Table S1. Association analysis results of the 113 SNPs analysed in this study with and without
covariates.

Position in Freqil:lency Frequency  p-value p-value
SNP chromosome Type of variation . incontrol (no (with
12 (GRCh37) tuber.culoss population covariates) covariates)
patients

rs117360077 96395377 intron variant 0.036 0.025 0.500 0.311
rs79858158 96396258 intron variant 0.152 0.154 0.943 0.506
rs17025026 96396410 intron variant 0.094 0.071 0.353 0.562
rs117664873 96396589 intron variant 0.058 0.054 0.856 0.854
rs17677343 96397081 intron variant 0.210 0.210 0.995 0.753
rs17025028 96398171 intron variant 0.098 0.071 0.271 0.407
rs2540500 96398828 intron variant 0.198 0.198 0.985 0.653
rs2660879 96399529 intron variant 0.058 0.058 0.989 0.736
rs2540499 96399869 intron variant 0.210 0.217 0.857 1.013
rs5020450 96399986 intron variant 0.152 0.146 0.857 0.411
rs17025033 96400460 intron variant 0.054 0.038 0.405 0.399
rs2540498 96400569 intron variant 0.214 0.229 0.700 0.934
rs2300559 96400832 intron variant 0.054 0.038 0.405 0.476
rs2660880 96401252 intron variant 0.058 0.063 0.840 0.622
rs2110762 96402534 intron variant 0.371 0.371 0.995 0.785
rs2072510 96403199 intron variant 0.384 0.379 0.916 0.703
rs116924183 96403353 intron variant 0.018 0.021 0.816 0.950
rs6538697 96403610 intron variant 0.098 0.075 0.343 0.502
rs7296106 96403894 intron variant 0.098 0.075 0.343 0.502
rs2540497 96404275 intron variant 0.210 0.217 0.857 0.830
rs2660900 96405077 intron variant 0.210 0.217 0.857 0.830
rs61054267 96405906 intron variant 0.098 0.075 0.343 0.502
rs2540496 96406503 intron variant 0.308 0.304 0.928 0.854
rs2540495 96406723 intron variant 0.313 0.300 0.770 0.774
rs12319438 96407086 intron variant 0.109 0.088 0.424 0.820
rs11108375 96408781 Intron/ splice region 0.054 0.038 0.405 0.399

variant

rs2072512 96408976 intron variant 0.387 0.379 0.856 0.767
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