_a_ - Control
ab [ L. reuteri DSM 17938
30
ab
ab
8 b
g a
g2 2 - b b
b b
(iR
10
0
a.
Day 0 Day 7 Day 14 Day 21
Time
- Control
[] L reuteriDsm 17938
ab
0.15 ab a
ab ab
- b
0.1
1]
173
Q
=
o
Q
w
0.05
0
b.
Day 0 Day 7 Day 14 Day 21

Time

Figure S1. Number of T-RFs (a) and restriction profile evenness (b) of the skin bacterial communities
without (control) and with the application of L. reuteri DSM 17938 during the experiment, for all
subjects. Error bars represent the standard deviation of the mean (1 =9).



