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[bookmark: _GoBack][bookmark: OLE_LINK5][bookmark: OLE_LINK6][bookmark: OLE_LINK7][bookmark: OLE_LINK8]Fig. S2 Differentially expressed genes (DEGs) between cas3 and cas3 WT strains. (A-B) Comparison of expression levels between the cas3 and cas3 WT genes. All genes were classified into three classes. The red dots indicate the cas3 strains up-regulated genes (60 genes), the blue dots indicated the down-regulated genes (81 genes) and the grey dots represent the non-DEGs. (A) MA Plot. a: the gene expression of cas3, b: the gene expression of cas3 WT. (B) Volcano Plot. The vertical dashed lines indicate the 2 folds expression change (cas3 vs cas3 WT strain). The transverse dashed lines indicate the p-value=0.05. (C) Union hierarchical cluster analysis of transcript expression profiles with DEGs. X axis represents each sample. Y axis represents DEGs. Coloring indicate fold change (high: red, low: blue). 
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