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Table S1. Lactic acid bacteria detected during the back-slopping procedure in sorghum sourdoughs.

In brackets, the number of strains isolated for each species.

Fermentation days

No. of isolates Identified species
0 1 3 6 8 10
15 Weissella paramesenteroides (2)
6 Weissella cibaria (3)
39 Weissella confusa (5)
58 Pediococcus pentosaceus (6)
16 Pediococcus acidilactici (1)
40 Lactobacillus fermentum (2)
4 Lactococcus taiwanensis (1)

Table S2. MIC (ug/mL) of antibiotics exhibited by the strains isolated in this study.
Microorganism Am Gm Km Sm Em ClI Tc Cm Nm

W. cibaria (UC4051) 1 1 64 32 1 006 4 4 1

W. confusa (UC4052) 2 1 32 16 05 025 8 4
EFSA cut-off values® 2 16 32 64 1 1 8 4 -
L. fermentum (UC3641) 05 1 32 16 05 012 8 4 2

EFSA cut-off values 2 16 32 64 1 1 8 4 -

Antibiotics abbreviations: Am ampicillin, Gm gentamycin, Km kanamycin, Sm streptomycin, Em erythromycin,
Cl clindamycin, Tc tetracycline, Cm chloramphenicol, Nm neomycin. *these cut offs are the ones of obligate
heterofermentative lactobacilli.

Table S3. General features of the three sequenced genomes, W. cibaria UC4051, W. confusa UC4052 and
L. fermentum UC3641, isolated from sorghum sourdough.

W. cibaria UC4051 W. confusa UC4052 L. fermentum UC3641

Chromosome size (Mbp) 2.44 2.33 1.97
GC content (%) 44.74 44.54 51.70
Scaffolds 56 22 130
tRNAs 81 82 58
rRNAs 9 11 6
CDS 2,293 2,243 1,923
CRISPR 0 0 2
Prophage regions 1 2 0




