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Table S1. Predicted Prophages of Bifidobacterium adolescentis.

Phage Name Location Completeness Score Size GC Content
BadATCC15703phl 1723406-1730671 incomplete(60) 7.2Kb 54.9
BadL2-32phl 1097675-1103808 incomplete(10) 6.1Kb 60.5
Bad22Lphl 792315-802319 incomplete(30) 10Kb 58.5
Bad22Lph2 1492335-1532197 incomplete(60) 39.8Kb 61.3
BadBB23phl 1755699-1775279 questionable(80) 19.5Kb 52.2
BadBB23ph2 1843106-1861999 incomplete(20) 18.8Kb 62.5
Bad42Bphl 1692963-1699748 incomplete(10) 6.7Kb 62
Bad487Bphl 947580-960946 incomplete(10) 13.3Kb 58.3
Bad487Bph2 951934-982860 questionable(90) 30.9Kb 59.7
Bad487Bph3 1192083-1225169 incomplete(50) 33Kb 57.6
Bad487Bph4 1247614-1256640 incomplete(10) 9Kb 56.9
BadAL46-7phl 822128-832132 incomplete(30) 10Kb 58.5
BadLMG10733phl 757185-765725 incomplete(30) 8.5Kb 60.6
BadLMG11579phl 771811-780352 incomplete(30) 8.5Kb 60.6
BadLMG11579ph2 957029-965424 incomplete(10) 8.3Kb 60
Badl-11phl 822158-866333 incomplete(50) 44.1Kb 57.8
BadTF06-2ACphl 5583-43708 incomplete(40) 38.1Kb 57.6
BadTF06-29ph1 673368-683371 incomplete(30) 10Kb 58.5
BadTF06-29ph2 740762-791335 incomplete(40) 50.5Kb 58.1
BadTF06-29ph3 940317-951590 incomplete(20) 11.2Kb 60.4
BadTF06-10ACphl 324114-364449 incomplete(40) 40.3Kb 57.5
BadTF06-10ACph2 418095-456221 incomplete(40) 38.1Kb 57.6
BadAF28-4ACphl 793018-803079 incomplete(30) 10Kb 58.4
Bad AF21-27phl 723769-759770 incomplete(60) 36Kb 60.3
BadOF04-5phl 792601-802605 incomplete(30) 10Kb 58.5
BadOF04-9ACphl 792607-802668 incomplete(30) 10Kb 58.4
BadAF15-3phl 649904-658444 incomplete(30) 8.5Kb 60.4
BadAF15-3ph2 796362-803874 incomplete(20) 7.5Kb 61.2
BadAF15-3ph3 860716-869111 incomplete(10) 8.3Kb 60
BadTMO06-51phl 684703-693243 incomplete(30) 8.5Kb 60.4
BadAM41-17phl 795232-803772 incomplete(30) 8.5Kb 60.5
Bad AM36-3ACphl 632904-641444 incomplete(30) 8.5Kb 60.4
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Phage Name Location Completeness Score Size GC Content

BadAM36-3ACph2 808419-816821 incomplete(10) 8.4Kb 60

BadAM34-11phl 762892-771294 incomplete(10) 8.4Kb 60
BadAM34-11ph2 936194-944734 incomplete(30) 8.5Kb 60.4
BadAM14-37phl 782533-791072 incomplete(30) 8.5Kb 60.5
BadAM12-59phl 478711-488715 incomplete(30) 10Kb 58.5
Bad AM12-20phl 711057-721040 incomplete(30) 9.9Kb 58.4
BadAM13-11phl 666991-675531 incomplete(30) 8.5Kb 60.4
BadAM13-11ph2 1252914-1261060 incomplete(20) 8.1Kb 62.5
BadAM13-11ph3 1534027-1542152 incomplete(10) 8.1Kb 58.3
Bad AF45-19phl 402635-444220 incomplete(50) 41.5Kb 58.9
BadP2P3phl 849943-872844 incomplete(50) 22.9Kb 58.2
Badca-0067phl 629702-638099 incomplete(10) 8.3Kb 59.9
Badca-0067ph2 814012-822551 incomplete(30) 8.5Kb 60.5
Bad1001271st1-A4phl 4838-35003 incomplete(40) 30.1Kb 59.6
BadZ]2phl 784350-794411 incomplete(30) 10Kb 58.4
BadZ]2ph2 2041051-2051182 incomplete(50) 10.1Kb 61.6

BadBIO5485ph1 187731-196133 incomplete(10) 8.4Kb 60
BadBIO5485ph2 356775-365315 incomplete(30) 8.5Kb 60.5
BadMG\;;SI:—)I}—IllGUT-OH 1755699-1775279 questionable(80) 19.5Kb 52.2
BadMGYG-HGUT-023 10,31 06-1861999 incomplete(20) 18.8Kb 62.5

95ph2
Table S2. Predicted Prophages of Bifidobacterium bifidum.

Prophage Name Location Completeness Score Size GC Content
Bif324Bphl 230781-237721 incomplete(40) 6.9Kb 63.1
Bif324Bph2 1694474-1707921 incomplete(30) 13.4Kb 64

Bif85Bphl 496687-503636 incomplete(40) 6.9Kb 63.3
Bif85Bph2 537502-578477 questionable(80) 40.9Kb 62.5
Bif85Bph3 570910-588677 incomplete(20) 17.7Kb 64.5

BifAF11-25Bphl 112722-120287 incomplete(30) 7.5Kb 59

BifAM12-10phl 295436-324042 incomplete(30) 28.6Kb 53.9

BifAM12-10ph2 328837-341545 incomplete(50) 12.7Kb 64.4

BifAM18-1phl 182943-195688 incomplete(60) 12.7Kb 62.3
BifAM18-11phl 182912-195657 incomplete(60) 12.7Kb 62.3
BifAM18-12ACphl 182910-195655 incomplete(60) 12.7Kb 62.3
BifAM18-29phl 182906-195651 incomplete(60) 12.7Kb 62.3
BifAM36-1ACphl 824235-832894 incomplete(10) 8.6Kb 63.6
BifAM42-15ACphl 286141-294812 incomplete(10) 8.6Kb 63.5
BifATCC29521.3phl 1061146-1079728 incomplete(30) 18.5Kb 53.9
BifATCC29521.3ph2 1086540-1101890 incomplete(30) 15.3Kb 63.9
BifBF3phl 211628-238531 incomplete(40) 26.9Kb 60.9
BifBF3ph2 1067540-1076199 incomplete(10) 8.6Kb 63.6
BifBGN4ph1l 1899838-1906788 incomplete(40) 6.9Kb 63.2
BifBGN4ph2 1953346-1966886 incomplete(50) 13.5Kb 62.1
BifBIO5480ph1 584510-591477 incomplete(10) 6.9Kb 64.2
BifBIOML-A4phl 464008-515228 questionable(90) 51.2Kb 61.9
BifBIOML-A6phl 469236-520457 questionable(90) 51.2Kb 61.9
BifBIOML-A8phl 473096-524318 questionable(90) 51.2Kb 61.9
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Prophage Name Location Completeness Score Size GC Content
BifBIOML-A9phl 1572833-1580363 incomplete(30) 7.5Kb 66
Bifca_0067phl 473096-524318 questionable(90) 51.2Kb 61.9
BifJCM1254ph1 53217-60823 incomplete(30) 7.6Kb 62.4
BifLMG11041ph1 1705752-1741388 incomplete(60) 35.6Kb 63.5
BifMGYG-HGUT-02396 453620-469305 questionable(70) 15.6Kb 61.3
phl
BifMGYG-HGUT-02396  1098707-1110895 incomplete(20) 12.1Kb 65.4
ph2
BifMGYG-HGUT-02396  1392523-1400834 incomplete(30) 8.3Kb 55.1
ph3
BifNCIMB41171.2ph1 857924-894667 questionable(80) 36.7Kb 62.8
BifNCIMB41171.2ph2 1710914-1717855 incomplete(40) 6.9Kb 63.2
BifNCTC13001phl 1571608-1586958 incomplete(40) 15.3Kb 63.9
BifNCTC13001ph2 1593770-1612338 incomplete(30) 18.5Kb 53.9
BifPRI1phl 1200976-1230606 questionable(80) 29.6Kb 57.9
BifPRI1ph2 1283980-1305203 incomplete(30) 21.2Kb 62
BifPRL2010ph1 1067430-1078444 incomplete(30) 11Kb 58.5
BifPRL2010ph2 1081028-1096867 incomplete(60) 15.8Kb 64
BifPRL2010ph3 1907504-1914445 incomplete(40) 6.9Kb 63.1
BifS17phl 90873-115995 incomplete(20) 25.1Kb 64.2
BifS17ph2 1353831-1360433 incomplete(40) 6.6Kb 60.5
BifS6ph1 453620-469305 questionable(70) 15.6Kb 61.3
BifS6ph2 1098707-1110895 incomplete(20) 12.1Kb 65.4
BifS6ph3 1392523-1400834 incomplete(30) 8.3Kb 55.1
BifTF05-39ph1 1034444-1043103 incomplete(10) 8.6Kb 63.5
BifTF06-13ph1 368343-381098 incomplete(60) 12.7Kb 62.3
BifTF06-14ACphl 183378-196133 incomplete(60) 12.7Kb 62.3
BifTF06-14ACph2 242432-249381 incomplete(40) 6.9Kb 63.1
BifTM02-15phl 292425-299375 incomplete(40) 6.9Kb 63.2
BifTM02-17phl 13226-20176 incomplete(40) 6.9Kb 63.2
BifTM04-12ph1 63384-87370 incomplete(50) 23.9Kb 59.7
BifTM05-15ph1 1034248-1042907 incomplete(10) 8.6Kb 63.5
BifTM07-4ACphl 1023583-1032242 incomplete(10) 8.6Kb 63.5
BifTMC3115phl 1079022-1085971 incomplete(40) 6.9Kb 63.1
Table S3. Predicted Prophages of Bifidobacterium breve
Prophage Name Location Completeness Score Size GC Content
Bre017W439phl 1079650-1088168 incomplete(10) 8.5Kb 58
Bre017W439ph2 1210608-1218915 incomplete(20) 8.3Kb 62.7
Bre017W439ph3 2270509-2279795 incomplete(20) 9.2Kb 58.9
Bre082W48phl 1203320-1217851 incomplete(30) 14.5Kb 62
Brel12Lphl 1031973-1040497 incomplete(10) 8.5Kb 57.9
Brel2Lph2 2213650-2222991 incomplete(20) 9.3Kb 58.8
Brel39W423phl 1304994-1334589 incomplete(30) 29.5Kb 61.5
Brel80W83phl 1188797-1203326 incomplete(20) 14.5Kb 62.2
Bre215W447aphl 1694064-1735429 incomplete(40) 41.3Kb 58.6
Bre2Lphl 1052109-1061453 incomplete(20) 9.3Kb 58.8
Bre689bphl 372269-390529 incomplete(20) 18.2Kb 61.4
BreACS-071-V-Sch8bph ~ 1091201-1099719 incomplete(10) 8.5Kb 58
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Prophage Name Location Completeness Score Size GC Content
1
BreB.breve_1_modphl 1091518-1100044 incomplete(10) 8.5Kb 58
BreB.breve_1_modph?2 2191415-2200551 incomplete(10) 9.1Kb 50.6
BreBBRI4phl 59906-69192 incomplete(20) 9.2Kb 58.9
BreBifido_07phl 1434448-1446917 incomplete(20) 12.4Kb 64.5
BreBIO6018phl 1703385-1719163 incomplete(10) 15.7Kb 61.8
BreBR03phl 1191028-1199551 incomplete(10) 8.5Kb 58
BreBR-14phl 2522168-2528239 incomplete(10) 6Kb 63.5
BreBR-15phl 278054-284595 incomplete(30) 6.5Kb 63.2
BreBR-19phl 127725-135673 incomplete(50) 7.9Kb 61.9
BreBR3phl 718527-744029 intact(140) 25.5Kb 57.9
BreBR3ph2 944950-959466 incomplete(30) 14.5Kb 62.1
BreBR3ph3 962586-972711 incomplete(40) 10.1Kb 61.6
BreBR3ph4 1649870-1679797 questionable(70) 29.9Kb 55.7
BreBR3ph5 1821902-1838587 incomplete(20) 16.6Kb 64.3
BreBR-H29ph1l 357955-370402 incomplete(30) 12.4Kb 61.3
BreCNCMI-4321phl 341784-359995 questionable(80) 18.2Kb 61.3
BreCNCMI-4321ph2 372247-388945 incomplete(20) 16.6Kb 64.5
BreCNCMI-4321ph3 1547062-1588308 incomplete(40) 41.2Kb 58.6
BreDRBB26phl 1249277-1263781 incomplete(20) 14.5Kb 62.1
BreDRBB27phl 337879-377529 incomplete(40) 39.6Kb 63.4
BreDRBB27ph2 511686-543798 questionable(70) 32.1Kb 52.8
BreDRBB27ph3 543669-568735 questionable(90) 25Kb 58.9
BreDRBB27ph4 796327-813439 incomplete(10) 17.1Kb 62.7
BreDRBB28phl 391088-409307 questionable(80) 18.2Kb 61.3
BreDRBB28ph2 408685-418777 incomplete(20) 10Kb 61.2
BreDRBB28ph3 417912-446347 incomplete(20) 28.4Kb 64.3
BreDRBB28ph4 506969-522553 incomplete(10) 15.5Kb 63.4
BreDRBB28ph5 1301924-1316427 incomplete(20) 14.5Kb 62.1
BreDRBB29phl 337879-377529 incomplete(40) 39.6Kb 63.4
BreDRBB29ph2 511685-543798 questionable(70) 32.1Kb 52.8
BreDRBB29ph3 543669-568735 questionable(90) 25Kb 58.9
BreDRBB29ph4 796327-813439 incomplete(10) 17.1Kb 62.7
BreDRBB30phl 341784-359995 questionable(80) 18.2Kb 61.3
BreDRBB30ph2 372247-388945 incomplete(20) 16.6Kb 64.5
BreDRBB30ph3 1547080-1588327 incomplete(40) 41.2Kb 58.6
BreDSM20213.3ph1 1468956-1494343 incomplete(20) 25.3Kb 61
BreDSM20213.3ph2 1497060-1508394 incomplete(10) 11.3Kb 57.3
BreFDAAR- 1476679-1502066 incomplete(20) 25.3Kb 61
GOS_561phl
BreFDAAR- 1504783-1516117 incomplete(10) 11.3Kb 57.3
GOS_561ph2
BreHPHO0326phl 465004-481694 incomplete(20) 16.6Kb 64.4
BreIDCC4401phl 1867555-1877818 incomplete(40) 10.2Kb 61.9
BreJCM7017ph1 1069727-1078244 incomplete(10) 8.5Kb 58
BreJCM7017ph2 2111284-2120420 incomplete(10) 9.1Kb 50.6
BreJCM7019ph1 1072175-1080699 incomplete(10) 8.5Kb 58
BreJCM7019ph2 1103111-1111689 incomplete(20) 8.5Kb 61
BreJCM7019ph3 2328044-2337390 incomplete(20) 9.3Kb 59
BreJR01phl 1155840-1170398 incomplete(30) 14.5Kb 61.9
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Prophage Name Location Completeness Score Size GC Content
BreJSRLO1phl 1096160-1104683 incomplete(10) 8.5Kb 58
Bre]TLphl 1732953-1741476 incomplete(10) 8.5Kb 58
BreLMC520ph1 371504-388189 incomplete(20) 16.6Kb 64.3
BreLMC520ph2 534514-542513 incomplete(40) 8Kb 62.1
BreLMC520ph3 1211836-1224661 incomplete(20) 12.8Kb 62.5
Brelw01phl 769955-801141 incomplete(20) 31.1Kb 58.6
BreMClphl 19466-28773 incomplete(20) 9.3Kb 59.1
BreMCC1454phl 2148796-2157933 incomplete(10) 9.1Kb 50.8
BreMCC1605ph1 73817-88312 incomplete(30) 14.4Kb 62
BreMGYG-HGUT-0246 430953-441216 incomplete(30) 10.2Kb 61.9
9phl
BreNCFB2258ph1 1061708-1070226 incomplete(10) 8.5Kb 58
BreNCTC11815phl 1468957-1494345 incomplete(20) 25.3Kb 61
BreNCTC11815ph2 1497062-1508396 incomplete(10) 11.3Kb 57.3
BreNRBB01phl 1468951-1494338 incomplete(20) 25.3Kb 61
BreNRBB01ph2 1497055-1508389 incomplete(10) 11.3Kb 57.4
BreNRBB02phl 404211-413453 incomplete(50) 9.2Kb 61.4
BreNRBB02ph2 1110822-1119339 incomplete(10) 8.5Kb 58
BreNRBB02ph3 2106318-2129047 incomplete(30) 22.7Kb 51.4
BreNRBB04phl 1061156-1069673 incomplete(10) 8.5Kb 58
BreNRBB04ph2 1732488-1740122 incomplete(10) 7.6Kb 59.8
BreNRBB08phl 404207-413449 incomplete(50) 9.2Kb 61.4
BreNRBB08ph2 1110712-1119229 incomplete(10) 8.5Kb 58
BreNRBBO08ph3 2116184-2125319 incomplete(10) 9.1Kb 50.6
BreNRBB(09phl 571542-579892 incomplete(30) 8.3Kb 59.3
BreNRBB09ph2 1030861-1039384 incomplete(10) 8.5Kb 57.9
BreNRBB09ph3 1151895-1159330 incomplete(50) 7.4Kb 62.6
BreNRBB09ph4 2080363-2090142 incomplete(10) 9.7Kb 54.7
BreNRBB11phl 1079792-1088310 incomplete(10) 8.5Kb 58.1
BreNRBB18phl 404211-413453 incomplete(50) 9.2Kb 61.4
BreNRBB18ph2 1110730-1119247 incomplete(10) 8.5Kb 58
BreNRBB18ph3 2116111-2125246 incomplete(10) 9.1Kb 50.6
BreNRBB19phl 404201-413443 incomplete(50) 9.2Kb 61.4
BreNRBB19ph2 1110693-1119210 incomplete(10) 8.5Kb 58
BreNRBB19ph3 2116154-2125289 incomplete(10) 9.1Kb 50.6
BreNRBB20phl 404214-413456 incomplete(50) 9.2Kb 61.4
BreNRBB20ph2 1110734-1119251 incomplete(10) 8.5Kb 58
BreNRBB20ph3 2116315-2125451 incomplete(10) 9.1Kb 50.6
BreNRBB27phl 404218-413460 incomplete(50) 9.2Kb 61.4
BreNRBB27ph2 1110740-1119257 incomplete(10) 8.5Kb 58
BreNRBB27ph3 2116262-2125398 incomplete(10) 9.1Kb 50.6
BreNRBB49phl 404214-413456 incomplete(50) 9.2Kb 61.4
BreNRBB49ph2 1110734-1119251 incomplete(10) 8.5Kb 58
BreNRBB49ph3 2116216-2125351 incomplete(10) 9.1Kb 50.6
BreNRBB50phl 364649-388510 questionable(90) 23.8Kb 64.3
BreNRBB50ph2 383978-428095 incomplete(40) 44.1Kb 63.4
BreNRBB51phl 1362341-1386380 incomplete(60) 24Kb 61.9
BreNRBB52phl 348640-355612 incomplete(40) 6.9Kb 65.9
BreNRBB52ph2 356056-363417 incomplete(50) 7.3Kb 66.4
BreNRBB52ph3 1099378-1107895 incomplete(10) 8.5Kb 58.1




