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Figure S1. The mass spectrum of spot 187, 188, 208 and 548 in 2-DE gel map of the wild-type yeast

strain BY4741.

0.6

0.5

enzyme specific activity (U/mg)

Pdc1p

Fbalp

T
I pep44

Eno2p



Figure S2. Enzyme specific activity of three identified down-regulated glycolytic metabolism
enzymes in pep4A strain comparing with the BY4741 (WT). The data represent means + S.D. (n = 3). *
p <0.05, ** p <0.01 compared to BY4741.



