Table S4. Count of stage-associated and cultivar-associated DEGs and DMGs in IR64 and TNG67 rice.
	 Stage-associated
	Differentially Expressed Genes (DEGs)
	Differentially Methylated Genes 
(DMGs)
	Overlap of DEGs and DMGs

	
	Upregulated
	Downregulated
	Hypermethylated
	Hypomethylated
	

	TNG67
	
	
	
	
	

	Induction
	2,805 (46.2%)
	3,268 (53.8%)
	1,555 (60.1%)
	1,034 (39.9%)
	491

	Sub-culture
	2,756(47.8%)
	3,007 (52.2%)
	508 (28.5%)
	1,273 (71.5%)
	334

	Successful
	1,640 (34.6%)
	3,101 (65.4%)
	474 (26.9%)
	1,243 (73.1%)
	281

	Failed
	1,646 (50.6%)
	1,609 (49.4%)
	587 (34.2%)
	1,173 (65.8%)
	297

	IR64
	
	
	
	
	

	Induction
	2,939 (47.2%)
	3,293 (52.8%)
	1,172 (54.1%)
	995 (45.9%)
	325

	Sub-culture
	3,261 (54.7%)
	2,700 (45.3%)
	944 (46.2%)
	1,099 (53.8%)
	475

	Successful
	3,173 (55.7%)
	2,525 (44.3%)
	537 (23.2%)
	1,438 (76.8%)
	269

	Failed
	3,109 (62.3%)
	1,879 (37.6%)
	801 (40.6%)
	1,516 (59.4%)
	339

	
	
	
	
	
	

	Cultivar-associated
	
	
	
	

	 Embryo
	2,258 (50.5%)
	2,209 (49.5%)
	6,551 (52.7%)
	5,885 (47.3%)
	1159

	Induction
	1,859 (45.1%)
	2,264 (54.9%)
	8,836 (58.9%)
	6,167 (41.1%)
	1532

	Sub-culture
	1,970(41.4%)
	2,793 (58.6%)
	6,447 (56.3%)
	5,014 (46.4%)
	1032

	Successful
	1,636 (34.5%)
	3,105 (65.5%)
	5,682 (62.3%)
	3,443 (37.7%)
	848

	Failed
	1,643 (50.5%)
	1,612 (49.5%)
	6,797 (59.9%)
	4,558 (40.1%)
	1067