Microorganisms 2021, 9, 2559

6 of 66

Prophage Name Location Completeness Score Size GC Content
BreNRBB52ph4 1199925-1209634 incomplete(30) 9.7Kb 63.3
BreNRBB52ph5 1214231-1224322 incomplete(20) 10Kb 62.5
BreNRBB52ph6 1691916-1702426 incomplete(60) 10.5Kb 65.4
BreNRBB56ph1 394382-398930 incomplete(30) 4.5Kb 65.7
BreNRBB56ph2 412485-424926 questionable(70) 12.4Kb 61.7
BreNRBB56ph3 1102537-1111560 incomplete(50) 9Kb 65.3
BreNRBB57phl 871636-908528 incomplete(30) 36.8Kb 59.2
BreS27phl 1108085-1116603 incomplete(10) 8.5Kb 58
BreSC95phl 576306-600516 incomplete(30) 24.2Kb 61.4
BreUCC2003phl 430953-441216 incomplete(30) 10.2Kb 61.9
BreUMB0089ph1 1326207-1338770 incomplete(10) 12.5Kb 63.4
BreUMB0089ph2 1865179-1882407 incomplete(40) 17.2Kb 62.2
BreUMB0915ph1 616474-622101 incomplete(60) 5.6Kb 59.6
Table S4a. Predicted Prophages of Bifidobacterium longum subsp. longum
Prophage Name Location Completeness Score Size GC Content
Blong105-Aphl 308589-317744 incomplete(60) 9.1Kb 63.5
Blong105-Aph2 494748-502345 incomplete(50) 7.5Kb 62.3
Blong105-Aph3 937659-948274 incomplete(10) 10.6Kb 61.4
Blong105-Aph4 971865-980258 incomplete(10) 8.3Kb 61
Blong105-Aph5 1343331-1350332 incomplete(50) 7Kb 64.5
Blong105-Aph6 2251480-2258541 incomplete(20) 7Kb 61.1
Blong1888Bphl 34298-44105 incomplete(20) 9.8Kb 60.1
Blong1890Bph1 9763-19685 incomplete(20) 9.9Kb 60.4
Blong35624phl 466363-472248 incomplete(30) 5.8Kb 57.2
Blong44Bphl 2239485-2248010 incomplete(20) 8.5Kb 62.8
Blong51Aphl 319607-346471 incomplete(30) 26.8Kb 63.8
Blong72Bphl 26263-38866 incomplete(10) 12.6Kb 62.3
Blong9phl 8245-18103 incomplete(20) 9.8Kb 60.3
BlongAF04-13phl 202518-211594 incomplete(50) 9Kb 63.5
Blong AF(05-16ph1 298792-318117 incomplete(20) 19.3Kb 64.1
Blong AF05-2ph1 298792-318117 incomplete(20) 19.3Kb 64.1
Blong AF08-2phl 378664-396853 incomplete(20) 18.1Kb 61.1
Blong AF08-2ph2 530723-562241 incomplete(30) 31.5Kb 57
Blong AF08-2ph3 782738-818601 incomplete(20) 35.8Kb 61.7
Blong AF13-41phl 309627-320242 incomplete(10) 10.6Kb 61.4
Blong AF13-41ph2 344600-352993 incomplete(10) 8.3Kb 61.1
BlongAF13-41ph3 398144-413270 incomplete(50) 15.1Kb 55.9
Blong AF14-22phl 89894-100507 incomplete(10) 10.6Kb 61.5
Blong AF14-22ph2 124900-133293 incomplete(10) 8.3Kb 61
Blong AF14-34phl 89882-100495 incomplete(10) 10.6Kb 61.5
BlongAF14-34ph2 124888-133281 incomplete(10) 8.3Kb 61
BlongAF26-10phl 481338-491178 incomplete(20) 9.8Kb 60.4
Blong AF30-11phl 275002-284895 incomplete(40) 9.8Kb 57.8
Blong AF30-12phl 157624-167463 incomplete(20) 9.8Kb 60.4
Blong AF30-12ph2 512100-521566 incomplete(60) 9.4Kb 64.4
BlongAF34-9ACphl 787572-800839 incomplete(10) 13.2Kb 61.7
BlongAF35-13ACphl 107792-123761 incomplete(50) 15.9Kb 63.4
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Blong AF35-13ACph2
Blong AF36-1phl
BlongAH1206ph1
BlongAH1206ph2
BlongAM11-5ph1
BlongAM12-16ph1
BlongAM12-16ph2
BlongAM16-2phl
Blong AM20-3ph1
BlongAM31-13LBphl
BlongAM39-10ACphl
Blong AM39-10ACph2
BlongAM39-8ACphl
BlongAPC1461phl
BlongAPC1462phl
Blong APC1504ph1
BlongATCC15697.2phl
BlongATCC15697.2ph2
BlongATCC15697.2ph3
Blong ATCC55813ph1
Blong ATCC55813ph2
Blong ATCC55813ph3
BlongBAMA-B05ph1
BlongBAMA-B05ph2

BlongBB-79phl
BlongBB-79ph2
BlongBBMNG68ph1
BlongBBMN68ph2
BlongBBMN68ph3
BlongBBMNG68ph4
BlongBBMN68ph5
BlongBBMNG68ph6
BlongBG7phl
BlongBifido_03phl
BlongBifido_04ph1
BlongBifido_06phl
BlongBIO6283ph1
BlongBIO6283ph2
BlongBORIph1
BlongBORIph2
BlongBORIph3
BlongBORIph4
BlongBORIph5
BlongBORIph6
BlongBXY01phl
BlongBXY01ph2
BlongBXY01ph3
BlongBXY01ph4
BlongBXY01ph5
BlongBXY01ph6
BlongC11A10Bph1

330789-340426
495602-505230
328378-346725

1085134-1115652

298143-322979
468038-478653
501441-509834
495278-504731
379114-389038
651785-684265
193133-201526
225883-236499
1362-6379
884053-894640

1122565-1129091
2019092-2032921
1652670-1694678
1802506-1813161
1974117-1991034

49444-57845
82238-92851

1280947-1293384

240296-267052
262195-299307
152997-162202
2192673-2202775
408237-416337
681458-689851
714208-724823
808619-818338
1668648-1678575
1836540-1844435
328431-340648
1181963-1191063
838634-850173
605708-618220
305549-342205
332635-363146
503171-515880
965672-976283
999865-1008258
1237987-1260491
1475058-1484184
2275093-2285017
1056702-1065095
1112645-1121086
1459459-1466557
2230557-2239424
2272399-2278381
2444230-2454156
222663-232502

incomplete(50)
incomplete(50)
incomplete(20)
incomplete(40)

questionable(80)

incomplete(10)
incomplete(10)
incomplete(60)
incomplete(20)
incomplete(30)
incomplete(10)
incomplete(10)
incomplete(40)
incomplete(10)
incomplete(10)
incomplete(10)
incomplete(40)
incomplete(50)
incomplete(10)
incomplete(10)
incomplete(10)
incomplete(20)
incomplete(30)
incomplete(50)
incomplete(60)
incomplete(30)
incomplete(30)
incomplete(10)
incomplete(10)
incomplete(50)
incomplete(20)
incomplete(20)
incomplete(20)
incomplete(60)
incomplete(10)
incomplete(30)
incomplete(50)
incomplete(40)

questionable(70)

incomplete(10)
incomplete(10)
incomplete(50)
incomplete(60)
incomplete(20)
incomplete(10)
incomplete(50)
incomplete(50)
incomplete(30)
incomplete(50)
incomplete(20)
incomplete(20)

9.6Kb
9.6Kb
18.3Kb
30.5Kb
24.8Kb
10.6Kb
8.3Kb
9.4Kb
9.9Kb
32.4Kb
8.3Kb
10.6Kb
5Kb
10.5Kb
6.5Kb
13.8Kb
42Kb
10.6Kb
16.9Kb
8.4Kb
10.6Kb
12.4Kb
26.7Kb
37.1Kb
9.2Kb
10.1Kb
8.1Kb
8.3Kb
10.6Kb
9.7Kb
9.9Kb
7.8Kb
12.2Kb
9.1Kb
11.5Kb
12.5Kb
36.6Kb
30.5Kb
12.7Kb
10.6Kb
8.3Kb
22.5Kb
9.1Kb
9.9Kb
8.3Kb
8.4Kb
7Kb
8.8Kb
5.9Kb
9.9Kb
9.8Kb

62.9
62.2
64.2
54.8
59.2
61.4
61
65.7
60.3
56.1
61.1
61.4
62.1
61.1
63
61.6
56.2
59.8
62.8
60.9
61.4
56.9
58.9
61.7
64.2
62.1
59.4
61.1
61.4
61.6
60.5
51.1
63.2
61.6
63.8
61.3
61.6
59.3
62.6
61.3
61
58.1
66.2
60.3
61
62
64.2
59.8
63.9
60.3
60.5
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BlongCACC517phl
BlongCACC517ph2
BlongCACC517ph3
BlongCACC517ph4
BlongCCUG30698ph1
BlongCCUG30698ph2
BlongCCUG30698ph3
BlongCCUG30698ph4
BlongCECT7210.2ph1
BlongCECT7210.2ph2
BlongCECT7210.2ph3
BlongCECT7210.2ph4
BlongDJO10Aphl
BlongDS15_3phl
BlongDS9_3phl
BlongDS9_3ph2
BlongE18phl
BlongE18ph2
BlongE18ph3
BlongE18ph4
BlongE18ph5
BlongEK5phl
BlongF8phl
BlongGT15phl
BlongGT15ph2
BlongGT15ph3
BlongGT15ph4
BlongGT15ph5
BlongIndicaphl
BlongIndicaph2
BlongJCM1217phl
Blong]DM301phl
Blong]DM301ph2
Blong]DM301ph3
Blong]DM301ph4
Blong]DM301ph5
Blong]DM301ph6
BlongJihlphl
BlongJSRL02ph1
BlongJSRL02ph2
Blong]SRLO3ph1
BlongKACC91563ph1
BlongKACC91563ph2
BlongKACC91563ph3
BlongKACC91563ph4
BlongKACC91563ph5
BlongKACC91563ph6
BlongLMG21814phl
BlongLO-K29aph1
BlongLO-K29bph1
BlongLTBL16phl

226172-236096
764791-773413
1235143-1245755
1270112-1278505
1136168-1141566
1220181-1244971
1343855-1370568
2420566-2434615
306541-343865
618826-628580
749442-777421
2265802-2277848
1329811-1356785
338300-347766
878687-888153
1610803-1617374
1043236-1053603
1053759-1068976
1231248-1245705
2030333-2051929
2335516-2349565
899892-910324
1928281-1955722
46542-56465
191559-206718
392094-401559
1085793-1096413
1120772-1129165
8602-17003
482903-506278
1149809-1183774
1055245-1063638
1111188-1119629
1460029-1467127
2227785-2236649
2269629-2275611
2441465-2451391
487560-493687
320705-343093
917718-938198
110105-122241
752881-769699
956606-964440
1289161-1297553
1321143-1331757
2147222-2159581
2317626-2325087
1512573-1521037
209961-223152
42724-55996
503621-510397

incomplete(20)
incomplete(50)
incomplete(10)
incomplete(10)
incomplete(30)
incomplete(40)
incomplete(30)
incomplete(30)

questionable(80)
questionable(70)

incomplete(40)
incomplete(50)
incomplete(30)
incomplete(60)
incomplete(60)
incomplete(10)
incomplete(30)
incomplete(30)
incomplete(30)
incomplete(20)
incomplete(30)
incomplete(40)
incomplete(20)
incomplete(20)
incomplete(50)
incomplete(60)
incomplete(10)
incomplete(10)
incomplete(10)
incomplete(50)
incomplete(50)
incomplete(10)
incomplete(50)
incomplete(50)
incomplete(30)
incomplete(50)
incomplete(20)
incomplete(60)
incomplete(20)
incomplete(30)
incomplete(60)
incomplete(50)

questionable(70)

incomplete(10)
incomplete(10)
incomplete(50)
incomplete(20)
incomplete(10)
incomplete(10)
incomplete(20)
incomplete(40)

9.9Kb
8.6Kb
10.6Kb
8.3Kb
5.3Kb
24.7Kb
26.7Kb
14Kb
37.3Kb
9.7Kb
27.9Kb
12Kb
26.9Kb
9.4Kb
9.4Kb
6.5Kb
10.3Kb
15.2Kb
14.4Kb
21.5Kb
14Kb
10.4Kb
27.4Kb
9.9Kb
15.1Kb
9.4Kb
10.6Kb
8.3Kb
8.4Kb
23.3Kb
33.9Kb
8.3Kb
8.4Kb
7Kb
8.8Kb
5.9Kb
9.9Kb
6.1Kb
22.3Kb
20.4Kb
12.1Kb
16.8Kb
7.8Kb
8.3Kb
10.6Kb
12.3Kb
7.4Kb
8.4Kb
13.1Kb
13.2Kb
6.7Kb

60.3
66
61.4
61
65.6
65.4
61.9
59.6
60.6
62.2
61.7
61.9
63.9
64.3
64.2
62.9
55.6
56.8
62.3
61.4
59.5
65.5
64.4
60.3
63.2
64.3
61.4
61.1
61
60.2
67
61
62
64.2
59.8
63.9
60.3
59.7
64
574
63.7
59.5
63.4
61
61.3
64
61.4
59.9
62.6
62.6
60.7
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BlongMC1phl
BlongMCC10008ph1
BlongMCC10023phl
BlongMCC10029phl
BlongMCC10038ph1
BlongMCC10040ph1
BlongMCC10040ph2
BlongMCC10044ph1
BlongMCC10052phl
BlongMCC10053ph1
BlongMCC10056ph1
BlongMCC10062phl
BlongMCC10064ph1
BlongMCC10072phl
BlongMCC10073ph1
BlongMCC10077phl
BlongMCC10078ph1
BlongMCC10079ph1
BlongMCC10081phl
BlongMCC10081ph2
BlongMCC10090ph1
BlongMCC10091phl
BlongMCC10093ph1
BlongMCC10094ph1
BlongMCC10094ph2
BlongMCC10094ph3
BlongMCC10100ph1
BlongMCC10101ph1
BlongMCC10102ph1
BlongMCC10103ph1
BlongMCC10106ph1
BlongMCC10107ph1
BlongMCC10111ph1
BlongMCC10113phl
BlongMCC10115ph1
BlongMCC10116phl
BlongMCC10117ph1
BlongMCC10118phl
BlongMCC10120ph1
BlongMCC10124phl
BlongMCC10127ph1
BlongMCC10128ph1
BlongMCC10128ph2
BlongMCC10129ph1
BlongMCC10130ph1

BlongMGYG-HGUT-01

292phl

BlongMGYG-HGUT-01

292ph2

BlongMGYG-HGUT-01

292ph3

1914818-1920286
2269498-2280791
298935-305995
109496-119419
269903-282005
14503-24343
2411281-2419998
1125147-1133332
2000074-2008170
1731007-1739822
158693-168533
469-10309
1131378-1139860
127161-143129
2231969-2238539
1006544-1019749
81662-91500
1171822-1179248
2252385-2259078
2284422-2292746
469-10308
2342735-2349651
1209742-1218806
138321-145127
148240-165556
905104-943111
1250296-1260777
318634-326896
2126332-2141751
1282174-1295691
2348261-2357752
111155-121078
1230058-1239586
1018934-1029419
2367468-2375493
1109578-1118642
29750-39587
269-17143
127704-137543
2090530-2102622
154669-164511
142391-152313
397273-404416
101367-118688
2315774-2328556
1652880-1694888

1802716-1813371

1974327-1991244

incomplete(10)
incomplete(20)
incomplete(20)
incomplete(20)
incomplete(10)
incomplete(20)
incomplete(40)
incomplete(10)
incomplete(20)
incomplete(20)
incomplete(20)
incomplete(20)
incomplete(10)
incomplete(50)
incomplete(20)
incomplete(10)
incomplete(20)
incomplete(20)
incomplete(20)
incomplete(30)
incomplete(20)
incomplete(20)
incomplete(20)
incomplete(40)
incomplete(20)
incomplete(30)
incomplete(10)
incomplete(30)
incomplete(10)
incomplete(40)
incomplete(20)
incomplete(20)
incomplete(10)
incomplete(10)
incomplete(10)
incomplete(10)
incomplete(20)
incomplete(60)
incomplete(20)
incomplete(10)
incomplete(20)
incomplete(20)
incomplete(20)
incomplete(20)
incomplete(20)
incomplete(40)

incomplete(40)

incomplete(10)

