Table S8. Standardized canonical discriminant matrix of whole species DFA. Two components were
extracted. Five sets of character were explained. Total % of Variance covered by two components was 100%.

F .
Sets of Character Characters 1 unction 5
Head Capsule morph. Zscore(Log10HW) 0.903 -0.286

Zscore(Log10PrS) 0.822 -0.216
Seta Number Zscore(Log10HCS) 0.471 0.124
Zscore(Log10PsS) -0.162 -0.148
Labium morph Zscore(Log10PsMdL) -0.029 0.897
P Zscore(Logl10PsAW) -0.027 0.272
Zscore(Log10FW) 0.059 -0.395

Head F h.
ead Features morph. o (Log10LbMxL) 0.117 0.489
Trunk morph. Zscore(Log10TBLH) -0.396 0.173

% of Variance 80.6 19.4
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