GO:0030001metal ion transport 3.473E-7 8.607E-4 4.303E-5 3.612E-4

GO:0006812cation transport 3.943E-7 9.771E-4 4.653E-5 3.905E-4

GO:0055080cation homeostasis 6.270E-7 1.554E-3 7.062E-5 5.927E-4

GO:0098771inorganic ion homeostasis 7.632E-7 1.891E-3 8.223E-5 6.901E-4

GO:0019725cellular homeostasis 8.310E-7 2.059E-3 8.580E-5 7.201E-4

GO:0030003cellular cation homeostasis 8.886E-7 2.202E-3 8.808E-5 7.392E-4

GO:0007610behavior 9.786E-7 2.425E-3 9.327E-5 7.828E-4

GO:0006873cellular ion homeostasis 1.111E-6 2.754E-3 1.020E-4 8.560E-4

GO:0050804modulation of chemical synaptic transmission 1.193E-6 2.956E-3 1.039E-4 8.721E-4

GO:0099177regulation of trans-synaptic signaling 1.216E-6 3.014E-3 1.039E-4 8.721E-4

GO:0070588calcium ion transmembrane transport 1.484E-6 3.677E-3 1.226E-4 1.029E-3

GO:0050801ion homeostasis 2.099E-6 5.202E-3 1.678E-4 1.408E-3

GO:0006629lipid metabolic process 2.904E-6 7.197E-3 2.249E-4 1.888E-3

GO:0042391regulation of membrane potential 5.338E-6 1.323E-2 4.009E-4 3.364E-3

GO:0055065metal ion homeostasis 5.699E-6 1.412E-2 4.154E-4 3.486E-3

GO:0006836neurotransmitter transport 6.154E-6 1.525E-2 4.357E-4 3.656E-3

GO:0050885neuromuscular process controlling balance 8.084E-6 2.003E-2 5.564E-4 4.670E-3

GO:0007267cell-cell signaling 8.958E-6 2.220E-2 5.999E-4 5.035E-3

GO:0006875cellular metal ion homeostasis 9.218E-6 2.284E-2 6.011E-4 5.045E-3

GO:0098506polynucleotide 3' dephosphorylation 1.524E-5 3.776E-2 9.682E-4 8.126E-3


