
Figure S2. Expression profiles of M. graminicola genes determined by quantitative RT-PCR 
experiments. Y-axes represent the relative fold change of gene expression levels at 2, 4 and 8 dpi in 
susceptible (Nip2, Nip4, Nip8) or resistant (Tog2, Tog4, Tog8) rice plants compared to the pre-parasitic 
J2 stage (pre-J2). Three independent biological assays were analysed (dark grey = replicate A, grey = 
replicate B, both used for RNA-seq libraries; light grey = replicate C).  Mg449 and Mg693 share 
homologies with CWDE genes, Mg1702 and Mg2129 with neuropeptide genes, Mg707 and Mg11937 
with VAP genes, Mg4965 with CLE-like genes and other Mg genes are candidate effector and pioneer 
genes. 

 

 


