
Table S1. Primers used in this study 

Virus Target Primer Sequence (5' - 3') 
Annealing 

temperature 

Amplicon 

size (bp) 
Reference 

IBRV gB BoHV-F TGTGGACCTAAACCTCACGGT 60°C 97 1   

BoHV-R GTAGTCGAGCAGACCCGTGTC 

   

PrV gB PRV-gB718F ACAAGTTCAAGGCCCACATCTAC 62 °C 94 2   

PRV-gB812R GTCYGTGAAGCGGTTCGTGAT 

   

CHV-1 gB CHV-For ACAGAGTTGATTGATAGAAGAGGTATG 60°C 136 3   

CHV-Rev CTGGTGTATTAAACTTTGAAGGCTTTA 

   

EHV-1 gB FC3 ATACGATCACATCCAATCCC 60°C 188 4   

R1 GCGTTATAGCTATCACGTCC 

   

BAdV-7 DNA  BAdV-7-F GCGTTTTGGACAACACTTCA 52 °C 200 This study  

polymerase BAdV-7-R TGGTTCATTTGCAACCAAAA 

   

CPV-2 VP2 CPV-F  TGGAACTAGTGGCACACCAA 56 °C 200 5   

CPV-R  AAATGGTGGTAAGCCCAATG 

   

BPIV-3 MP BPI3F TGTCTTCCAATAGATAGAGGGATAAAATT 60°C 111 6   

BPI3R GCAATGATAACAATGCCATGGA 

   

BRSV NP BRSV-F GGTCAAACTAAATGACACTTTCAACAAG 60°C 137 1   

BRSV-R AGCATACCACACAACTTATTGAGATG 

   

CDV NP CDV-N-For ACCGGAAATCGATGGAAGC 56 °C 67 7   

CDV-N-Rev GTCCCAGGTTGACTGAGCATCT 

   

NDV NP Pla-rt13 CAACAATAGGAGTGGAGTGTCTGA 55 °C 145 8   

Pla-rt14 CAGGGTATCGGTGATGTCTTCT 

   

VSV L VSNJV-F TGATTCAATATAATTATTTTGGGAC   52 °C 266 9 

  VSNJV-R AGGCTCAGAGGCATGTTCAT    

SARS-CoV-2 N nCOV_N_F2 AAATTTTGGGGACCAGGAAC   55 °C 158 10 

  nCOV_N_R2 TGGCAGCTGTGTAGGTCAAC    

BCoV N BCoV-N-F TTCTCAGCAACCATCAGGAG   60 °C 149 This study 

  BCoV-N-R ACCCCTTAGCTTCAGTAGCC    

SwIV M1 IAV-M1-F AGATGAGTCTTCTAACCGAGGTCG 60°C 99 11   

IAV-M1.2-R TGCAAAGACACTTTCCAGTCTCTG 

   

EqIV NP EIV-NP-For GAAGGGCGGCTGATTCAGA 58 °C 63 12   

EIV-NP-Rev TTCGTCGAATGCCGAAAGTAC 

   

BVDV-I & 5'-UTR 324 ATGCCCWTAGTAGGACTAGCA 55 °C 288 13 

BVDV-II  326 TCAACTCCATGTGCCATGTAC 

   

BRBV P3 BRBV-Pol-F CTACGGTGTTTTCCGTCCAA 56°C 195 This study   

BRBV-Pol-R TTGCCAAGAACATTGTGAAGA 

   

FCV RNA  

polymerase 

FCV-RT-F GATGTTAGGGGCATTCCAGA 60°C 155 This study 

 FCV-RT-R AGTGCCGCATCAATTGACAT    

BRoV VP6 BRoV-G6-

VP6-F 

CGCTAACTACGTCGAAACAGC   60 °C 200 This study 

  BR0V-G6-

VP6-R1 

AGTTCCAGTTCTCTATGTATTCCG    

BuORV L2 Pyc-L2- F1 TCTATCCGAAGATCCGTG 58 °C 146 This study 

    Pyc-L2 -R1 ACAGAAGAGTCGAGTAACAGC       
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