5.4Kb
11.2Kb
7Kb
9.9Kb
12.1Kb
9.8Kb
8.7Kb
8.1Kb
8Kb
8.8Kb
9.8Kb
9.8Kb
8.4Kb
15.9Kb
6.5Kb
13.2Kb
9.8Kb
7.4Kb
6.6Kb
8.3Kb
9.8Kb
6.9Kb
9Kb
6.8Kb
17.3Kb
38Kb
10.4Kb
8.2Kb
15.4Kb
13.5Kb
9.4Kb
9.9Kb
9.5Kb
10.4Kb
8Kb
9Kb
9.8Kb
16.8Kb
9.8Kb
12Kb
9.8Kb
9.9Kb
7.1Kb
17.3Kb
12.7Kb
42Kb

10.6Kb

16.9Kb

59.1
63.3
60.9
60.5
62.7
60.5
63.3
62.3
63.4
61.7
60.6
60.5
62
63.3
62.8
63
60.4
63.5
60.8
60.2
60.4
61
63.2
64.5
64.4
61.8
62.4
64.9
63.3
61.8
62.9
60.4
63.1
62.7
63.2
62.9
60.4
59
60.3
63.5
60.3
60.4
63.8
64.4
60.3
56.2

59.7

62.8
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BlongN3A01phl 380875-392522 incomplete(30) 11.6Kb 61.8
BlongNCC2705ph1 1124467-1129936 incomplete(50) 5.4Kb 64.8
BlongNCIMB8809ph1 2000854-2023770 incomplete(20) 22.9Kb 61.4
BlongNCTC11818phl 1149809-1183774 incomplete(50) 33.9Kb 67
BlongOF01-16phl 81631-92247 incomplete(10) 10.6Kb 61.4
BlongOF01-16ph2 116452-124845 incomplete(10) 8.3Kb 61.1
BlongOMO05-2BHphl 472070-481992 incomplete(20) 9.9Kb 60.4
BlongPClphl 1884438-1893792 incomplete(10) 9.3Kb 56.2
BlongPC4phl 1641549-1651140 incomplete(20) 9.5Kb 63.6
Blongssp_longumphl 402978-411373 incomplete(10) 8.3Kb 60.6
BlongSu859ph1 1256623-1276895 incomplete(60) 20.2Kb 59.2
BlongSu859ph2 1680803-1704611 incomplete(20) 23.8Kb 59.4
BlongTF01-22phl 402549-433185 incomplete(60) 30.6Kb 61.5
BlongTF01-22ph2 425360-438406 incomplete(10) 13Kb 64.2
BlongTF06-12ACphl 81274-114835 incomplete(20) 33.5Kb 56.1
BlongTF06-45Aphl 306454-317081 incomplete(10) 10.6Kb 61.3
Blong TF06-45Aph2 341438-349831 incomplete(10) 8.3Kb 61.1
BlongTF06-45Aph3 2298260-2306676 incomplete(10) 8.4Kb 62.2
BlongTF(07-31phl 46358-56709 incomplete(10) 10.3Kb 56.4
BlongTF07-39ph1 272871-283222 incomplete(10) 10.3Kb 56.4
BlongTF08-4ACphl 470587-480426 incomplete(20) 9.8Kb 60.4
BlongTMO01-1phl 115159-124363 incomplete(60) 9.2Kb 64.2
BlongTMO01-1ph2 728693-738532 incomplete(20) 9.8Kb 60.3
BlongTM05-14ph1 542681-553323 incomplete(10) 10.6Kb 61.4
BlongTMO05-14ph2 577528-585921 incomplete(10) 8.3Kb 61
BlongUMA3015ph1 1329558-1336622 incomplete(10) 7Kb 63.6
BlongUMB0788ph1 321488-330693 incomplete(60) 9.2Kb 64.2
Blong VKP- 837922-844721 incomplete(30) 6.8Kb 61.9
MAc-1636phl
BlongZJ1phl 485204-494358 incomplete(40) 9.1Kb 58.5
BlongZJ1ph2 1017175-1034598 incomplete(40) 17.4Kb 62.7
BlongZJ1ph3 1132593-1161161 incomplete(30) 28.5Kb 63

Table S4b. Predicted Prophages of Bifidobacterium longum subsp. infantis

Prophage Name Location Completeness Score Size GC Content
Blong ATCC15697phl 1652880-1694888 incomplete(40) 42Kb 56.2
Blong ATCC15697ph2 1802716-1813371 incomplete(40) 10.6Kb 59.7
BlongATCC15697ph3 1974327-1991244 incomplete(10) 16.9Kb 62.8

Blong157Fphl 1211424-1244738 incomplete(60) 33.3Kb 61.1
BlongEK3phl 65933-75731 incomplete(20) 9.7Kb 59.9
Blong- 28071-37847 incomplete(20) 9.7Kb 60.7
BIC1206122787phl
Blong- 2016089-2025061 incomplete(10) 8.9Kb 62.3
BIC1206122787ph2
Blong- 1727114-1741730 incomplete(20) 14.6Kb 55.7
BIC1307292462phl
Blong- 33888-43664 incomplete(20) 9.7Kb 60.7
BIC1401111250phl
Blong- 33812-43588 incomplete(20) 9.7Kb 60.7

BIC1401212621aphl
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Blong- 33904-43680 incomplete(20) 9.7Kb 60.7
BIC1401212621bphl
Blong- 33876-43652 incomplete(20) 9.7Kb 60.7
BIB1401242951phl
Blong- 2023843-2031084 incomplete(20) 7.2Kb 62.4
BIB1401242951ph2
Blong- 33880-43656 incomplete(20) 9.7Kb 60.7
BIB1401272845aphl
Blong- 33904-43680 incomplete(20) 9.7Kb 60.7
BIB1401272845bphl
Blong- 2022798-2031770 incomplete(10) 8.9Kb 62.3
BIB1401272845bph2
BlongCECT7210ph1 306541-343865 questionable(80) 37.3Kb 60.6
BlongCECT7210ph2 618826-628580 questionable(70) 9.7Kb 62.2
BlongCECT7210ph3 749442-777421 incomplete(40) 27.9Kb 61.7
BlongCECT7210ph4 2265802-2277848 incomplete(50) 12Kb 61.9
BlongBT1phl 697032-706839 incomplete(20) 9.8Kb 60.1
BlongBT1ph2 1348904-1357609 incomplete(10) 8.7Kb 60
BlongBT1ph3 2247424-2255817 incomplete(10) 8.3Kb 60.6
Blong1888Bphl 34298-44105 incomplete(20) 9.8Kb 60.1
BlongUBBI-01phl 182153-191401 incomplete(10) 9.2Kb 59.3
BlongBi-26phl 398457-406850 incomplete(10) 8.3Kb 60.5
BlongBIO5478phl 88590-96983 incomplete(10) 8.3Kb 60.5
BlongNCTC11817phl 1652674-1694682 incomplete(40) 42Kb 56.2
BlongNCTC11817ph2 1802510-1813165 incomplete(40) 10.6Kb 59.8
BlongNCTC11817ph3 1960812-1970727 incomplete(10) 9.9Kb 60.1
BlongNCTC11817ph4 1974023-1991039 incomplete(10) 17Kb 62.9
Blongssp__2_modphl 56581-67326 incomplete(20) 10.7Kb 60.7
Blongssp__2_modph2 217684-226878 incomplete(10) 9.1Kb 59.3
Blongssp__2_modph3 1641726-1650119 incomplete(10) 8.3Kb 60.6
Blongssp__3_modphl 1068838-1086178 incomplete(20) 17.3Kb 64.5
Blongssp__5phl 246499-270059 questionable(70) 23.5Kb 59.7
Blongssp_infantis_6_US 1098138-1115133 incomplete(10) 16.9Kb 62.8
A001_1phl
Blongssp_infantis_6_US  1276089-1286744 incomplete(40) 10.6Kb 59.7
A001_1ph2
Blongssp_infantis_6_US 1401026-1428532 incomplete(30) 27.5Kb 55.7
A001_1ph3
BlongBG463.m5.93_]JGp 86387-94780 incomplete(10) 8.3Kb 60.6
hl
Table S5. Results table of pVOG HMMERS3 queries against the phage-protospacer hits.
Target Query Name E-value Score Bias
VOG5733 Ba- 0.035 13.2 0.0
dAF45-19-spacer2_BreCNCMI-4321ph3_1_ORF
1
VOG5532 Ba- 7.6e-07 28.5 0.0
dAM36-3AC-spacer25_BreNRBB56ph3_4_ORF1
VOG4737 Ba- 0.0015 17.4 0.0
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Target Query Name E-value Score Bias
dAM36-3AC-spacer25_BreNRBB56ph3_4_ORF1
VOG5461 Ba- 0.056 11.3 0.0
dAM36-3AC-spacer25_BreNRBB56ph3_4_ORF1
VOG2674 Bi- 0.017 14.2 0.1
fIPLA20017-spacer25_BifMGYG-HGUT-02396p
h3_4_ORF1
VOG1026 Blong1897B-spacer70_Blong]CM1217ph1_1_OR  3.4e-09 35.7 0.6
F1
VOG10509 Blong1897B-spacer70_Blong]CM1217ph1_1_OR 0.039 13.2 0.1
F1
VOG4576 Blong35624-spacer136_BlongBifido_06phl_4_O 0.23 10.5 1.2
RF1
VOG1125 Blon- 0.0073 15.3 1.2
gATCC15697-spacer0_Blong ATCC15697.2ph3_2
_ORF1
VOG1125 Blon- 0.0015 17.5 1.7
gATCC15697-spacer4_Blong ATCC15697.2ph3_2
_ORF1
VOG7166 BlongJSRL02-spacer9_Blongssp__3_modphl_3_ 0.04 12.8 0.0
ORF1
VOG5782 BlongMCC10027-spacer10_BlongCCUG30698ph ~ 0.023 13.2 0.0
2_2 ORF1
VOG1815 Blong TF08-4AC-spacer48_Blong105-Aph2_4_O 0.069 12.4 0.3
RF1
VOG7687 BreBR-10-spacer53_Bif85Bph2_5_ORF1 0.012 14.8 0.4
VOG5532 BreMC1-spacer6_BadBB23phl_1_ORF1 0.044 13.2 0.0
VOG5765 BreMC1-spacer8_BreNRBB51phl_4_ORF1 0.057 12.3 0.1
VOG5532 BreMCl-spacer9_BadBB23phl_1_ORF1 8.7e-05 21.9 0.0
VOG9197 BreMCl-spacer9_BadBB23phl_1_ORF1 0.022 13.5 0.0
VOG5532 BreMCl1-spacer9_BifS17ph2_1_ORF1 5.3e-05 22.6 0.0
VOG9I197 BreMCl1-spacer9_BifS17ph2_1_ORF1 0.014 14.2 0.1
Table S6. Annotation of pVOG genes associated with phage-protospacer hits.
pVOG Target Description
VOG01026 REFSEQ hypothetical protein
VOG01125 REFSEQ hypothetical protein
VOG01125 REFSEQ hypothetical protein
VOG01815 sp Q5PLI4 DGCQ_SALPA Probable diguanylate cyclase DgcQ
VOG02674 REFSEQ hypothetical protein
VOG04576 REFSEQ hypothetical protein
VOG04737 sp PODSR1 A6_VAR67 Protein A6
VOG05461 REFSEQ hypothetical protein
VOG05532 sp Q9YX48 CAPSD_FDVS Putative major capsid protein
VOG05532 sp Q9YX48 CAPSD_FDVS Putative major capsid protein
VOG05532 sp Q9YX48 CAPSD_FDVS Putative major capsid protein
VOG05532 sp Q9YX48 CAPSD_FDVS Putative major capsid protein
VOG05733 REFSEQ hypothetical protein
VOGO05765 REFSEQ hypothetical protein
VOG05782 REFSEQ hypothetical protein
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VOG07166
VOG07687
VOG09197
VOG09197
VOG10509

REFSEQ hypothetical protein
REFSEQ hypothetical protein
REFSEQ hypothetical protein
REFSEQ hypothetical protein
REFSEQ hypothetical protein

Table S7. BLAST alignments of predicted spacer arrays against predicted prophages.

Spacer Name Phage Name Identity E-value Nucleotide Sequence
Bad22L-spacer23  BadAF21-27phl  100.000  447e-11 TACGTCCATCGGCCACAATTGGACTGGGATGT
Bad22L-spacer69  BadTF06-29ph2 100000  447e-11  GCGTGGGCTTTCTCCCTGACCAGCTCGAAGTC
Bad22L-spacer73 BadAM13-11ph3  100.000  447e-11 ~ ACCACAGATGACTCATTCAATCTCGATCACAT

Bad6-spacer68  BadAF21-27phl  100.000  1.66e-11  ATGAGCGCCTGTTGTTCGCTGGCTTTCATTGCT

TGGTTCTGCGAAACTGACGATGGGTGCC-
TATGAAGAGCAGTATGGGCATGTCGAT-
Bad703B-spacerQ Bad487Bph3 100.000 3.77e-48 TCCAAGCTGACAGCCACGGACAACAC-
TGGTGGCCCAACCAGTACG
GCCAAAGGCAACATCCGTTCCGTACCGAA-
Bad703B-spacerl Bad487Bph3 100.000 3.21e-13 TAGTCAT
GGTACGAACGTGAATGCGACGGACAA-
Bad703B-spacer2 Bad487Bph3 100.000 1.14e-19 TACTGCTGGTGCGACCGGTTCC
GAACTGGGCCTGCGCGCGTCATACGCG-
Bad70B-spacer74 Bad487Bphl 100.000 9.42e-14 GATTGAACTA
BadAD2-8-spacer60 BreBIO6018phl ~ 100.000  5.02e-10  AAGACCCTGCTCGTGGAGGCGCAGACCGGC
Bad AD2-8-spacer60 Blo“gLMlcmSMp D 100000 50210  AAGACCCTGCTCGTGGAGGCGCAGACCGGC
Ba- CGCGACCCATCAACAAAAAACATCATCGGG-
dAF14-56.pacerios PEPRBBIOP3 100,000 1.09-12 CACAC
Ba- BreCNCMI-4321ph | 4 o 1o CGCGACCCATCAACAAAAAACATCATCGGG-
dAF14-56-spacer108 3 ' e GAGAG
Ba- CGCGACCCATCAACAAAAAACATCATCGGG-
dAF1456.spacertos  BAd11IPRT 100.000  1.09e-12 CACAG
Ba- GTGAGGTGACCGCGAAATTCCAG-
dAF14-56-spacer2l ~ Dod1-11phl 100000 3.69e-12 CAGGTCGCCAA
Ba- BreDRBB30ph3 ~ 100.000  4.77e-11 GAGGTGACCGCGAAATTCCAGCAGGTCGCCAA
dAF14-56-spacer21
Pa- BreCNCMIM32ZIPR 100000 477e11  GAGGTGACCGCGAAATTCCAGCAGGTCGCCAA
dAF14-56-spacer21 3
Ba- BadAF21-27ph1  100.000  656e-10  GTCGTTGACGGTGGTCCAGTCGGTCGGGTC
dAF14-56-spacer32
Ba- GCATCTCGTCGATGCTCATCGGCTGCAC-
dAF1456.spacerss  DAGBB2PR2 100000 36912 cTeCGT
Ba- AAGAGCAGCGAATCACCGCCGTGAC-
dAF14.56.5pacerso  DIATFO6-29Ph2 100000 3.6%-12 CATCCAAGE
Ba- CGAAAACCCATACAAGGAG-
dAF15-3-spacer1ly  DTeDRBB30phS 100000 4.8de-12 TAGGCAAATGAAGAA
Ba- BreCNCMI-4321ph | 0o o0 o CGAAAACCCATACAAGGAG-
dAF15-3-spacer112 3 TAGGCAAATGAAGAA
Ba- GCGCCAACCAGCACGGCCAGAGCGTTCAAC-
GAF153.spaceriay  PA4S7BPR3 100000 99%e-14 CTCGICA
TGGCGATCATGTCCGCCAAA-
BadAF15-3-spacer78 BreDRBB30ph3 100.000 3.69e-12 GCGGGCGTCAAAGT
BreCNCMI-4321ph TGGCGATCATGTCCGCCAAA-
BadAF15-3-spacer78 3 100.000 3.69e-12 GCGGGCGTCAAAGT
BadAF15-3-spacer78  Bad1-11phl 100.000  3.69-12 TGGCGATCATGTCCGCCAAA-
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GCGGGCGTCAAAGT
GCCATCCAAGTCGGCGAACACGAC-
BadAF15-3-spacer86 Bad1-11phl 100.000 1.09e-12 GCCAGACTCGT
Ba-
dAF28-4AC-spacer5 BlongLMlc21814ph 100.000  5.02e-10  GACAAGTGTCCGGTGGATGATGCCGACGCT
3
Ba-
dAF28-4AC-spacer5 BlongAF08-2ph1  100.000  1.80e-09 GACAAGTGTCCGGTGGATGATGCCGACGC
3
Ba-
dAF28-4AC-spacer5  Badl-11phl 100.000  1.80e-09 GACAAGTGTCCGGTGGATGATGCCGACGC
3
Ba-
dAF28-4AC-spacer6  Badl-11phl 100.000  5.02e-10 GCATCACATCCAAAGACAGTTCAGGCGAGG
1
Ba-
dAF28-4AC-spacer8 ~ Bad1-11phl 100.000  5.02e-10  CAATTGCGCAGCGAATTCGGCACGATGCTG
5
AGCCTGACGGCCTTCGCCTT-
. GAACTCCGGCGTGTATCTCGTTCCTTTT-
Bad AF45-19-spacer0 BlongIndicaph2 98.000 8.17e-45 GCCATGGTTCCATCATCTCCCATCGAG-
TTAGGGGAAATGCGGAACAAAAATC
ATTTTT-
Ba. BadA. GTTCCGCCCTTATAGTGGGGC-GCTTGCGCCGCT
98.020 8.17¢-45 TGGTTTGCATAA-
dAF45-19-spacer31  TCC15703phl TACTCGGTTTCGGTCCGTTCCGGTGTCCTG-
TAGCCCAAGGACCGGTGCA
Ba- AGTCTTCTGCATGACTAGCGTCCCGTTT-
4AF45-19 spacer] BreDRBB30ph3 ~ 100.000  9.42e-14 CCOCGCCAAN
Ba- BreCNCMI4321ph | o g o AGTCTTCTGCATGACTAGCGTCCCGTTT-
dAF45-19-spacer41 3 GCGCGGGAA
Ba- BadTF06-29ph2  100.000  2.25e-10 CGTGTATTCGTGTTTCAACGTGTTCCTTTCC
dAL46-2-spacer105
Ba- CACAAGCCGATTTCTGGCCGGACGATAAC-
4AL46-2-opacer135 BadTF06-29ph2  100.000  3.69%-12 CCCAG
Ba- CACAAGCCGATTTCTGGCCGGACGATAAC-
4AL462-opacer]35 Bad1-11phl 100.000  3.69¢-12 CCCAG
Ba- GCAAGGGCTGGAGCGGCAAGAC-
dALd6-2-spacer13  Dod22Lph2 100.000  9.42e-14 CGTGGCCGACACCTG
Ba- GCAAGCTCGACAACGTTTCGCTGCCGAC-
4ALE6 2-spacer153 BadTF06-29ph2  100.000  9.42e-14 CTTCCICAA
Ba- GCAAGCTCGACAACGTTTCGCTGCCGAC-
4ALL62-spacer153 BadAM13-11ph3  100.000  9.42e-14 CTTCCICAA
. AGAGACATGGGAGCAGTATGAGCAAC-
BadAL46-2-spacerd3 BifPRL2010phl  100.000  9.91e-14 CACTOTTCOAT
ACTTGCAC-
BadAL46-2-spacerd9 BadAM13-11ph2  100.000  3.21e-13 CATGCCCGAACGEICTOOTCCTTITCIT
TAGCTGGCTCCGCCTT-
BadAL46-2-spacer57 ~ Bad487Bphl 100.000  1.09e-12 CCTCOCTCAATOCOCCACE
BadAL46-2-spacer63 BadTF06-29ph2  100.000  1.09e-12 CCAC
a space a P : woe GAAATCGCTCAGGCGAAGTCCGACATCGCGG
BadAL46-2-spacer67 ~ BadBB23ph2 100000  321e13 A TCCCACGCGACCAGACCGGACGGCATCAC-
CGTCGC
CGCAGCTGAAGTACCTGCACTAC-
Bad AL46-2-spacer99 Bad42Bphl 100.000 3.69e-12 CAGATTGCCTC
BadAL46-2-spacer99  Bad22Lph2 100.000  3.69e-12 CGCAGCTGAAGTACCTGCACTAC-
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CAGATTGCCTC

