Table S1. Identity and origin of the sequences analysed in the study.
	GenBank Accession No1
	Name/Geographic origin
	Genotype
	Reference

	MW934812
	G23/Pakistan
	1
	This paper

	[bookmark: _GoBack]MW934813
	2Pak/Pakistan
	1
	This paper

	MW934814
	6Pak/Pakistan
	1
	This paper

	MW926772
	P2/Pakistan
	1
	This paper

	MW926773
	P5/Pakistan
	1
	This paper

	MW926774
	P6/Pakistan
	1
	This paper

	MW926775
	P29/Pakistan
	1
	This paper

	MW926776
	P30/Pakistan
	1
	This paper

	MW926777
	P474/Pakistan
	1
	This paper

	MW926778
	P475/Pakistan
	1
	This paper

	MW926779
	P479/Pakistan
	1
	This paper

	MW926780
	P488/Pakistan
	1
	This paper

	MW926781
	P492/Pakistan
	1
	This paper

	MW926782
	P496/Pakistan
	1
	This paper

	MW926783
	P500/Pakistan
	1
	This paper

	MW926784
	P504/Pakistan
	1
	This paper

	MW926785
	P506/Pakistan
	1
	This paper

	MW926786
	L348/Pakistan
	6l
	This paper

	MW926787
	L364/Pakistan
	6l
	This paper

	MW926788
	L367/Pakistan
	6l
	This paper

	MW926789
	L368/Pakistan
	6l
	This paper

	MW926790
	L371/Pakistan
	6l
	This paper

	MW926791
	L376/Pakistan
	6l
	This paper

	MW926792
	L381/Pakistan
	6m
	This paper

	MW926793
	L382/Pakistan
	6l
	This paper

	MW926794
	L392/Pakistan
	6l
	This paper

	MZ148137
	L391Q/Pakistan
	6
	This paper

	PRJNA7237431
	L391/Pakistan
	nd
	This paper

	M35242.1
	FLKBLV/USA
	1
	[1]

	D00647.1
	pBLV-A1/Australia
	1
	[2]

	KU233564.1
	Sk8-I2/Thailand
	1
	[3]

	KJ668810.1
	PCC67/Philippines
	1
	[4]

	KJ668809.1
	PCC130/Philippines
	1
	[4]

	MH170028.1
	S6F15/Vietnam
	1
	[5]

	LC466601.1
	KL16/Myanmar
	1
	[6]

	LC466603.1
	MC11/Myanmar
	1
	[6]

	LC466594.1
	HB13/Myanmar
	1
	[6]

	LC466608.1
	MW41/Myanmar
	1
	[6]

	KP201468.1
	GBGS-4/Korea
	1
	[7]

	MN167087.1
	2016NCHU017/Taiwan
	1
	[8]

	MN167088.1
	2016NCHU018/Taiwan
	1
	[8]

	MN167089.1
	2016NCHU019/Taiwan
	1
	[8]

	K02120.1
	Japan
	1
	[9]

	AP018007.1
	pvAF076/Japan
	1
	[10]

	EF065661.1
	JPMI-2 /Japan
	1
	[11]

	LC060798.1
	BLV_Mongolia-7/Mongolia
	1
	[12]

	KY421037.1
	E122/China
	1
	[13]

	KU764753.1
	E225/China
	1
	[13]

	EU266060.1
	Shahrekord/Iran
	1
	[14]

	EF065640.1
	CRAG-2/Costa_Rica
	1
	[11]

	HE967301.1
	LS1/Uruguay
	1
	[15]

	LC080651.1
	asun1/Paraguay
	1
	[16]

	LC075546.1
	Lima-93/Peru
	1
	[16]

	LC080654.1
	lima40/Peru
	2
	[16]

	AF257515.1
	Argentina
	2
	[17]

	KP201465.1
	GBGS-12/South_Korea
	3
	[7]

	M35238.1
	LB59/France
	4
	[1]

