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>0.5 = +++, 0.3-0.5 = ++, 0.1-0.3 = +

	Ac – A. cellulolyticus
Af – A. fulgidis
Bc – B. cellulosolvens
Ca – C. alkalicellulosi
Cc – C. cellulolyticum
Ct – C. thermocellum
Rf – R. flavefaciens
	Coh1 – type I cohesin
Coh2 – type II cohesin
Doc1 – type I dockerin
Doc2 – type II dockerin




CaScaA(Coh1) – type I cohesin from C. alkalicellulosi ScaA (CloalDRAFT_3068) [this publication]
CaScaD(Coh1) – type I cohesin from C. alkalicellulosi ScaD (CloalDRAFT_3064) ) [this publication]
CaScaG(Coh1) – type I cohesin from C. alkalicellulosi ScaG (CloalDRAFT_4206) ) [this publication]
CaScaA(XDoc2) – type II X-dockerin dyad from C. alkalicellulosi ScaA (CloalDRAFT_3068) ) [this publication]
CtScaB(Coh2) – type II cohesin from C. thermocellum ScaB (OlpB) [1]
CtScaC(Coh2) – type II cohesin from C. thermocellum ScaC (Orf2p) [1]
CtScaF(Coh2) – type II cohesin from C. thermocellum ScaF (SdbA) [1]

Type I dockerins were derived from the respective GH48 enzyme of the given species [1-7], except for the type I dockerin of B. cellulosolvens which was derived from ScaA 
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