IAM 12_253_'spacer80 BadBB23ph2 100.000 6.17¢-10  GAGGACGGCGACATCGACGACCCGGCCAAG
dAMlZ—?(z)i—-spacerSAL BadAF21-27phl  100.000  2.76e-14 CATGATCATAGCTgchiiéi:AACTTCTGAAAGA
IAM 12_}233_'spacer88 Bad1-11ph1 100.000 567e-11  AACGGCGAGGAGGCGATCATCACCCGCTCGAA
JAMIS. ﬁ:pacer |5, BreBIOG0ISphl 100000 8.48e-09 TATCCTGCTCAATCGCTCTGAATGATAT
q AM13—113f:spacer9 o BadTF06-29ph2  100.000 1.09e-12 ATTGAGTGGCS{{CT;(C;%G{,AGTCATCGGCAG'
JAML 4_3576_‘;pacer 110 BifTFO6-13ph1 100000 1.72¢-10  GTGACCTGGTAGGCCGCCAGCGTGCCGGCTC
JAMI4. ;:pacer 110 BlongAF04-13ph1  100.000  2.22-09 GACCTGGTAGGCCGCCAGCGTGCCGGCTC
JAML 4_3}37:})acer 110 Blongl05-Aphl  100.000 22209 GACCTGGTAGGCCGCCAGCGTGCCGGCTC
JAMI4. ;:pacer 114 BlongAF04-13ph1 100.000 1.24e-11 CTCTCGAATCGC‘;i‘;‘éEGACCGCGACGG’
JAML 4_337:pacer1 14 Blongl05-Aphl 100000 1.61e-10  CTCGAATCGCAGAAGGACCGCGACGGCATCA
dAM14—3B7:pacer142 Bad22Lph2 100000 3.69-12 CATGTCGGCCTGGACéfgéi:FGGCCTCCTGC
dAM4 1_]13;_'spacer 1g BlongAF04-13ph1  100.000 1.67e-12 ATCGCCACTSCC&?GTC??CTSSGACTAC'
ch15fozﬁgacer106 Bad1-11phi 100,000 369010 TGGATGTCTGCACrrclilf;i(iTACCTGCACCGG—
TCC 1;02‘2; cerlqp  Bad487Bph3 100.000 1.72¢-10  GACGCTCCTGCGGGTAACGCTCGTAATCAGG
TCC15;30§$ corl4p BadAF45-19phl 100000 1.33e-11 GCCACGTCSTG(%TC?C;TSSCGCCGAC'

BadA- Bad1001271st1_A4 o GCCACGTCCGACCATCACGCCGAC-
TCC15703-spacer142 phl CTCGTCGCG
TCC15;30:(%?;;acer146 Bad1-11phi 100,000 L3311 AACTACAGCCTCCCé;T(:gCAACCTGAGTGAc-
TCCIS 03 spacertss PRENRBBSZpRE 100000 13511 GGCAGCGAGRTACGG.
TCC 15;302‘2; cerly BadAF21-27phl 100000 1.09e-12 CCCACGGCTCA?::TC(‘;ASSGCTCCGCGAC‘
— 51;8;;“@ 38 BifMi;{gcgﬁfUT'o 100.000 6.56e-10  GGCGTGATGGACGTGGGCGACTCGACCGTG
TeC 15];3;1-12;;“@38 BifAM18-11ph1  100.000 6.56e-10  GGCGTGATGGACGTGGGCGACTCGACCGTG
—_— 15533—12;;“@5 o BifTF06-13phl 100000 1.24e-11  CGGGTTCAGCTGCGCCTTGGTCAGGTCGGCGCT
— 5];8;;“@5 ‘ BifM(;;;ﬁfUT'o 100.000 1.24e-11  CGGGTTCAGCTGCGCCTTGGTCAGGTCGGCGCT
TC c15§8§j;acer5 o BifAM18-11phl 100000 1.24e-11  CGGGTTCAGCTGCGCCTTGGTCAGGTCGGCGCT
ch15§8§-[:1;acer6o Badl-11phl 100000 1.0%-12 TATTGCGGGCGAAT(?E’?C_;TCGCCATGCTCGGC

BadA- BadTF06-29ph2  100.000 1.33e-11  TTCGCATGTGCTGGGATTCTTCCTCTTCATCCA
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TCC15703-spacer78

BadA-
TCC15703-spacer80 Badl-11phl 100.000 1.33e-11 TCGCTTGATGCTTATGGCGTGGCTCAGGCTTGA
BadA- TTTGGAGCACGGCTGGATCGGAGA-
TCC15703-spaceros BadAF21-27phl 100.000 3.69e-12 GAACCCCATT
Bad-

BIO5485-spacer] 04 Bad1-11phl 100.000 4.47e-11 TACGACACTCTGGAAATCTCTCAGACACTCTT
Badca-spacer19 BifAM12-10ph1 100.000 3.69e-12 TCTCCCAGCTGA(;(;ZZ?,TCCGCCTTGGTG_
Badca-spacer19 Bad487Bphl 100.000 3.69e-12 TCTCCCAGCTGACCCCGTCCGLCTTGOTG-

TAGGT
Badca-spacer19 Bad1001271st1_A4 100.000 3.690-12 TCTCCCAGCTGACGCCGTCCGCCTTGGTG-
phl TAGGT
Badca-spacer43 Bad22Lph2 100.000 1.09e-12 ACGTTCTTCATCATGES;TAGGCGGCGGAATT-
Badca-spacer49 BadTF06-29ph2 100.000 4.77e-11 GATAGGAGGAACAggiTGAGCCTCACCAC_
Badca-spacer49 Bad1-11phl 100.000 4.77e-11 GATAGGAGGAACAggiTGAGCCTCACCAC_
CAAATGGCGCCGTG-
Badca-spacer69 BadAM13-11ph2 100.000 1.24e-11 GACAGATCGTCGGCGGCCA
Badca-spacer75 BadP2P3phl 100.000 1.24e-11 TTTCCACTGCCTGCTTGCGAGTGCGGCGTGGCT
Badca-spacer75 Bad1-11phl 100.000 1.24e-11 TTTCCACTGCCTGCTTGCGAGTGCGGCGTGGCT
Badca-spacer79 BadTF06-29ph2 100.000 3.69e-12 CGGCGTGGCCGCGéZ?gTGAAATTCGCCAC_
Badca-spacer79 Bad1-11phl 100.000 4.77e-11  CGGCGTGGCCGCGATGCTGAAATTCGCCACCG
Badca-spacer97 BadTF06-29ph2 100.000 1.24e-11 CAGCTCGAAGTCGTTCAGCCCGATTTCTTTGGA
CTGCCGCTTGAACGACTCCTCGTAG-
TGGCGGG-
BadIVS-1-spacer5 BadBB23phl 98.000 8.17e-45 GATGCTTCGGGTCGGCCATCGTCGGCCTCCAAT
CTCATGTCATTCGTCCCTCATCG-
GACTGTCTAATA
CTGCCGCTTGAACGACTCCTCGTAG-
TGGCGGG-
BadIVS-1-spacer5 BadBB23phl 98.000 8.17e-45 GATGCTTCGGGTCGGCCATCGTCGGCCTCCAAT
CTCATGTCATTCGTCCCTCATCG-
GACTGTCTAATA
CTGCCGCTTGAACGACTCCTCGTAG-
BadIVS-1-spacer5  BreNRBB51phl 98.039 3.04e-19 TGGCGGGCATGCTTCCGGTCGGCCAT
TGAGGGGCACTGTCTCTTATCACGGG-
BadIVS-1-spacer? Badl-11phl 100.000 3.69e-12 CATTCAAA
BadKm4-spacer107 Bad487Bph3 100.000 4.47e-11 GTGACCCTCAAGTGAGGTTAAACCGTTGGAAT
GCGCCAGGTCGATCATGCCGCGA-
BadL2-32-spacer122 BreNRBBO01ph2 100.000 3.69e-12 TAGCCCATGAT
GCGCCAGGTCGATCATGCCGCGA-
BadL2-32-spacer122 BreDSM20213.3ph2  100.000 3.69e-12 TAGCCCATGAT
T T T TT ATGTCCTT-
BadL2-32-spacer126 BifNCTC13001ph2  100.000 1.09e-12 CGTCCGG CGCCGG% CCGGG CCCATGTCC
Bi- CGTCCGGTCGCCGGGTCGGTTCCCATGTCCTT-
BadL2-32-spacer126 FATCC29521 3pht 100.000 1.09e-12 GCG
BadL2-32-spacer126 BifAM12-10phl 100.000 1.09e-12 CGTCCGGTCGCCGG%ECGGGTTCCCATGTCCTT-
BadL2-32-spacer132 Bad487Bph3 100.000 3.69e-12 TCAAATGGATGGTGCS:TTGTTCGACTTGTCG_
TTA TCT ACTGAGCTA AAGCTG-
BadL2-32-spacer140 BadAM13-11ph3 100.000 1.09e-12 CCCTCTGCCACTGAGCTACCGAAGCTG

GATAT
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AATTATGCGTGGT T TCGAA
BadL2-32-spacerl66 ~ Bad487Bph3 100.000 3.69e-12 CCCTEE CGCi COCCCCCCTCOAACG
Badl.2-32-spacer168 BadTF06-29ph2 100000  1.24e-11  CGATTATCTGACGTTCTCCGGTTTTGTCGATGA
BadL.2-32-spacerl68 BadAMI3-11ph3 100000  1.24e-11  CGATTATCTGACGTTCTCCGGTTTTGTCGATGA
Badl2-32-spacer182  BadP2P3phl 100000  1.24e-11  TGTACCGTTTATTCATTTCGCGTCCTCCTTCAT
BadL2-32-spacer182  Badl1-11phl 100.000  124e-11  TGTACCGTTTATTCATTTCGCGTCCTCCTTCAT
. GCCTGAACATCCAGAAGGCCACGCCCG-
BadL2-32-spacer75  BifTF06-13phl 100.000 3.69e-12 CAACATG
BifMGYG-HGUT-0 GCCTGAACATCCAGAAGGCCACGCCCG-
BadL2-32-spacer75 2396phl 100.000 3.69e-12 CAACATG
‘ GCCTGAACATCCAGAAGGCCACGCCCG-
BadL2-32-spacer75 BifAM18-11phl 100.000 3.69e-12 CAACATG
CGCCTCTGGAACCACCACGCCAGCCAC-
BadL2-32-spacer77 BadAF21-27phl 100.000 1.09e-12 CATCAAAG
BadLMG11579-space CAACTTGCTAGAGGACAGCCAA-

o0 BadAF21-27phl  100.000  1.09-12 COAAAAACATCC
BadLMGLIST9-space p 1oopnsions 100000 321013 CAATTTGCGGTATGTGGTGGCTTTGACGGTG:

r134 TATTC
BadLMG11579-space BreCNCMI-4321ph GAATTTGCGGTATGTGGTGGCTTTGACGGTG-

100.000  3.21e-13

r134 3 TATTC
BadLMGIIST9-space o ivpot 2ont 100000 10912 TTOCGCCGGGCCTCGCGCTGTTCCTCGGTGAGE

r76 GT
BadLMG:;:”'SPace BadTF06-29ph2  100.000  6.56e-10  GAGCGATTCGAGCGCCCCCGGCCAGATTTT
BadLMG11579-space CGCGGGCATGGAC-

198 Bad42Bphl 100000 3.21e-13 GCGAAGTCCAATGCGTTCAAGGT
BadLMG11579-space CGCGGGCATGGAC-

r98 Bad22Lph2 100000 3.21e-13 GCGAAGTCCAATGCGTTCAAGGT
BadLMG18897-space GTGGGATGGTACGCGCTTCGAGCCTTTTGAC-

10 BadTF06-29ph2  100.000  6.81e-16 it
BadLMG18897-space TCAGTTCGCTTCCTGCAGGTT-

o BadZJ2ph2 100.000  1.43e-12 OTCATCCAGECGGOA
BadTM%'(;L'Spaceﬂo BadAF21-27phl  100.000  4.47e-11  GTGCTGGTCGCGCTCGACCAGCAGGACCGTCC
BadTM06'24'SPaceﬂO BadAF21-27phl  100.000  447e-11 TTTGACGCCGGCGACCTCGAGGTGCACGTCGG
BadTM%':'SPacem BreNRBBOIph2 ~ 100.000  2.08¢-09  GCATTCCAAGCCAACGACAAGGTCGTCTA
BadTM%f’SpacerllBreDSM20213.3ph2 100000  2.08e-09  GCATTCCAAGCCAACGACAAGGTCGTCTA
BadTM%f’Spacem BadAMI13-11ph2 100000  447e-11  GAAAAGATTCTCCTCTACGGAGATGCCATTCC
BadTM%f'SpacerM Bad42Bphl 100.000  447e-11  GAAAAGATTCTCCTCTACGGAGATGCCATTCC
BadTM%"f'SpacerM Bad22Lph2 100.000  447e-11  GAAAAGATTCTCCTCTACGGAGATGCCATTCC
BadTMO06-4-spacer70 BreDRBB30ph3 ~ 100.000  4.47e-11  AAGTCCATGGCCTTCTGCGTCGGCACGTTGCG
Bad TM06-4-spacer70 BreCNCI\;I%ﬂph 100000  447e-11  AAGTCCATGGCCTTCTGCGTCGGCACGTTGCG
BadTM%':l'sPacerz BadTF06-29ph2  100.000  6.49e-09 GAGTGAAATTGTTGGCGGGTCGCGCGCG
BadTM%':l'sPacerz BadAM13-11ph3 ~ 100.000  6.49¢-09 GAGTGAAATTGTTGGCGGGTCGCGCGCG
BadTM%';l'sPaceﬁ BifTF06-13phl  100.000  5.02e-10  TCGCAGCTCGACCTGCTGCACCGGCTCACC
Bad TM06-51-spacer7 BifMGYG-HGUT-0  100.000  5.02e-10  TCGCAGCTCGACCTGCTGCACCGGCTCACC
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8 2396phl
BadTMO06-51-spacer?
8
BadTMO06-51-spacer8
2
BadTMO06-51-spacer8
4
BadTM06-51-spacer8
4
BadZJ2-spacer76 BlongTF06-45Aph3  100.000 5.02e-10 TAAGTAAGGAGACGTGATATGGCTCGACAG
BadZJ2-spacer76  BlongAF08-2phl  100.000 5.02e-10 TAAGTAAGGAGACGTGATATGGCTCGACAG
BadZ]2-spacer76 ~ BadAM13-11ph3  100.000 5.02e-10 TAAGTAAGGAGACGTGATATGGCTCGACAG
Bif1887B-spacer106 BifPRI1ph2 100.000 447e-11 CGGCTGAGCTACGCGCATAGGTGGGTATGAGT
Bif1887B-spacer106 Brelw01phl 100.000 5.79¢e-10 GCTGAGCTACGCGCATAGGTGGGTATGAGT
Bif1887B-spacer40 Bad487Bphl 100.000 447e-11  AGTAGATTTTGTAAAGAACCTATATAGGTAGA
GCGGCAATGTCAGTCATCTGCGTTTT-

BifAM18-11phl 100.000 5.02e-10 TCGCAGCTCGACCTGCTGCACCGGCTCACC
BadTF06-29ph2 100.000 5.02e-10 TACTGCGGATACCGCATGGTGTCCGCTCAG
BlongSu859phl 100.000 5.02e-10 ATAAAAGTCAATCGCATTGTCCAACTGCCA

BadP2P3phl 100.000 5.02e-10 ATAAAAGTCAATCGCATTGTCCAACTGCCA

Bif1887B-spacer8 BifAM12-10phl 100.000 3.69e-12

GCTAATCA
BifAF11-25B-spacer0 BifBF3phl 100.000 3.09e-09 TTTGCGTTCTTAAGTGCGCGCCAAAACGAC
Bi-
fATCC29521-spacerl BifPRI1ph2 100.000 5.79e-10 GGATGCAAGCGTGTTGACCAGATTGCTCAG