	HM563774.3
	68/Poland
	4
	[18]

	EF065643.1
	CRLV/Costa_Rica
	5
	[11]

	EF065645.1
	CRAG-1/Costa_Rica
	5
	[11]

	AY185360.2
	151/Brazil
	6a
	[19]

	DQ059415.1
	25/Brazil
	6a
	[20]

	JN254639.1
	CE08/180/SPBrazil
	6a
	[21]

	GQ985389.1
	10/Brazil
	6a
	Ikuno et al unpublished

	LC075572.1
	Montero-93/Bolivia
	6a
	[16]

	LC075573.1
	Montero-144/Bolivia
	6a
	[16]

	LC075574.1
	Montero-141/Bolivia
	6a
	[16]

	LC075575.1
	Bolivia_Ya-47/ Bolivia
	6a
	[16]

	LC075553.1
	Paraguray-98/Paraguay
	6a
	[16]

	MH041958.1
	COLAguachica130-9/Colombia
	6a
	[22]

	MH041917.1
	COLAguachica5251-7/Colombia
	6a
	[22]

	MH041915.1
	COLSotaquirGolondrina/Colombia
	6a
	[22]

	MH041913.1
	COLAguachica3994/Colombia
	6a
	[22]

	FJ808582.1
	PL-1238/Argentina
	6b
	[23]

	JN254633.1
	CE09/80/SP/Brazil
	6b
	[21]

	GQ985391.1
	29/Brazil
	6b
	Ikuno et al unpublished

	KJ668815.1
	PCC122/Philippines
	6c
	[4]

	KJ668816.1
	CAM69/Philippines
	6c
	[4]

	KJ668817.1
	PCC4/Philippines
	6c
	[4]

	KJ668818.1
	PCC158/Philippines
	6c
	[4]

	KJ668819.1
	PCC141/Philippines
	6c
	[4]

	LC080656
	par62/Paraguay
	6d
	[16]

	LC080657.1
	par89/Paraquay
	6e
	[16]

	LC080658.1
	par91/ Paraquay
	6e
	[16]

	LC466593.1
	HB9/Myanmar
	6e
	[6]

	LC466604.1
	MW18/ Myanmar
	6e
	[6]

	KU233548.1
	Pa53-A4/Thailand
	6e
	[3]

	KU233549.1
	Pa67-A5/ Thailand
	6e
	[3]

	LC075549.1
	Pucallpa-36/Peru
	6e
	[16]

	LC075550.1
	Pucallpa-187/Peru
	6e
	[16]

	LC075551.1
	Pucallpa-110/Peru
	6e
	[16]

	LC075554.1
	Paraguray-93/Paraguay
	6e
	[16]

	[16]LC075552.1
	Pucallpa-7/Peru
	6e
	[16]

	LC075556.1
	Paraguay-96/Paraguay
	6e
	[16]

	LC075555.1
	Paraguray-91 /Paraguay
	6e
	[16]

	LC075571.1
	Bolivia_Ya-102/Bolivia
	6e
	[16]

	KU233536.1
	Lo48-E4/Thailand
	6f
	[3]

	KU233530.1
	Ch17-F4/Thailand
	6f
	[3]

	KU233531.1
	Ch28-F5/Thailand
	6f
	[3]

	KU233562.1
	Sa11-H2/Thailand
	6f
	[3]

	KU233563.1
	Sa24-H3/Thailand
	6f
	[3]

	MF817717.1
	VT-S9/Vietnam
	6f
	[5]

	KU233544.1
	Ns94-D4/ Thailand
	6f
	[3]

	LC466605.1
	MW22/Myanmar
	6f
	[6]

	MH341516.1
	Ind_UK_251/India
	6g
	[24]

	MH341517.1
	Ind_UK_287/India
	6g
	[24]

	MH341518.1
	Ind_UK_237/India
	6g
	[24]

