
 
Figure S1A. Amino acid sequence alignment of horn fly candidate Minus-C OBPs with a Minus-C OBP 
from Drosophila (DmelObp99c) and Stomoxys calcitrans (Scal). ScalOBP10, a classical OBP, is included in 
the alignment for reference to location of conserved cysteine residues. Conserved cysteine residues 
shared between sequences are shaded in blue. The C2 and C5 cysteines that are missing from the Minus-C 
OBPs are shaded in orange and within these the cysteine in ScalOBP10 is in bold text. The cysteine 
shaded in pink reflects the alternate cysteine residue located seven residues upstream of C4. 
  



 
Figure S1B. Amino acid sequence alignment of horn fly candidate Minus-C OBP, Hirr_326, with Minus-C 
OBPs from Drosophila (DmelObp99a, 99d) and Stomoxys calcitrans (Scal). ScalOBP10, a classical OBP, is 
included in the alignment for reference to location of conserved cysteine residues. Conserved cysteine 
residues shared between sequences are shaded in blue. The C2 and C5 cysteines that are missing from 
Hirr_326 are shaded in orange and within these the cysteine in ScalOBP10 is in bold text. The cysteine 
shaded in pink reflects the alternate cysteine residue located three residues downstream of C5. 
 