16
Bi-
fATCC29521-spacer8 BifPRL2010ph1 100.000 2.47e-10 GCAAGGGGTCGTTTAACACCGAGCAACTCGA
0
BifBIOML-A11-spac
erl2
BifBIOML-A11-spac
er2l
BifBIOML-A11-spac
erd7

BifPRL2010phl 100.000 5.02e-10 CGAGCATCGTCGCCGTCTITCTCGAGTTGCT
BifPRL2010phl 100.000 5.02e-10 GAGCTAATCGGAGAGGATTCTCAGGAGATG

Bif85Bph2 100.000 5.02e-10 TTTGACGACGCCGAGCGTGGTCGCGGTCGC

ATGTGAGGCGGGACGTGACGAGCAGCACTG-
CAAGTGCCGTCAGCG-
CAGGGCCGCGGCCGAGGCAGCCG-
CAGCGAACGCTTCGGCCGCTCAGCAGCCGGCC

BifDS32-spacer12  BifTM04-12phl 100.000 1.67e-09 ACGGCGCCGCGGAAGCCGGCGAAGGCGAA
ATGCCGAAGGCCACGCCATTTCCACGGAAC-
CGCACCTGGGCTATGTGGCCGATCTT-
GCATCGCTGATCGAGATCCAGCAG-

BifDS32-spacerl0  BifTM04-12phl 99.000 1.76e-46

BifDS32-spacerl6é  BifTM04-12phl 98.000 8.17e-45

GAATCCACCGTCTCGCGCGT
. . GCACCGCAACCGGAACCACAGACACAG-
BifDS32-spacer59 Bif85Bph2 100.000 1.09%e-12 GAGGCTCA
Bi- ,
APLA2001-spacera1  DifSIBPh2 100.000  1.80e-09  AAGCCGGGGTCTATCACCCGCACGTCATA
ATTTGACTCGTT-
. . GGGGTCCGGGGTTATTGCGTTT-
arL A2001i17_—s acerzSBlfMiggcé'IngT'o 100.000  3.77e-48 GGGGGCCATTATGAGTTTT-
P P GGTGGTTATTGCGTTTCGAGGCCGGGGTTATTG
CGTTTGGGAGCCGT
. . GCACCATAACCCCGGCCTCCAAACACAA-
J—— 0?17'_ 5 6BlfM(;§9(2'i§UT'O 98438 6.49e-26 TAACCAGTGGCCTCAAAAGCTACGAA-
wpace P TATTCACATC

Bi-
fIPLA20017-spacer54
Bi-
fIPLA20017-spacer80

Bi- Bif85Bph2 100.000 5.02e-10 GAAAGCGTTGCCGTCCAGCACCATGCTTGC

BlongAM16-2ph1  100.000 5.02e-10 AACGAATCAAGCACGCCGTCGCGGATCAGC

Bif85Bph2 100.000 5.02e-10 GGAAGTCACGGCGGCTACGGTTCACGTCCG
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fIPLA20017-spacer82
Bi- .
fIPLA20017-spacer84 Bif85Bph2 100.000 5.02e-10 CCCTCAATCCGATTTCATGCTTCATTCTGA
BitMGYG-HGUT-02 BreNRBB50ph1 100.000 5.02e-10 CGAGAAGGCCGACGACGCCTTGCCGCGCAT
396-spacer122
BitMGYG-HGUT-02 Bif85Bph2 100.000 5.02e-10 CACGCCCACGCCAAGCCAGCCGTCAACGGC
396-spacer72
BifNCTC10471-space CAACAGTCCGAGGTCACGGGCTCGGATAA-
22 Blong AF08-2phl 100.000 3.6%e-12 CCTCG
BifNCTC10471-space CGAAGAAGCACATGAGGATGGTGAAC-
" BadAF21-27phl 100.000 1.24e-11 GCGGTCA
BifNCTC10471-space AGGGACTTGAC-
156 BreBIO6018phl 100.000 3.69e-12 CTAGAACGTCGCCGAGGCGTCTGCG
BifNCTC10471-space AGGGACTTGAC-
156 Badl-11phl 100.000 3.69e-12 GTAGAAGTCGCCGAGGGTCTGCG
BifNCTC10471-space CGGCAACAAGTCGGCGTG-
6 BreDRBB27ph4 100.000 1.24e-11 GAGCGCCGGTIGCCAG
BifNCTC10471-space CGGCAACAAGTCGGCGTG-
6 BlongAF08-2phl 100.000 1.24e-11 GAGCGCGGGTGCCAG
BifNCTC10471-space GTGTCCACCATGCGCAAGGCGGGCGCG-
74 BreDRBB28phl 100.000 1.09e-12 GACATGAA
BifNCTC10471-spaceBreCNCMI-4321ph 100.000 1.09e-12 GTGTCCACCATGCGCAAGGCGGGCGCG-
r74 1 ’ ’ GACATGAA
BifNCTC10471-space GTGTCCACCATGCGCAAGGCGGGCGCG-
74 Bre689bphl 100.000 1.09e-12 GACATGAA
BifNCTC10471-space Blon- 100.000 10912 GTGTCCACCATGCGCAAGGCGGGCGCG-
r74 gAF35-13ACph2 ) ’ GACATGAA
BifNCTC10471-space TCCACTTGGATTGCATCAGCCGTGACAC-
78 BreDRBB28phl 100.000 3.21e-13 CGACCCGG
BifNCTC10471-spaceBreCNCMI-4321ph 100.000 321613 TCCACTTGGATTGCATCAGCCGTGACAC-
r78 1 ) ’ CGACCCGG
BifNCTC10471-space TCCACTTGGATTGCATCAGCCGTGACAC-
78 Bre689bphl 100.000 3.21e-13 CGACCCGG
BifNCTC10471-space . ACGATCCGCTCGATCGCGACGCGGAACGG-
8 BifPRI1ph2 100.000 3.21e-13 GACGCAC
BlfNCTCrl 5:71-space BreDRBB28ph1 100.000 124e-11 ACCGTGCCCGACACSECCCGGCACGCTGGAA—
BifNCTC10471-spaceBreCNCMI-4321ph ACCGTGCCCGACACGGCCGGCACGCTGGAA-
100.000 1.24e-11
r80 1 TAC
BifNCTC10471-space Bre689bphl 100.000 124011 ACCGTGCCCGACACGGCCGGCACGCTGGAA-
r80 TAC
BifNCTC10471-space Bif85Bph2 100.000 369012 AGCGTGGAGTGGGAGCGGGCCGGGACGGAG-
r82 CAGG
BifNCTC10471-space CTCCGGGGATTGAAAAGCGCATGGGAC-
84 BreDRBB28phl 100.000 3.21e-13 GGCCGTGACC
BifNCTC10471-spaceBreCNCMI-4321ph 100.000 391613 CTCCGGGGATTGAAAAGCGCATGGGAC-
r84 1 ' ’ GGCGTGACC
BifNCTC10471-space CTCCGGGGATTGAAAAGCGCATGGGAC-
84 Bre689bphl 100.000 3.21e-13 GGCGTGACC
BifNCTC10471-space Blon- 100.000 321613 CTCCGGGGATTGAAAAGCGCATGGGAC-
r84 gAF35-13ACph2 ' ' GGCGTGACC
GTAAAACAAACCACCGGCCGGCAC-
BifNCTC10471-space TCCTCATGCCGAAAACCGAAAAAAATTAG-
187 BreBR3ph3 100.000 1.77e-41 TGACGAAACACGAAACACCGACTT-
GACTAAAAACA
BifNCTC10471-space  BreBR-19phl 100.000 1.77e-41 GTAAAACAAACCACCGGCCGGCAC-
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r87 TCCTCATGCCGAAAACCGAAAAAAATTAG-
TGACGAAACACGAAACACCGACTT-
GACTAAAAACA
GTAAAACAAACCACCGGCCGGCAC-
BifNCTC10471-space TCCTCATGCCGAAAACCGAAAAAAATTAG-
187 Blong]CM1217phl  98.864 8.22¢-40 TGACGAAACACGAAACACCGACTT-
GACTAAAAACA
BifS17-spacer58  BlongAM16-2phl  100.000 1.50e-10 GCCGAAGATTGCTCGGAACGGTCGGGCCGTA
BifTF07-22-spacer14 . ACCGCATTGCAGACGGCCGCGCAG-

8 BifTF06-13phl 100.000 3.69e-12 TCGCTCGGCG
BifTF07-22-spacer14 BifMGYG-HGUT-0 100.000 3.69e-12 ACCGCATTGCAGACGGCCGCGCAG-

8 2396phl ) ) TCGGTCGGCG
BifTF07-22-spacerl4 . ACCGCATTGCAGACGGCCGCGCAG-

3 BifAM18-11phl 100.000 3.69e-12 TCGGTCGGCG
Blong105-A-spacer47  BlongE18ph4 100.000 1.67e-09 TTGACTCGTTCTCGTGCGGCGGCGAGGCG
Blong105-A-spacer47 BlongBB-79ph2 100.000 1.67e-09 TTGACTCGTTCTCGTGCGGCGGCGAGGCG
Blong105-A-spacer47 BlongAPC1504ph1  100.000 1.67e-09 TTGACTCGTTCTCGTGCGGCGGCGAGGCG

Blon-
Blong105-A- 47 100. 1.67e- TTGACTCGTTCTCGT A
ong105-A-spacer: g AF34-9ACphl 00.000 67e-09 GACTCGTTCTCGTGCGGCGGCGAGGCG
Blong105-A-spacer7l  Blong157Fphl 100.000 5.49e-09 ATCATCGTGAAAGGCACACCAAATGACT
Blong-
Blong105-A-spacer85 BAMA-BO5phi 100.000 5.49¢-09 TCGGGTCGTATGTGACGTCGCCATGCAC
TTCCGTGGTCGG-
CATGCTCTGCCTAAACCCGAAAAATCATCGTG
Blong12-spacer0 BlongBORIph1l 100.000 2.30e-35 ACTAAACCCGCAACAACTAATT-
GAACACAAACA
TTCCGTGGTCGG-
Blong12-spacerQ Blong105-Aph2 100.000 6.54e-21 CATGCTCTGCCTAAACCCGAAAAATCATCGTG
ACTAAAC
Blong12-spacer0 Blong105-Aph2 100.000 1.11e-08 AACCCGCAACAACTAATTGAACACAAACA
Blong12-spacer54 BlongMclclOBOph 100.000  5.49e-09 ACGGCGAGCCTCATATCCGCAGCCGTCA
Blongl12-spacer56 Blong]JCM1217phl  100.000 5.49¢-09 GATCGGCGCGGCGGGCGACAGCCAGTGG
Blong-
Blong12-spacer56 CCUG30698ph2 100.000 5.49e-09 GATCGGCGCGGCGGGCGACAGCCAGTGG
BlongMCC10094ph ACTGGTTTTCTAGGCAATTTCCAATCTAAC-
Blongl2-spacer96 1 100.000 2.34e-25 GGGTGTTGCACTTTCATTTAGACAACGGG
Blong1-5B-spacer14 BlongAF08-2ph2  100.000 3.99e-08 GCCATTTCGTGAAAACCGTACGCTCAGA
Blongl-6B-spacer79  Blong157Fphl 100.000 1.24e-11 GTATCTGCCGGTGCGCATTACGGTCGGCACTAG
Blong17-1B-spacer12 TAAGCGACCAGGACGCGAGGAC-

1 BlongAM16-2ph1l  100.000 3.21e-13 CGCTAGCGAACGCT
Blong1888B-spacer10 Blon- 100.000 124611 TTGATGATGAACCGGCCCCGATCACTCAAGA-

1 gATCC15697.2phl ’ ’ GA
Blong1888;3—spacer10 BreDRBB28ph4 100.000 3.696-12 CAAAAACTCAACC?EEECGTCCTGGAAAAA—
Blong1888B-spacer10BlongMCC10124ph CAAAAACTCAACCAGCTCGTCCTGGAAAAA-

100.000 3.69e-12

7 1 TAAC

Blong1888B-spacer10BlongMCC10102ph CAAAAACTCAACCAGCTCGTCCTGGAAAAA-

100.000 3.69e-12
7 1 TAAC

AGGTTCGAGCTTGAC-

Blong1888B-spacer39 BreNRBB52ph5 100.000 3.6%e-12 CATTCGCCCAGGTTCACGT
AGGTTCGAGCTTGAC-

Blong1888B-spacer39 BreMCC1605phl 100.000 3.6%e-12 CATICGCCCAGGTTCACGT
AGGTTCGAGCTTGAC-

