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Figure S5. Association between in-frame deletions (A) starting, (B) ending, and (C) starting and/or
ending at each exon and consequent phenotypes in the UMD-DMD France database. Phenotypic
ratios associated with in-frame deletions starting and/or ending at a given exon and all other exons
were compared using a two-tailed Fisher's exact test. n indicates the number of individuals with DMD
(red) and milder (blue; BMD and asymptomatic) phenotypes. Green and red asterisks indicate a
significantly lower and higher incidence of DMD phenotype, respectively. p = p-value, as calculated by
Fisher’s exact test; p* = Benjamini-Hochberg adjusted p-value.
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C. 95% CI p p*

1 1
3.96–9.37 1.11× 10-9 2.93× 10-8

0.09–4.3 1 1
0.29–11.5 0.436527 0.661027

12.14–18.01 0.004716 0.022723
1 1

4.32–22.45 0.01351 0.051145
1 1

2.22–10.05 0.003344 0.017724
1 1

1.56–15.5 0.058907 0.14867
1.24–9.41 0.054903 0.171169

1 1
12.03–17.81 0.069016 0.135476

1 1
0.5–17.03 0.301005 0.469214
0.66–20.16 0.249023 0.412445
4.32–22.45 0.01351 0.047735

1 1
1 1

12.03–17.81 0.069016 0.159037
1 1
1 1
1 1

1.56–15.5 0.058907 0.156104
0.17–7.41 0.607 0.869487
0.29–11.5 0.436527 0.642665

12.03–17.81 0.069016 0.140687
1.56–15.5 0.058907 0.16432
1.8–29.64 0.133316 0.235525

12.03–17.81 0.069016 0.152411
12.03–17.81 0.069016 0.166266

1 1
3.66–15.47 0.001203 0.007086
12.25–18.21 0.000319 0.002415

1 1
6.5–15.43 8.72× 10-9 1.54× 10-7

0.02–0.18 6.8× 10-15 3.60× 10-13

12.14–18.01 0.004716 0.020829
0.06–0.6 0.000392 0.002596

0.03–0.47 2.28× 10-5 0.000241
0.03–1.27 0.058618 0.172597
1.8–29.64 0.133316 0.243647
0.92–7.42 0.107059 0.202648

1 1
0.04–2.07 0.249888 0.401336

0.04762 0.157742
0.97–24.42 0.193219 0.330343

1 1
12.36–18.42 2.14× 10-5 0.000283
12.14–18.01 0.004716 0.019227
12.03–17.81 0.069016 0.146314
12.25–18.21 0.000319 0.002818


