
File S1: Sequence data of marker-free rifK mutants 

Nucleotide sequence and chromatograms obtained after Sanger sequencing of three 

DSM 40773 ∆rifK::att1 independent clones are provided hereafter. The 33 bp scar 

expected to be formed after excision is highlighted in green. The high quality of the 

sequence shown in the chromatograms confirmed the homogeneity of the samples. 

>mut∆rifKatt1_cl1-LS172_G01.ab1

TCTTCGGCCTGGGTTGACGAACCGGCCACTACCAAGCCGAGGGATGTAAGCC

GCCCCGGAGCCGATCTAGCCTGGTGGGGACGCTGATTCCGAGGCATTCCGGA

CACGGCACGGGCTATTTCTGCAATTCGAACCCCAGCGGAGATTCGGAGAACC

ATGAACGCGCGAAAGGCACCGGAATTCCCAGATCGCGCGCTTCGTTCGGGAC

GAAGAGGTAGATCTGAGCCGGAGCTGCACGCGACCGCCGAAATCATCGCCG

ACGCCGTGGCGCGGGCATGAGTGATCCTCGA 

>mut∆rifKatt1_cl2-LS172_I01.ab1

CGTCTCGTGATTTCTTCGGCCTGGGTTGACGAACCGGCCACTACCAAGCCGA

GGGATGTAAGCCGCTTCGGAGCCGATCTAGCCTGGTGGGGACGCTGATTCCG

AGGCATTCCGGACACGGCACGGGCTATTTCTGCAATTCGAACCCCAGCGGAG

ATTCGGAGAACCATGAACGCGCGAAAGGCACCGGAATTCCCAGATCGCGCG

CTTCGTTCGGGACGAAGAGGTAGATCTGAGCCGGAGCTGCACGCGACCGCC

GAAATCATCGCCGACGCCGTGGCGCGGGCTGAGGGATCCTCGA 

> mut∆rifKatt1_cl3-LS172_A01.ab1

CAAGTCATGGATCTATCGCGATTTCTTCGGCCTGGGTTGACGAACCGGCCCTA

CCAGCCGAGGGATGTAAGCCGCTCGGAGCCGATCTAGCCTGGTGGGGACGC

TGATTCCGAGGCATTCCGGCAGGCACGGGCTATTTCTGCAATTCGAACCCCA

GCGGAGATTCGGAGAACCATGAACGCGCGAAAGGCACCGGAATTCCCAGAT

CGCGCGCTTCGTTCGGGACGAAGAGGTAGATCTGAGCCGGAGCTGCACGCG

ACCGCCGAAATCATCGCCGACGCCGTGGCGCGGGCTGGGGGATCCTCGAAA 
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