Blong1888B-spacer39 BreLMC520ph3 100.000 3.69e-12 CATTCGCCCAGGTTCACGT

Blong1888B-spacer39  BreJR0O1phl 100.000 3.69e-12 AGGTTCGAGCTTGAC-
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CATTCGCCCAGGTTCACGT
Blong1888B-spacer39 BreDRBB28ph5  100.000  3.69e-12 CA‘?;;S(T;TCCC%@%%TFTF%:EG .
Blong1888B-spacer39 BreDRBB26phl  100.000  3.69-12 CA‘};;SEE%%’Z%‘;TFE/Z%G .
Blong1888B-spacer39  BreBR3ph2 100000  3.69-12 CA‘;?S;E%%’;E%TTTT%QEG i
Blong1888B-spacer39 Bre0S2W4sphl 100000  3.69-12 CA%F?"EESE%%Z((;;((:;TITI%;:EG i
Blong1888B-spacer39 Bre017W439ph2 100000  3.69e-12 CA%SSCT;TCE:GCIZS;S;EGCI;EG .
Blong1888B-spacer39 BlongLO-K29bphl ~ 100.000  3.69e-12 CA‘;(;&T;ECC%@%%T;%:EG .
Blong1888B-spacer39 Blong APC1462ph1  100.000  3.69¢-12 CA@?S;E%%Z%%E%;EG .
Blong1888B-spacer39  Blong72Bphl 100000  3.69%-12 CA%SS(T;TCE:GCIZ%%T;GCIZEG i
Blong1888B-spacer39 Blongl57Fphl  100.000  3.69%-12 CA@?SEE%%:%S;@ZCCG .
Blong1888B-spacer41BlongMclclolooph 100000  1.24e-11 CGCGCGTCATGGGAgliGATGACGAAGGGA-
Blongl8883_spacer41BlongMCf10079ph 100000 12411 CGCGCGTCATGGGAC(;Z;(AZGATGACGAAGGGA-
Blonglssss-spacer41Blo“gMCmeth 100000 12811 COCOCOTEATEEOATICOATCACCAAGEEA
Blonglssss-spacer41Blo“gMclcmmph 100000  1.24e-11 CGCGCGTCATGGGAg[IiGATGACGAAGGGA-
BlonglgggB_Spacer41BlongMch10064ph 100000 124e11 CGCGCGTCATGGGA(S[{(;GATGACGAAGGGA-
Blong1888B-spacer41BlongMclc10044ph 100000 1.24e-11 CGCGCGTCATGGGAS;ZGATGACGAAGGGA-
BlonngSSB-spacer41BlongMclcmOSSph 100000 124e-11 CGCGCGTCATGGGAGCEEGATGACGAAGGGA-
Blong1888B-spacer4] BlongLO-K29aph1 ~ 100.000  1.24e-11 CGCGCGTCATGGGAS;EGATGACGAAGGGA-
Blong1888B-spacer45 BreDRBB28ph4  100.000  3.69e-12 é&%ﬁ%ﬁ%ﬁ%ﬁ?ﬁi‘éﬁ
Blong1888B-spacer45  BreBR-14phl  100.000  3.69%-12 éi%%%?%%%éﬁé;ifécc
Blong1888B-spacerd5 BlongN3AOIphl ~ 100000  3.69e-12 éi%%%;%%gégé;ifé%
BlongIsSaD-spacerts” 0 100000 36512 CAGCCTGECCCTCARGE
Blong1888B-spacerds 001U OP 100000 36912 ‘ég%%%‘;%%g‘égéxfé%
BlonngSBB—spacer45BlongMclcmoszph 100.000  3.69-12 A TATAC
Blongl8888—spacer45310ngMC1(:10008ph 100000 3.69-12 é&%%%‘;%%%égé;i‘ég
Blong1888B-spacerd5 BlongE18ph4 100000  3.69%-12 ‘é&%%%?%%‘é’éﬁéziéz
Blong1888B-spacer45 BlongAPC1504ph1  100.000 3.69e-12 ATCGCACGCATGATCAG-
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CAGCCTGCCCCTCAAGG
CACTTGTCCTTGGTCTCTATGGGGTT-
Blong1888B-spacer47  Brelw(Olphl 100.000 3.69e-12 GCCCCCGC
BlongNCTC11817p CACTTGTCCTTGGTCTCTATGGGGTT-
Blong1888B-spacer4? h3 100.000 3.69e-12 GCCGCCGE
AACGCTTCCTCGACCTGCTGGTCCCAC-
Blong1888B-spacer49  Brelw(lphl 100.000 3.69e-12 CCTTCGA
BlongNCTC11817p AACGCTTCCTCGACCTGCTGGTCCCAC-
Blong1888B-spacer49 h3 100.000 3.69e-12 CGTTCGA
TGT TTGGT TCATTTGAC-
Blong1888B-spacer53  Brelw(1lphl 100.000 3.92e-12 CCCTCTCCCCTICOTICCCGCTC CAC
GAGGT
BlongNCTC11817p CCGTGTGGGGTTGGTGCGGCTCATTTGAC-
Blong1888B-spacer53 h3 100.000 3.92e-12 GAGGT
BlongTF06-12ACp TACAACATCCTTAACCAGA-
Blong1888B-spacer65 h 100.000 9.42e-14 TATTCAAGGCGGCGGTGG
TACAACATCCTTAACCAGA-
Blong1888B-spacer65 BlongE18ph2 100.000 9.42e-14 TATTCAAGGCGGCGGTGG
Blon- TACAACATCCTTAACCAGA-
Blong1888B- 100. 42e-14
ongl888B-spacer6> o ci5e97.0pn1 100000 942e TATTCAAGGCGGCGGTGG
TACAACATCCTTAACCAGA-
Blong1888B-spacer65 BlongAH1206ph2  100.000 9.42e-14 TATTCAAGGCGGCGGTGG
TACAACATCCTTAACCAGA-
Blong1888B-spacer65 BlongAF08-2ph2  100.000 9.42e-14 TATTCAAGGCGGCGGTGG
Blon- TCGGCACGATGACGGCGGCCTCCTCAC-
Blong1888B-spacer83 ¢ AM39-8ACphl 100.000 1.09e-12 CGGCTTCG
Blong- GGTCACGACGGTGACAAGAGCGCCCAG-
Blong1890B-spacerd2 oyt , 100000 39212 CArGTOG
Blong1897B-spacer13 Blon- 100.000  447e-11 TGGAGGATGCATCATGACGATGACGAGCGCCG
1 gAM39-8ACphl
Blong1897B-spacerl3  BlongU- 100000  447e-11 TCCAGCTCACCGAGTGGAAGGGGTAGCCGATG
3 MA3015ph1
Blonglswf 'Spacer13BlongMC1C10116ph 100000  447e-11 TCCAGCTCACCGAGTGGAAGGGGTAGCCGATG
Blonglgg? 'SpacermBlongMClClOllSph 100000  447e-11 TCCAGCTCACCGAGTGGAAGGGGTAGCCGATG
Blonglsg? 'SpacerBBlongMClClOl”ph 100000  447e-11  TCCAGCTCACCGAGTGGAAGGGGTAGCCGATG
Blonglsg? 'SpacerBBlO“gMCflOlOOph 100000  447e-11  TCCAGCTCACCGAGTGGAAGGGGTAGCCGATG
Blonglgg? 'SPaceﬂ?’BlongMCflOO%ph 100.000  447e-11 TCCAGCTCACCGAGTGGAAGGGGTAGCCGATG
Blonglsg? 'sPacer13BlongMC1ClOO79ph 100.000  447e-11 TCCAGCTCACCGAGTGGAAGGGGTAGCCGATG
Blonglsg? 'Spacerl?’BlongMClClOOth 100000  447e-11 TCCAGCTCACCGAGTGGAAGGGGTAGCCGATG
Blonglgg? 'Spacer13BlongMC1C10073ph 100000  447e-11 TCCAGCTCACCGAGTGGAAGGGGTAGCCGATG
Blonglsg? 'SpacerBBlongMCflOOMph 100000  447e-11  TCCAGCTCACCGAGTGGAAGGGGTAGCCGATG
Blonglswf 'sPacerl3BlongMCf10044ph 100000  447e-11 TCCAGCTCACCGAGTGGAAGGGGTAGCCGATG
Blonglsg? 'sPacem’BlO“gMCflO%Sph 100000  447e-11 TCCAGCTCACCGAGTGGAAGGGGTAGCCGATG
Blong1897B- 1
ong189 5 spacerld g elO-K29aphl 100000  447e-11  TCCAGCTCACCGAGTGGAAGGGGTAGCCGATG
Blong1897B-spacer20 BlongBBMN68ph4  100.000 1.39e-32 TGTGTCTGTTCAA-
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9 TAGAAAGTGGGCCGTGTGAGCGTGTG-
GATGTCTTCCATGTGAGCGGCAGGTTCTGGTCC
Blone18975 0 TGTGTCTGTTCAA-
ong ) SPACIT Blong3s624phl 98276 3.91e-23 TAGAAAGTGGGCCGTGTGAGCGTGTG-
GATGTCTTCCATGTGAGCG
GACCGGCCAACGCCGAAAC-
Blong1897B-spacer21 GGCCTGAAACCCGCCGCTCACATGGACTAAAA
0 BlongBBMN68phd  100.000  1.57e-42 GAAACGCCGAAACGGCCTACTCCAACTT-
GACAAAACACA
Blong1897B-spacer45 BreNRBBO2phl ~ 100.000  5.49e-09 TGTACGGATATATGGCGGTTGCCGCCAC
GTTCGCTTCGGCCACCTTGGCCAG-
Blong1897B-spacer78 BreJR01phl 98.077 3.60e-20 CATGCCGCTGTTGTCCCCCTGCAGCAAC
GTTCGCTTCGGCCACCTTGGCCAG-
Blong1897B-spacer78 BreDRBB28ph5 98.077 3.60e-20 CATGCCGCTGTTGTCCCCCTGCAGCAAC
GTTCGCTTCGGCCACCTTGGCCAG-
Blong1897B-spacer78 BreDRBB26phl 98.077 3.60e-20 CATGCCCCTGTTGTCCCCCTGCAGCAAC
TGCGGCGATGGCCATCG-
Blong1897B-spacer80  BreJR01phl 98077  3.60e-20 CATAGTCGAACTGGGTCTTGTCCAGATCGAG-
TTTG
TGCGGCGATGGCCATCG-
Blong1897B-spacer80 BreDRBB28ph5 98077  3.60e20 ~CATAGTCGAACTGGGTCTTGTCCAGATCGAG-
TTTG
TGCGGCGATGGCCATCG-
Blong1897B-spacer80 BreDRBB26phl 98077  3.60e20 CATAGTCGAACTGGGTCTTGTCCAGATCGAG-
TTTG
Blong1897B-spacer87 BlongAF08-2ph2 100000  2.04e-10  TCGTCGTCAACGTACGGTTTTCACGAAATGG
Blong1898B-spacer3] Blongl57Fphl  100.000  5.49e-09 AGGTCGAGCGCCTCCTGCCATCCGGCCT
Blong-
Blong1898B-spacer39. o) g 100000 549609 CGTTCCCCAGTGGGGTGAGTGTGATGCC
Blong2-2B-spacer18 BlongTMO0I-1phl  100.000  5.49e-09 CGGTGCCCGGCAGGTCGTCAACGATCTG
Blong2-2B-spacer18 BlongMclclOlOlph 100.000  5.49e-09 CGGTGCCCGGCAGGTCGTCAACGATCTG
Blong2-2B-spacer18 BlongGT15ph3 100.000 5.49e-09 CGGTGCCCGGCAGGTCGTCAACGATCTG
Blong2-2B-spacer18 BlongDS15_3phl  100.000 5.49e-09 CGGTGCCCGGCAGGTCGTCAACGATCTG
Blong2-2B-spacer18 BlongBB-79phl  100.000  5.49e-09 CGGTGCCCGGCAGGTCGTCAACGATCTG
Blong2-2B-spacer18 BlongAF30-12ph2  100.000 5.49e-09 CGGTGCCCGGCAGGTCGTCAACGATCTG
Blong239-2-spacerl0  BreSC95phl 100000  447e-11 TCGCCCGAAGCGACGCCGCCGGCATGCCCGGC
Blong239'12'5paceﬂ3 BlongAM16-2ph1 100000  4.47e-11  TGCCTTCCACCTTCGCGAGCATCAACGACGCC
Blo“g239'72'5pacer26 BlongTF01-22ph1 ~ 100.000  447e-11  CCGAGCTTGTCCTTGACCCAGTTGAGCGCGTC
Blong239-2-spacer28  BreSC95phl 100000  447e-11  CTGGCCGCGATGCGGAACGCGGCCGCGGCGTC
Blong239-2-spacer30 Blong-
; CECT72102phs 100000 57910 CGGACGAGGATCTGAGTTICGAACTGGCGG
Blong35624-spacer10 Blon-
100. 2.08e- TTGTGTTTCCA: T
) GATCC156972ph1 10000 08e-09 CCGCCTTGTGTTTCCACCCGTCCGGCGCG
Blong35624-spacer12
) Brelw01phl 100000  16le-10  TGCCGCAGTATTGGCATGGTTCGGTGGTGAT
Blong35624-spacer12 GAGGCCACGTCCTTGGCGAGGTCCTT-
; BreUMB0089ph2 ~ 100.000  1.09e-12 OO
Blong35624-spacer12BlongMCC10130ph 100.000 1.09e-12 GAGGCCACGTCCTTGGCGAGGTCCTT-
6 1 ' ' GCCCTGGGT
Blong356264'5p acerlZBlongMCzClOOSlph 100000  14le-1l GGCCACGTCCTTGGCGAGGTCCTTGCCCTGGGT
Blong35624-spacer12 BreLMC520ph3 100.000 1.150-12 GGGCGGAAGCTCAGGTTGTTGAACATGCAG-

8

TCCGA
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Blongds624-spacer12 o ooy 100000 1151  GGGCGGAAGCICAGGTIGTTGAACATGCAG-

8 TCCGA
Blongds624-spacer12 p pevroe ks 100000 11512 COGCGGAAGCTCAGGITGTIGAACATGCAG

8 TCCGA
Blongds624-spacer12 p pewvroc it 100000 11512 COGCGGAAGCTCAGGTTGTIGAACATGCAG

8 TCCGA
Blongds624-spacer12 g poo o 100000 115e1y  CGGCGGAAGCTCAGGTIGTTGAACATGCAG-

8 TCCGA
Blong35624-spacer12 Bre082W48phl 100.000 1.150-12 GGGCGGAAGCTCAGGTTGTTGAACATGCAG-

8 TCCGA
Blong35624-spacer12 Blong- 100.000 1.150-12 GGGCGGAAGCTCAGGTTGTTGAACATGCAG-

8 CECT7210.2ph3 ' ' TCCGA
Blong35624-spacer13 Blong- 100000 124e1y  GCGCIGATGATIGGGCCGATCTGCTCGCG-

0 CECT7210.2ph3 ' ' GAAG
Blong35624-spacer13 Blong- 100000 124e1y  GCGCTGATGATIGGGCCGATCTGCTCGCG-

0 CCUG30698ph3 ' ' GAAG
Bl 24- 1 TGATGATT ATCTGCT -

ong35624-spacer13 Blong72Bpht 100.000 124011 GCGCTGATG GGGCCGATCTGCTCGCG

0 GAAG
Blongdse2d-spacerld g o000 12tenn CCGCTGATGATIGGGCCGATCTGCTCGCG-

0 GAAG
Blong35624-spacer13 CCGCGTTGCTGATGCCCCACAATT-

) BlongN3AOlphl  100.000  3.69%-12 CCCCCTICCA
Blong35624-spacer13

; BreUMB0089ph2 ~ 100.000  124e-11 TTCGGGCACGATCTGGCAGTCGCAGTCGTCGTG
Blong‘o’%z:'s"acem’Blo“gMCflomph 100000  124e-11 TTCGGGCACGATCTGGCAGTCGCAGTCGTCGTG
Bl 4 1

°“g35626 spacerldp) oBifido_06phl 100000  124e-11  TTCGGGCACGATCTGGCAGTCGCAGTCGTCGTG

Blong35624-spacer15 BlongBifido_06ph1  100.000 1.09-12 AAACCGTTCTGGTTCAGTTCTATGACCTTCTT-

2 GTT
Blong3562:'5pacer15 BlongBifido_06phl  100.000  4.47e-11 CTCAATGTCACGGCACCATGTACCGGGCAGGG
Blong35624-spacerl6 ~ BlongVKP- 100.000 3.690-12 TCTGCGGCCGGTTCTCCACACGGTTCAC-

0 MAc-1636phl ' 07e GGTCGT
Blong35624-spacer16BlongMCC10130ph 0 4 o 1 TCTGCGGCCGGTTCTCCACACGGTTCAC-

0 1 GGTCGT
Blong35624-spacer16BlongMCC1008Iph o 4 o TCTGCGGCCGGTTCTCCACACGGTTCAC-

0 2 GGTCGT
Blong35624-spacer16 o TCTGCGGCCGGTTCTCCACACGGTTCAC-

0 BlongBifido_06phl  100.000 3.69%e-12 GGTCCT
Blong35624-spacer16 TCAC-

8 BlongTMOT-1phl  100.000  3.69-12 " (o1 cGTCCAGGCCTCTCAATTTCAGCCA
Blong35624-spacer16BlongMCC10101ph 100.000 3.690-12 TCAC-

8 1 GGTGCCGTCCAGGCCTCTCAATTTCAGCCA
Blong35624-spacer16 TCAC-

8 BlongGT15ph3 100000 36912 o orGecGTCCAGGCCTCTCAATTTCAGCCA
Blong35624-spacerl6 TCAC-

8 BlongDS15_3phl = 100000 3.69e-12 - 215 CGTCCAGGCCTCTCAATTTCAGCCA
Blong35624-spacerl6 TCAC-

8 BlongBB-79ph1 100000 3.6%-12 5 16CCGTCCAGGCCTCTCAATTTCAGCCA
Blong35624-spacer16 TCAC-

8 BlongAF30-12ph2 -~ 100.000  3.69¢-12 o1 CGTCCAGGCCTCTCAATTTCAGCCA
Blong3562§'5p 2cerl7 BlongAM16-2phl 100000  124e-11  GTCTGGTAGGCGCTGTAACGGGTGTTCGTGTCG
Blong35624-spacerl? BreUMBO0089ph2  100.000 321613 TTGTTGTCCTT-

4

GGCGCGTTTCTCCCATTCGCGGGAA
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Blong35624-spacer17BlongMCC10130ph 100.000 321613 TTGTTGTCCTT-

4 1 ' eie GGCGCGTTTCTCCCATTCGCGGGAA
Blong35624-spacer17BlongMCC10081ph 100.000 391613 TTGTTGTCCTT-

4 2 GGCGCGTTTCTCCCATTCGCGGGAA
Blong35624-spacerl? .. TTGTTGTCCTT-

4 BlongBifido_06phl  100.000 3.21e-13 GGCGCGTTTCICCCATTCGCGGGAA
Blong35624-spacerl7 . TTGTTGTCCTT-

4 BifPRI1ph2 100.000 32le-13 GGCGCGTTTCTCCCATTCGCGGGAA
Blong35624-spacerl7  BlongVKP- 100.000 1.240-11 AAGGCTGGACGTGACGACGGACGCGACCTT-

6 MAc-1636phl ' ' GCT
Blong35624-spacer18

5 BlongTM01-1ph1l  100.000 447e-11 CACTCGTCCAGCAGCCGAGGGCTITCGTGGCGT
Blong35624-spacer19 GAAC-

2 BlongAMI6-2phl 100000 12l ¢ GeGeCGECAGECGGCCGGGTCGTCCGE
Blong35624-spacer19 BlongAH1206ph2  100.000 3.696-12 GTTGATGGCTATCACTATACGCGGTCCAA-

6 TACTG
Blong35624-spacer20 CGGTGTTGGCCTGCAC-

5 BlongSu859phl 100.000 3.69%e-12 GGTGCTCATCTGCTGGTC
Blong35624-spacer20 TTGGGCATCCCGGCGTCGTT-

6 BlongAM16-2phl  100.000 3.21e-13 GATGCICGCGAAGGTG
Blong35624-spacer21

3 BlongAH1206ph2  100.000 5.07e-11 TTCGCGGTATCACTACCGCAAGCGGACAGGGT
Blong‘o’%z(;l's"acerzz Blongl57Fphl  100.000  124e-11 ACCGGCCTTGTTCGGGTTGCCGGGGGTGATCTG
Blong‘o’%z;'s"acerzz BifS17phl 100.000  124e-11 CATCACGTCGGAGATGGTCTGCTGGTCGGCGTT
Blonge’%z;'Spacerzz Blongl57Fphl  100.000  447e-11  ATCACGTCGGAGATGGTCTGCTGGTCGGCGTT
Blong35624-spacer24 Blon- 100,000 3.696-12 GACAGGTCAACAACAACTGCCTCGTGTCCGGC

0 gAM39-8ACphl GT
Blong35624-spacer24 ATCGCGTCTCTCAAGGAGGCCCAAA-

3 BlongE18ph4 100.000 1.24e-11 GCATCTGG
Blong35624-spacer25BlongMCC10130ph 100.000 1.09e-12 AGCATGTCGGTGTGCGGCTG-

6 1 ' e CATGGTCATCTGCGT
Blong35624-spacer25BlongMCC10081ph 100,000 1.09%-12 AGCATGTCGGTGTGCGGCTG-

6 2 ' e CATGGTCATCTGCGT
Blong35624-spacer25 i AGCATGTCGGTGTGCGGCTG-

6 BlongBifido_06phl  100.000 1.09%e-12 CATGGTCATCTGCGT
Blong35624-spacer25 . AGCATGTCGGTGTGCGGCTG-

6 BifPRI1ph2 100.000 1.09e-12 CATGGTCATCIGCGT
Blong35624-spacer26 BlongMCC10040ph GATTGTCTCGTTGACGGATGTGTTGCTGAC-

100.000 3.21e-13

2 2 CTGAGT
Blong35624-spacer29 BifPRT1ph2 100.000 3.690-12 CCGCCGCAAATGCAAGGCCAGACACATCG-

6 CAGCC
Blong35624-spacer29BlongMCC10130ph 100.000 1.09-12 TCGGGCATAAAAAAC-

8 1 ' e CACCCGTGCGGGTGGTTGGG
Blong35624-spacer29 ” TCGGGCATAAAAAAC-

8 BlongBifido_06phl  100.000 1.09%e-12 CACCCGTGCGGGTGGTICGG
Blong35624-spacer29 . TCGGGCATAAAAAAC-

8 BifPRI1ph2 100.000 1.09e-12 CACCCCTGCGCGTICGTITGGG
Blong35624-spacer32 BreNRBB02phi 100.000 3.69e-12 CCGTGGCGCGCCGCTCTCGCATACTGGGCGG-

2 CAT
Blong356264'5p acer32 g eNRBBO2phl 100000  124e-11  GTTGGCTTCGGCGCTTACCCTTGGCGGTGACGT
Blong35624-spacer34 BadAF21-27phl 100.000 1.240-11 CGACCGCCATCGGAATCCCAACCTACGAA-

