
 

Figure S1. Large-scale marker-free deletions using the pSAM2 SSR system.  A) Schematic representation of the successive steps for 
large region excision (not to scale). First, the minimal attL and attR sites are successively introduced at the borders of the target region 
by homologous recombination. att sites are represented by a green rectangle in which the white line represents the crossover sequence 
(TCGGG) where SSR takes place. For proper excision of the large region (target region, vectors and markers used to introduce the att 
sites), these att sites should be external to this large region. Then, the deletion is performed by the expression of the xis and int genes. 
The intramolecular SSR between minimal attL and attR sites leads to the formation of the att1 site. B) Main steps to clone the 
homologous fragments (identical fragments to the upstream (UP) and the downstream (DOWN) regions) into pEA02 and pEA03 for 
the correct integration of att sites at the target borders. ◄ Represents AvrII, NotI, EcoRI (or compatible) restriction sites; ■ Represents 
EcoRV (or any blunt end) restriction site or no restriction site (for blunt end PCR products) ● Represents HindIII, AvrII, NsiI (or 
compatible) restriction sites. C) Stepwise overview of large-scale deletion protocol. 


