Table S2 Global methylation levels in CG, CHG and CHH contexts from embryonic to regeneration stage in IR64 and TNG67.
	
	Methylation Level (%)

	Stages
	I0
	I1
	I2
	IS
	IF
	J0
	J1
	J2
	JS
	JF

	CG
	75.819
	76.345
	76.029
	75.088
	75.458
	79.064
	79.848
	79.31
	79.088
	79.258

	CHG
	44.113
	45.858
	45.186
	39.556
	42.59
	44.008
	49.551
	47.685
	47.527
	47.544

	CHH
	16.268
	16.912
	17.065
	14.351
	14.748
	15.986
	20.494
	16.57
	17.403
	16.972