4

TAAG
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Blong35624-spacer34 Bad1001271st1_A4 CGACCGCCATCGGAATCCCAACCTACGAA-
100.000 1.24e-11
4 phl TAAG
Blong35624-spacer34 GTTCGCCGCATTGGCGGCGGCGTTGAA-
6 BadAF21-27phl 100.000 1.24e-11 GCCGAT
Blong35624-spacer34 CCGGCGGGGTCCAGGCCACTCCGGTCG-
3 BadAF21-27phl 100.000 3.6%-12 GAGCCAC
Blong35624-spacer35 GCCATCGCGCGATATGACGGCCAGCCG-
0 BadAF21-27phl 100.000 1.09e-12 GACAGGCA
Blong35624-spacer35 TATCCGCTCGCCCAAGAACGGCGGCGAC-
4 BadAF21-27phl 100.000 3.6%e-12 GAACTC
AGCGCGGTCATGGTTTCCTCCTTAAAGGATCGT
Blong35624-spacer42 BlongSu859phl 100.000 3.69e-12 T
A TCATGGTTTCCTCCTTAAAGGATCGT
Blong35624-spacer42  BadP2P3phl 100.000 3.69e-12 CCOCCCTCATEE gC cc COATCG
Blong35624-spacer72 BlongMCZClOMOph 100.000  2.36e-09 ATCTTCTGGTTCGCGCCGTCGCGTCCGCC
Blong-
Blong35624-spacer72 CCUG30698ph3 100.000 2.36e-09 ATCTTCTGGTTCGCGCCGTCGCGTCCGCC
Blong35624-spacer76  BlongEK5phl 100.000 5.07e-11  GACACCATCATGGACGCCATCATCCCGACCAT
BlongVKP- TGACCGGTCTTGCCGTTTACCTGAC-
Blong35624-spacer82 MAc-1636ph1 100.000 1.09e-12 CGTCCAAGGG
BlongMCC10130ph TGACCGGTCTTGCCGTTTACCTGAC-
Blong35624-spacer82 1 100.000 1.09e-12 CCTCCAAGGG
. TGACCGGTCTTGCCGTTTACCTGAC-
Blong35624-spacer82 BlongBifido_06phl  100.000 1.09e-12 CGTCCAAGGG
Blong- CGCAACGCCTCTGGGAACGAGCCCTAA-
Blong35624-spacer90 CECT7210.2ph3 100.000 1.24e-11 TAGCCT
Blong- CGCAACGCCTCTGGGAACGAGCCCTAA-
Blong35624-spacer90 CCUG30698ph3 100.000 1.24e-11 TAGCCT
Blon- CGCAACGCCTCTGGGAACGAGCCCTAA-
Bl 4- 100. 1.24e-11
ong35624-spacer90 g AM39-8ACph1 00.000 e TAGCCT
CGCAACGCCTCTGGGAACGAGCCCTAA-
Blong35624-spacer90 Blong157Fphl 100.000 1.24e-11 TAGCCT
Blong- GCAACATCACCAC-
Blong35624-spacerd4 - - y30608phg (00000 36912 CATCTGGGTGCCGGCGATCAA
GCAACATCACCAC-
Blong35624-spacer94  Blong72Bphl 100.000 3.69e-12 CATCTGGGTGCCGGCGATCAA
GCAACATCACCAC-
Blong35624-spacer94 Blongl157Fphl 100.000 3.69e-12 CATCTGGGTGCCGGCGATCAA
Blong35B-spacer31 BlongMCl(ZIOOSIPh 100.000 5.49¢e-09 AGGTCGAGCGCTTCCCGCCAGCCGGCCT
Blong-
Blong35B-spacer31 CECT7210.2ph3 100.000 5.49e-09 AGGTCGAGCGCTTCCCGCCAGCCGGCCT
Blong-
Blong35B-spacer31 CCUG30698ph3 100.000 5.49e-09 AGGTCGAGCGCTTCCCGCCAGCCGGCCT
Blong44B-spacer110 BIO“gTF}?f'IZACp 100000  5.49e-09 ACCATCGAGGAAGGCCGAGCCGCCTATC
Blong7-1B-spacer29 BlongAH1206ph2  100.000 5.49e-09 TTCCAAGCGGCGATATTGTATTGCAACT
Blong7-1B-spacer43 BlongMClClOl30ph 100000  5.49e-09 AGCATGGTGCGCACCGCCGTGTCGGTGA
Blong7-1B-spacer43 BlongMczc 10081ph 100000 5.49e-09 AGCATGGTGCGCACCGCCGTGTCGGTGA
Blong7-1B-spacer43 BlongBifido_06ph1l  100.000 5.49e-09 AGCATGGTGCGCACCGCCGTGTCGGTGA
Blon- BlongMCC10116ph 100.000 8.050-15 GCCCTCGCCCAC-
gAF04-13-spacer91l 1 ' ' GGTTCCAGCGCCGCCCTCGAGCGCGCC
Blon- BlongMCC10093ph  100.000 8.05e-15 GCCCTCGCCCAC-
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gAF04-13-spacer91l 1 GGTTCCAGCGCCGCCCTCGAGCGCGCC
Blon- BlongMCC10079ph 100.000 8.05¢-15 GCCCTCGCCCAC-
gAF04-13-spacer91l 1 GGTTCCAGCGCCGCCCTCGAGCGCGCC
Blon- BlongMCC10077ph 100.000 8.056-15 GCCCTCGCCCAC-
gAF04-13-spacer91l 1 GGTTCCAGCGCCGCCCTCGAGCGCGCC
Blon- BlongMCC10073ph 100.000 8.050-15 GCCCTCGCCCAC-
gAF04-13-spacer91 1 GGTTCCAGCGCCGCCCTCGAGCGCGCC
Blon- BlongMCC10064ph 100.000 8.05e-15 GCCCTCGCCCAC-
gAF04-13-spacer91 1 GGTTCCAGCGCCGCCCTCGAGCGCGCC
Blon- BlongMCC10044ph 100.000 8.050-15 GCCCTCGCCCAC-
gAF04-13-spacer91 1 GGTTCCAGCGCCGCCCTCGAGCGCGCC
Blon- BlongMCC10038ph 100.000 8.05¢-15 GCCCTCGCCCAC-
gAF04-13-spacer91l 1 GGTTCCAGCGCCGCCCTCGAGCGCGCC
Blon- GCCCTCGCCCAC-

BlongLO-K29aphl ~ 100.000  8.05¢-15

gAF04-13-spacer9l GGTTCCAGCGCCGCCCTCGAGCGCGCC

Blon-

on BlongBifido_06phl 100000  447e-11  AGGGGAACGTCCATCGAATGCCCGCCCACTGG
gAF26-10-spacer113

Blon-

on BlongEK5phl ~ 100.000  447e-11  TCCTTGAGGGCCACGAGCGCCTTCATCACGTC
gAF26-10-spacer117

Blon- Blong- 100.000  447e-11  GCCTTCGCCTGAAACATGTGGTCGGCCTCGTA
gAF26-10-spacerl73 BIC1307292462ph1 : e

Blon- Blon-

100.000  447e-11  GCCTTCGCCTGAAACATGTGGTCGGCCTCGTA

gAF26-10-spacer173 gATCC15697.2phl ¢

Blon- BlongU-

100. 4.47e-11 TTCGAAAAT AAATCGTT GCA

SAF26-10.0pacerlf3  MA3DIsph 00.000 e GGTTCG CGGC CGTTCGGCGGCAG

Blon- BlongMCCIOL6Ph 105 600 447011 GGTTCGAAAATCGGCAAATCGTTCGGCGGCAG
gAF26-10-spacer183 1

Blon- BlongMCCIONSph ) 00 000 44711 GGTTCGAAAATCGGCAAATCGTTCGGCGGCAG
gAF26-10-spacer183 1

Blon- BlongMCCIOIIPh 00 000 44711  GGTTCGAAAATCGGCAAATCGTTCGGCGGCAG
gAF26-10-spacer183 1

Blon- BlongMCCI0100ph ;00 000 44711  GGTTCGAAAATCGGCAAATCGTTCGGCGGCAG
gAF26-10-spacer183 1

Blon- BlongMCCI0093ph 100 000 44711 GGTTCGAAAATCGGCAAATCGTTCGGCGGCAG
gAF26-10-spacer183 1

Blon- BlongMCCI0077ph 1 00 000 447e-11  GGTTCGAAAATCGGCAAATCGTTCGGCGGCAG
gAF26-10-spacer183 1

Blon- BlongMCCI0040ph 05 500 447011 GGTTCGAAAATCGGCAAATCGTTCGGCGGCAG
gAF26-10-spacer183 2

Blon- BlongMCCI0038ph ) 00 000 44711 GGTTCGAAAATCGGCAAATCGTTCGGCGGCAG
gAF26-10-spacer183 1

Blon-

on BlongLO-K29aphl ~ 100.000  447e-11 GGTTCGAAAATCGGCAAATCGTTCGGCGGCAG
gAF26-10-spacer183

Blon- BlongMCCI0MI6ph ) 10 000 44711  GGACAGACCAGCATCAAGTTCAACGACGCGTT
gAF26-10-spacer185 1

Blon- BlongMCCIOI5ph ) 00 000 44711  GGACAGACCAGCATCAAGTTCAACGACGCGTT
gAF26-10-spacer185 1

Blon- BlongMCCIOMIPh 100 000 447011  GGACAGACCAGCATCAAGTTCAACGACGCGTT
gAF26-10-spacer185 1

Blon- BlongMCCI0093ph 00 000 4.47e-11  GGACAGACCAGCATCAAGTTCAACGACGCGTT
gAF26-10-spacer185 1

Blon- BlongMCCI0077ph 100 000 44711  GGACAGACCAGCATCAAGTTCAACGACGCGTT
gAF26-10-spacer185 1

Blon- BlongMCCI0073ph 1 00 000 44711  GGACAGACCAGCATCAAGTTCAACGACGCGTT
gAF26-10-spacer185 1

Blon- BlongMCC10064ph  100.000 447e-11 GGACAGACCAGCATCAAGTTCAACGACGCGTT




Microorganisms 2021, 9, 2559

28 of 66

Spacer Name Phage Name Identity E-value Nucleotide Sequence
gAF26-10-spacer185 1
Blon- BlongMCCL0044ph 100000 447e-11  GGACAGACCAGCATCAAGTTCAACGACGCGTT
gAF26-10-spacer185 1
Blon- BlongMCCI0038ph 100000 447e-11  GGACAGACCAGCATCAAGTTCAACGACGCGTT
gAF26-10-spacer185 1
Blon- BlongLO-K29aphl ~100.000  447e-11 GGACAGACCAGCATCAAGTTCAACGACGCGTT
gAF26-10-spacer185
Blon- TACTTCGGCGTCAAGGCCGACACCGACGG-
BlongTF01-22ph1  100. 63e-11
GAF26-10-spacerl9 D O8TF01-22p 00000 663 CAAC
Blon- BlongVKP- 100000  447e-11  TATGACCTTCAGGCCGATCCGAAGGGCAACGC
gAF26-10-spacer231  MAc-1636phl ' e
Blon- BlongMCCL0130Ph 100000 447e-11  TATGACCTTCAGGCCGATCCGAAGGGCAACGC
gAF26-10-spacer231 1
Blon-
on BlongBifido_06phl  100.000  4.47e-11 TATGACCTTCAGGCCGATCCGAAGGGCAACGC
gAF26-10-spacer231
Blon- BlongVKP-
100. 447e-11  GT AACGACAT ATGGTGTCA
SAF26-10.0pacer233  MAc1636phi 00.000 e GTGGCCGCGAACGACATGGGCGATGGTGTCAC
Blon- BlongMCCL0130Ph 100000 447e-11  GTGGCCGCGAACGACATGGGCGATGGTGTCAC
gAF26-10-spacer233 1
Blon- BreSC95phl 100000  447e-11  GTGCACACCGCGTACCAGCTGCGATTTCCCGC
gAF26-10-spacer251
Blon-
on BlongTF01-22phl ~ 100.000  447e-11  TTGGGTAAGATCGGCTCCCTGTTCGGCTCGTT
gAF26-10-spacer42
Blon- Blong- 100000  447e-11  GTCATGGTCCCGTCCGCATGTATGTTGATGGT
gAF26-10-spacer53 CECT7210.2ph3 ’ '
Blon- BlongMCC10040ph
gAF27-1BH-spacer10 O & N P 100000  447e-11  GGTACCGTAAGTGGAGTTAATCAGCGTCAGCA
3
Blon- Blong-
gAF27—1BI3{—spacer10 CCUGHGosphs 100000 4d7e1  GGTACCGTAAGTGGAGTTAATCAGCGTCAGCA
Blon- GTGTTTTGCTTCAATGTTT-
gAF27-1BH-spacer22 BlongIndicaph2 100.000 3.91e-23 GTTCGACAGGTTCGGCAGTGTTTTTCCGTAG-
2 TGTGG
Blon- TGTTTTGCTTCAATGTTT-
gAF27-1BH-spacer22 BlongBBMN68ph4 ~ 100.000  14le-22  GTTCGACAGGTTCGGCAGTGTTTTTCCGTAG-
2 TGTGG
Blon- TGTTTTGCTTCAATGTTT-
gAF27-1BH-spacer22 BlongBBMN68ph1 ~ 100.000  141e-22  GTTCGACAGGTTCGGCAGTGTTTTTCCGTAG-
2 TGTGG
Blon-
CAAACTCGATCTGGACAAGACCCAGTTCGAT-
gAF35—l3§C—Spacerl BreJR01phl 100.000 1.76e-23 TATGCGATGGCCATCGCCGCAGGT
Blon-
CAAACTCGATCTGGACAAGACCCAGTTCGAT-
gAF35—13A7;C—spacer1 BreDRBB28ph5 100.000 1.76e-23 TATGCGATGGCCATCGCCGCAGGT
Blon-
CAAACTCGATCTGGACAAGACCCAGTTCGAT-
gAF35—13?C—spacer1 BreDRBB26phl 100.000 1.76e-23 TATGCGATGGCCATCGCCGCAGGT
Blon- GTTGCTGCAGGGG-
gAF35-13AC-spacer]  BreJR01phl 98182  818e22 GACAACAGCGACATGCTGGCCAAGGTGGCCAA
9 AGCGAACGGC
Blon- GTTGCTGCAGGGG-
gAF35-13AC-spacer] BreDRBB28ph5 98182  8.18e-22 GACAACAGCGACATGCTGGCCAAGGTGGCCAA
9 AGCGAACGGC
Blon- BreDRBB26phl 98182  8.18e-22 GTTGCTGCAGGGG-
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gAF35-13AC-spacerl GACAACAGCGACATGCTGGCCAAGGTGGCCAA
9 AGCGAACGGC
CTATATCTATGCAAACGAC-
Blon- GATCAGGCCATCGGAG-
gAF35-13AC-spacer2  BreJR01phl 100000  3.77e-48 TGCTCCAAGGCCTGAACAACATGCAGATCGCG
1 GACAAATGGTTCACCATCCATGGCAAATAC-
GAG
CTATATCTATGCAAACGAC-
Blon- GATCAGGCCATCGGAG-
gAF35-13AC-spacer2? BreDRBB28ph5  99.000  1.76e-46 TGCTCCAAGGCCTGAACAACATGCAGATCGCG
1 GACAAATGGTTCACCATCCATGGCAAATAC-
GAG
CTATATCTATGCAAACGAC-
Blon- GATCAGGCCATCGGAG-
gAF35-13AC-spacer2 BreDRBB26phl  99.000  1.76e-46 TGCTCCAAGGCCTGAACAACATGCAGATCGCG
1 GACAAATGGTTCACCATCCATGGCAAATAC-
GAG
oA GRz?;;Zpacer ,, BlongSuss9phl 100000  150e-10  CCGACTCGAGCAGITTCTTCGCGCGCGCGAT
Blon- BlongE18ph4 100000  1.67e-09  CCACTGATGAAAGACACGGACAAGCTCAC
gAM11-2-spacer60
Blon- Blon- 100000  1.67e-09  CCACTGATGAAAGACACGGACAAGCTCAC
gAMI11-2-spacer60 gAF34-9ACphl
ZAM nB_lchrs‘I;acer o CE C?;‘;?g'zpm 100.000  5.49e-09 GTGAGCGTATACAGGGCATGCCCGTCAT
GAM 113_1;2};acer o C CUE;’S% g 100000 549e09 GTGAGCGTATACAGGGCATGCCCGTCAT
Blon- Blongl57Fphl  100.000  5.49e-09 GTGAGCGTATACAGGGCATGCCCGTCAT
gAM11-2-spacer66
CAACGACCGGCCAC-
Blon- , GCAAAACCCTCGGGTTCATGAAACCAA-
GAM20-39-spacerlg  Dlonglilphl  98.990  631ed6 oo ) A AGATCATCGAACTGCTCGACGAC-
GCGTGATAACCTCAACAACCGACAACGTG
CAACGACCGGCCAC-
Blon- Blong- 08990  6.31edt GCAAAACCCTCGGGTTCATGAAACCAA-
gAM?20-39-spacerl0  CECT7210.2ph4 ' ‘ GCGAGAAGATCATCGAACTGCTCGACGAC-
GCGTGATAACCTCAACAACCGACAACGTG
CAACGACCGGCCAC-
Blon- GCAAAACCCTCGGGTTCATGAAACCAA-
gAM20-39-spacerlg  DOm817EpRL - 98.990 631ed6 oo ) GAAGATCATCGAACTGCTCGACGAC-
GCGTGATAACCTCAACAACCGACAACGTG
CAACGACCGGCCAC-
Blon- GCAAAACCCTCGGGTTCATGAAACCAA-
GAM20-39-spacerlg  Dlon817Ephl - 98.990  631ed6 oo ) GAAGATCATCGAACTGCTCGACGAC-
GCGTGATAACCTCAACAACCGACAACGTG
Blon- BlongJihlphl 100000  447e-11 CCATGGAAGGCCGCTCAAACCTCAGGTGTTGC
gAM?20-39-spacerll
SAM? 0]_3;;’2;)“6 0 CE C’]I%;c;rll%._2ph , 100000 447e11  CCATGGAAGGCCGCTCAAACCTCAGGTGTTGC
Blon- Blongl57Fphl 100000  447e-11 CCATGGAAGGCCGCTCAAACCCCAGGTGTTGC
gAM?20-39-spacer13
Blon- Blongl57Fphl 100000  447e-11 CCATGGAAGGCCGCTCAAACCCCAGGTGTTGC
gAM20-39-spacerl3
Blon- BlongVKP- 100000 12401  GAGAGGCACGCCAACGATGCCTTCGGGCAC-
gAM34-3-spacerl05 MAc-1636phl GTC
Blon- BlongMCC10130ph  100.000  124e-11  GAGAGGCACGCCAACGATGCCTTCGGGCAC-
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gAM34-3-spacer105 1 GTC
Blon- TTTCGACGGAGCCAAATCGGTCGG-

