Table S1 Mapping statistics of IR64 and TNG67 libraries.
	Sample
	Stage of Tissue Culture
	Raw Reads
	Uniquely Mapped Reads
	Read Length
	Mappability (%)
	Coverage
(per strand)

	WGBS libraries
	
	
	
	
	

	TNG67
	J0 (Embryo)
	76,163,288
	55,274,130
	101
	73.0
	7.5

	IR64
	I0 (Embryo)
	69,149,118
	35,429,836
	101
	51.0
	4.8

	TNG67
	J1 (Callus Induction)
	107,556,910
	74,001,438
	101
	68.8
	10.0

	IR64
	I1 (Callus Induction)
	112,596,226
	53,828,714
	101
	47.8
	7.3

	TNG67
	J2 (Subculture)
	118,175,884
	81,945,614
	101
	69.3
	11.1

	IR64
	I2 (Subculture)
	134,091,556
	68,087,500
	101
	50.8
	9.2

	TNG67
	JS (Successful)
	113,573,964
	79,173,936
	101
	69.7
	10.7

	IR64
	IS (Successful)
	103,119,474
	56,862,310
	101
	55.1
	7.7

	TNG67
	JF (Failed)
	104,972,826
	72,967,948
	101
	69.5
	9.9

	IR64
	IF (Failed)
	111,162,482
	62,917,008
	101
	57.0
	8.5

	RNA-seq libraries
	
	
	
	
	

	TNG67
	J0 (Embryo)
	90,271,714
	75,837,498
	101
	84.0
	10.3

	IR64
	I0 (Embryo)
	85,023,628
	66,286,704
	101
	78.0
	9.0

	TNG67
	J1 (Callus Induction)
	61,989,090
	49,215,326
	101
	79.4
	6.7

	IR64
	I1 (Callus Induction)
	52,060,872
	37,021,206
	101
	71.1
	5.0

	TNG67
	J2 (Subculture)
	65,523,840
	52,376,536
	101
	79.9
	7.1

	IR64
	I2 (Subculture)
	54,303,728
	39,145,748
	101
	72.1
	5.3

	TNG67
	JS (Successful)
	56,843,428
	44,691,934
	101
	78.6
	6.0

	IR64
	IS (Successful)
	50,688,982
	37,008,296
	101
	73.0
	5.0

	TNG67
	JF (Failed)
	59,433,262
	45,613,496
	101
	76.7
	6.2

	IR64
	IF (Failed)
	58,679,276
	42,177,946
	101
	71.9
	5.7