	MH341519.1
	Ind_UK_258/India
	6g
	[24]

	MH341520.1
	Ind_UK_283/India
	6g
	[24]

	MH341521.1
	Ind_UK_265/India
	6g
	[24]

	MH341522.1
	Ind_UK_250/India
	6g
	[24]

	MH341523.1
	Ind_UK_297/India
	6g
	[24]

	MH341524.1
	Ind_UK_264/India
	6g
	[24]

	MH341525.1
	Ind_UK_285/India
	6g
	[24]

	MF817721.1
	BV-S39/Vietnam
	6h
	[5]

	MH040200.1
	B1021/China
	6h
	[25]

	MH040202.1
	B1219/China
	6h
	[25]

	MH040207.1
	B1686/China
	6h
	[25]

	MH040198.1
	B628/China
	6h
	[25]

	MH040199.1
	B665/China
	6h
	[25]

	MH040201.1
	B1117/China
	6h
	[25]

	MK840875.1
	B3026/China
	6h
	Chen et al unpublished

	MK840876.1
	B3054/China
	6h
	Chen et al unpublished

	MK840878.1
	B3065/China
	6h
	Chen et al unpublished

	MK840880.1
	B3103/China
	6h
	Chen et al unpublished

	KU764759.1
	E318/ China
	6h
	[13]

	KU764760.1
	E325/ China
	6h
	[13]

	KU764757.1
	E312/ China
	6h
	[13]

	KU764758.1
	E3162/ China
	6h
	[13]

	KU764748.1
	E110/ China
	6h
	[13]

	KU764749.1
	E112/ China
	6h
	[13]

	KU764750.1
	E119/ China
	6h
	[13]

	KU764756.1
	E307/ China
	6h
	[13]

	MH040203.1
	B1340/China
	6i
	[25]

	MH040209.1
	B1833/China
	6i
	[25]

	MH040205.1
	B1405/China
	6i
	[25]

	MH040208.1
	B1831/China
	6i
	[25]

	KU764751.1
	E158/China
	6i
	[13]

	LT970922.1
	13287_2013/Italy
	6j
	[26]

	LT970923.1
	16661_2013/Italy
	6j
	[26]

	LT970921.1
	11327_2013/Italy
	6j
	[26]

	LT970937.1
	FV_2015/Italy
	6j
	[26]

	LC466592.1_
	HB8/ Myanmar
	6k
	[6]

	LC466596.1
	HT2/ Myanmar
	6k
	[6]

	LC466597.1
	HT11/ Myanmar
	6k
	[6]

	LC466598.1
	HT12/ Myanmar
	6k
	[6]

	LC466599.1
	HT17/ Myanmar
	6k
	[6]

	LC466609.1
	TA3/ Myanmar
	6k
	[6]

	LC466610.1
	TA8/ Myanmar
	6k
	[6]

	HM563749.3
	5/Russia
	7
	[18]

	EU262555.2
	151/Poland
	7
	[27]

	HM563764.3
	4-6/Ukraine
	8
	[18]

	JQ675760.1
	pr72/Russia
	8
	Lomakina et al unpublished

	LC080668.1
	por28/Bolivia
	9
	[16]

	LC080659.1
	mon1/Bolivia
	9
	[16]

	LC154848.1
	L1/ Myanmar
	10
	[28]

	KU233540.1
	ML45-B3/ Thailand
	10
	[3]

	KU233537.1
	Lo50-E5// Thailand
	10
	[3]

	KU233547.1
	Pa51-A3/Thailand
	10
	[3]

	KU233555.1
	Pr67-C5/Thailand
	10
	[3]

	LC154064.1
	L2/ Myanmar
	10
	[28]

	LC154065.1
	S5/ Myanmar
	10
	[28]

	KU764746.1
	E101/China
	11
	[13]

	KU764747.1
	E102/China
	11
	[13]


1 In the case of an NGS result, this is the BIOPROJECT number.
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