BlongBifido_03phl  100.000 1.15e-12

gAM34-3-spacer149 CAAGTCCAGTG

Blon-

on BlongTF07-39ph1 ~ 100.000  124e-11 CCCATGAGCGGGTGCCGTTTCGGCCGTCTCCGG
gAM34-3-spacer167

Blon-

on BlongTF07-31phl ~ 100.000  124e-11 CCCATGAGCGGGTGCCGTTTCGGCCGTCTCCGG
gAM34-3-spacer167

Blon- BlongTFO6-12ACP 150000 124611 CCCATGAGCGGGTGCCGTTTCGGCCGTCTCCGG
gAM34-3-spacerl67 h1

Blon-

on BlongE18ph2  100.000  124e-11 CCCATGAGCGGGTGCCGTTTCGGCCGTCTCCGG
gAM34-3-spacer167

Blon- BlongAH1206ph2  100.000  1.24e-11 CCCATGAGCGGGTGCCGTTTCGGCCGTCTCCGG
gAM34-3-spacerl67

Blon-

on BlongAF08-2ph2  100.000  124e-11 CCCATGAGCGGGTGCCGTTTCGGCCGTCTCCGG
gAM34-3-spacer167

Blon- CGCCAAGCAGATCAGCGAATCC-

BlongDS9_3ph2 100.000 3.21e-13

gAM34-3-spacer197 TATGGCCAATTCAT

Blon- Blon-
100. 1.24e-11 TGATTTTGAGT TTGGACAT AGAA
gAM34-3-spacer203 gATCC15697.2phl 00000 € GCTG CAGTCCCCTTCOACATCCOAGAAC
Blon- AAGCGCTTGTCCTGCTCCTCACGGGAGA-
¢ AM34-3-spacer209 BreNRBB52ph5 100.000 8.05e-15 GACTTTIGAAA
Blon- Blong- 100,000 8.056-15 AAGCGCTTGTCCTGCTCCTCACGGGAGA-
gAM34-3-spacer209 CECT7210.2ph3 ’ ’ GACTTTTGAAA
Blon- BlongMCC10115ph 100.000 1.09e-12 TTGCGGCCGAACTTGTAGATGGTCTCCTGA-
gAM34-3-spacer211 1 ) ’ TAGGC
Blon- BlongMCC10077ph 100.000 1.09-12 TTGCGGCCGAACTTGTAGATGGTCTCCTGA-
gAM34-3-spacer211 1 ) ) TAGGC
Blon- BlongMCCIOLSPh 100000 161e10  ACCGCTACGCGGACTGCTATACGGGTTTGCA
gAM34-3-spacer231 1
Blon- ACGGTGGACGTGCTGGTGTGCGACGAGGCG-
B B h. 100. 1.24e-11
gAM34-3-spacer75 reUMBO089ph2 00.000 ¢ CAG
Blon- BlongMCC10130ph 100,000 124e-11 ACGGTGGACGTGCTGGTGTGCGACGAGGCG-
gAM34-3-spacer75 1 ' ' CAG
Blon- BlongMCC10081ph 100.000 124611 ACGGTGGACGTGCTGGTGTGCGACGAGGCG-
gAM34-3-spacer75 2 ' ' CAG
Blon- ACGGTGGACGTGCTGGTGTGCGACGAGGCG-
Bl Bifi hl 100. 1.24e-11
gAMB4-3-spacer75 D lOngPifido_06phl - 100.000 ¢ CAG
Blon- ACGGTGGACGTGCTGGTGTGCGACGAGGCG-
Bif PRI1ph2 100. 1.24e-11
gAMB34-3-spacer75 ! P 00.000 € CAG
Blon-
BlongMCC10130ph TGAACCTCGCCCAGCAG-
gAM39-1Z§C—5pacer 1 100.000 1.09e-12 CATTGCGTCGCCATGCGA
Blon- TGAACCTCGCCCAGCAG-
gAM39—lngC—spacer BlongBifido_06phl  100.000 1.09e-12 GATTGCGTCGCCATGCGA
Blon-
BlongMCC10116ph CTCTCGCTGGCAAACAACCAA-
gAM39—lggsC—spacer 1 100.000 1.09e-12 TAGAAAGGATGATC
Blon-
BlongMCC10100ph CTCTCGCTGGCAAACAACCAA-
gAM39-1g§C—Spacer 1 100.000 1.09e-12 TAGAAAGGATGATC
Blon-
BlongMCC10093ph CTCTCGCTGGCAAACAACCAA-
gAM39-1§8AC—spacer 1 100.000 1.09e-12 TAGAAAGGATGATC
Blon- BlongMCC10079ph CTCTCGCTGGCAAACAACCAA-

100. 1.09%e-12
gAM39-10AC-spacer 1 00000 09e TAGAAAGGATGATC
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58
Blon-
BlongMCC10077ph CTCTCGCTGGCAAACAACCAA-
gAM39-1g§sC—spacer 1 100.000 1.09e-12 TAGAAAGGATGATC
Blon-
BlongMCC10073ph CTCTCGCTGGCAAACAACCAA-
gAM39-128AC—spacer 1 100.000 1.09e-12 TAGAAAGGATGATC
Blon-
BlongMCC10064ph CTCTCGCTGGCAAACAACCAA-
gAM39-1§8AC—spacer 1 100.000 1.09e-12 TAGAAAGGATGATC
Blon-
BlongMCC10044ph CTCTCGCTGGCAAACAACCAA-
gAM39-1g§C—5pacer 1 100.000 1.09e-12 TAGAAAGGATGATC
Blon-
BlongMCC10038ph CTCTCGCTGGCAAACAACCAA-
gAM39—lggsC—spacer 1 100.000 1.09%e-12 TAGAAAGGATGATC
Blon- CTCTCGCTGGCAAACAACCAA
gAM39-1g§C—spacer BlongLO-K29aph1l  100.000 1.09e-12 TAGAAAGGATGATC
Blon-
£ AM39-10AC-spacer POMESP—3-m0d 100 0 hgeq,  CGCGACGCGATGGCCGACGGGCAGATCAC:
” phl CGCGCA
Blon-
Bl 10129ph A AT A AGATCAC-
£ AM39-10AC-spacer BIOMBMCCION29ph 00 0 g, CGCGACGCGATGGCCGACGGGCAGATCAC
” 1 CGCGCA
Blon- GAC-
Bre017W439ph2  100. 1.24e-11
gAM39-8AC-spacer9 01/ WP 00.000 ¢ CGCCCTCGCGGCGGCCCGCCAGCGATGTTT
Blon- Blong- 100.000  1.24e-11 CAC-
gAM39-8AC-spacer9 CECT7210.2ph3 CGCCCTCGCGGCGGCCCGCCAGCGATGTTT
Blon- Blong- 100.000  1.24e-11 CAC
gAMB39-8AC-spacer9 CCUG30698ph3 CGCCCTCGCGGCGGCCCGCCAGCGATGTTT
Blon- Blon- 100000 36901y  GCTCTATCCTCCACACCCTGTAGGCATCGA-
gAPC1461-spacer107 gAM39-8ACphl TATG
Blon- BlongTF06-45Aph3  100.000  124e-11  CGCGTATTTCTGCACAGTGCCCGAAGCGTCCTT
gAPC1461-spacerlll
Blon- BlongAF08-2phl  100.000  124e-11 CGCGTATTTCTGCACAGTGCCCGAAGCGTCCTT
gAPC1461-spacerlll
Blon- GGTCGGCCAGCGTCTGGTCGGTCGCGGTGAAG
BreNRBB52ph4  100. 69e-12
¢APC1461-spacer119 DeNRDBO2p 00000 3.6% TC
Blon- CCTCGCCCTCGCGCCCCGGCTGCAGTATGCG-
BlongLO-K29bph1  100. 69-12
g APC1461-spacer12] D 1On8EO-K29bp 00000 3.69 GAT
Blon- GAACACCATCGCCGACACCGTGCG-
GAPC1461.spacerlz3 BTeDRBE28ph 100000 3.69-12 CAAGCOCGTC
Blon- BreCNCMI4321ph 00 o o GAACACCATCGCCGACACCGTGCG-
gAPC1461-spacer123 1 CAAGGCCGTG
Blon- GAACACCATCGCCGACACCGTGCG-
Bre689bpht 100. 3.69e-12
gAPCl461-spacer123 —  °F 00.000 ¢ CAAGGCCGTG
Blon- TTCATGCTCGATGCTGATGGTGCTGTTGTT-
BreDRBB28ph1  100. 21e-1
gAPCl461-spacerl25 5P 00.000 3.2le-13 GCTCGA
Blon- BreCNCMI4321ph o oo o TTCATGCTCGATGCTGATGGTGCTGTTGTT-
gAPC1461-spacer125 1 ' e GCTCGA
Blon- TTCATGCTCGATGCTGATGGTGCTGTTGTT-
GAPCl461.spacerlzs  DTe689bph1 100000  3.21e-13 CCTOGA
Blon- GTGGCGGTCTGCGAGTCCGCCGTCCGCCAC-
GAPC1461.spacerzg PTENRBBOTPh2 100000 3.69¢-12 CTGA
Blon- BreDSM20213.3ph2 100000  3.69e-12  GTGGCGGTCTGCGAGTCCGCCGTCCGCCAC-
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gAPC1461-spacer28 GTGA
Blon- GTGGCGGTCTGCGAGTCCGCCGTCCGCCAC-
GAPC146]spaceras DTEDRBB0PRS 100000 3.6%-12 CTCA
Blon- BreCNCMI4321ph o o . GIGGCGGTCTGCGAGTCCGCCGTCCGCCAC-
gAPC1461-spacer28 3 ' ' GTGA
Blon- BreDRBB28phl  100.000  1.24e-11 GGTCGCTTCATGGGTCATGCCCCGCTTGTGGGT
gAPC1461-spacer63
Blon- BreCNCMI432ZIPR 150000 124e-11  GGTCGCTTCATGGGTCATGCCCCGCTTGTGGGT
gAPC1461-spacer63 1
Blon- Bre689bphl 100000  124e-11  GGTCGCTTCATGGGTCATGCCCCGCTTGTGGGT
gAPC1461-spacer63
Blon- ACGGTGGCTTCGCCTTCTTCGTCCAGCAC-
GAPCl46]spacersy  PTeoobphl 100.000  1.09e-12 CACCOT
Blon- BlongTF06-12ACp 0 . o TTTGCGCITGAGACGTTIGAGGCTCATGGCG-
gAPC1461-spacer93 hi ) ’ TACAG
Blon- BlongTF07-39ph1 ~ 100.000  149e-11 TTTGCGCTTGAGACGTTTGAGGCTCATGGCGTA
gAPC1461-spacer93
Blon- BlongTF07-31ph1 100000  1.49-11 TTTGCGCTTGAGACGTTTGAGGCTCATGGCGTA
gAPC1461-spacer93
5l TGTTTTTGTTCAATAGGAAGTTGAGGTTTTAG-
APCT 47;’“' g5 BreBR3ph3 98.630 1.79e-31 TCACGAAGATTTITCGGGTTTAGGCG-
& spacet GAAAGGCATGCCGAC
Blon-
BlongAM16-2ph1  100. 49e- TGGATGGCTTTAT ACGACGACCAC
G APC1473.spacerop PIONEAMI6-2p 00000  5.49e-09 GGATGGC CCCGAC
Blon-
- . 49e- CGCGATTTCG
G APC1476.spacert15 PIOMETMOI-IPhT 100,000 5.49-09 GACGCCAACGACCAGTTT
Blon- BlongMCCL0101Ph 10600 5.49€-09 GACGCCAACGACCAGTTTCGCGATTTCG
gAPC1476-spacer115 1
Blon-
. 49e- AGTTT ATTT
GAPC1476 spacert1s PIOMBCTISPHS 100000 5.490-09 GACGCCAACGACCAGTTTCGCGATTTCG
Blon-
. 49e- AGTTT ATTT
GAPC1476 spacer115 BIOMEDSISphT 100,000 5.49¢-09 GACGCCAACGACCAGTTTCGCGATTTCG
Blon-
BlongBB-79ph1  100. 49e- A AACGACCAGTTTCGCGATTTCG
GAPC1476.spacert1s BloMEBB79P 00000  5.49e-09 GACGCCAACGACCAG
Blon-
BlongAF30-12ph2  100. 49e- A AACGACCAGTTTCGCGATTTCG
G APC1476 spacer] 15 BIOMBAT30-12p 00000  5.49e-09 GACGCCAACGACCAG
Blon-
. A9e- CGTTGCGGTT
GAPC176pacero1 PIONBN3AOIPT 100000 5.49e-09 TTTCGTATGCGGGGTAGG
Blon- ACCCGGTGCCGAAAGGGCCGACCGTGTAC-
GAPC1477 spacerton PIOTBEISPI 100,000 36912 oAGGe
Blon- GATGAGGCGGCCGTTTTTCACCAGCAGCAC-
GAPC1477 spacers BIOMGAMIG2ph1 100000 321e-13 CTTCTC
Blon- GATGAGGCGGCCGTTTTTCACCAGCAGCAC-
GAPC1477 spacers PIOMBAFS-I2pH2 100000 321e-13 CTTCTC
Blon- GCCGAGCAGCGCAGGAACAAC-
gAPC1477-spacerds  DTeRBBSOPhL 100000 1.09-12 GCCGTGCCGTCCTC
Blon- BlongMCC10115ph o o AAGGGCGATTT-
gAPC1477-spacer67 1 ' ' GGCGGCCCGCGTGGTCGTCCACTG
Blon- CGCATCGTGGCCACGAAC-
gAPC1477-spacero3 DiongTMOL-1phl 100.000 — 1.09-12 CGTTTCTGGCCGACCAC
Blon- CGCATCGTGGCCACGAAC-
GAPC1477-spacero3 D.ongDS15_3pht 100000 1.09e-12 CGTTTCTGGCCGACCAC
Blon- CGCATCGTGGCCACGAAC-
GAPC1477-spacero3  D1OMBBB79phl 100000 1.09e-12 CGTTTCTGGCCGACCAC
Blon- CGCATCGTGGCCACGAAC-
gAPC1477-spacero3 D IongAF30-12ph2 100000 1.09e-12 CGTTTCTGGCCGACCAC
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Blon- BlongMCCLO0101Ph 100000 141e-11  CATCGTGGCCACGAACCGTTTCTGGCCGACCAC
gAPC1477-spacer93 1
Blon-
on BlongGT15ph3 100000  14le-11 CATCGTGGCCACGAACCGTTTCTGGCCGACCAC
gAPC1477-spacer93
Blon- GATGCGGTCGGCGCCGTAGTCCACGCCACGG-
GAPC18. spacerizo PIOMBAMIS2phL 100,000 321e-13 TACCA
Blon- Blong- 100000 1091y  GTCACCAAGGTCAAGGCCCACGGCCCCICG-
gAPC1482-spacer57 CCUG30698ph3 ' ' CAACA
Blon. GGCCGCTTTGGCGGTTAC-
Blon- CGCCGACAAACTCGCCGCCAACTCGGTGGTGG
gATCC15897'Spacer GATCCl15697ph3 00000 377648 oo o A AGCTCGCGGCCAACAGCGTGGAC-
GCGGGCAACATCGTCGCCGGC
Blon. GGCCGCTTTGGCGGTTAC-
Blon- CGCCGACAAACTCGCCGCCAACTCGGTGGTGG
ATCC15697- 100. 77e-4
gATCC 589 SPacer o atcCiseo72phy 100000 377848 oA AGCTCGCGGCCAACAGCGTGGAC-
GCGGGCAACATCGTCGCCGGC
Blon-
Blon- CGCCAACTCGGTGGACGCGAGCAA-
ATCC15697- 100. A2e-14
gATCC 559 SPaCeT  ATCCI5697phs 100000 942 GATCGTGGCCGGA
Blon- Blon CGCCAACTCGGTGGACGCGAGCAA
ATCC15697- 100. 9.42¢-14
gATCC N SPacer . Atccis697.2ph3 0000 ¢ GATCGTGGCCGGA
Blon-
gATCC15697-spacer Blong]CM1217ph1  100.000 1.94e-09 GGCGGCCGACAGTACACAGACGGACTGTT
37
Blon. CGCGTTGGCGGTGACCGCCGACAA-
Blon- GCTCGCCGCGAACAGCGTAGTGGCGGGCAA-
ATCC15697- 100.000  3.77e-48
& i SPACEr o ATCC15697ph3 ¢ GATCGCCGCGAACGCGGTCAACGCGGG-
CAACATCGTCTCGGGGGCC
Blon. CGCGTTGGCGGTGACCGCCGACAA-
Blon- GCTCGCCGCGAACAGCGTAGTGGCGGGCAA-
ATCC15697- 100. 77e-4
gATCC 529 SPacer . \tcCis697.2ph3 100000 377e-48 GATCGCCGCGAACGCGGTCAACGCGGG-
CAACATCGTCTCGGGGGCC
Blone. GCTGGCCAA-
BEMN 68_Sg corsy BreNRBBS6ph2 100000  140e27  GCGAGGGAACACAACAATGAAAACGCCAG-
p TTACACACTTAACGAGACAGGCCCG
Blono GCTGGCCAA-
BBMN 68_Sg cersy BrelDCCA401ph1 100000 140e27  GCGAGGGAACACAACAATGAAAACGCCAG-
pa TTACACACTTAACGAGACAGGCCCG
Blong-
BBMNGS.apacer7z  PlOMEEISPh4 100000 44711 GTGATGGGCAGGTTGCCGCCGGTCCAGGTGAG
Blong- Blon-
BBMNGS-apacer72  gAF3LOACph1 100000 447e1l  GTGATGGGCAGGTTGCCGCCGGTCCAGGTGAG
BlongBG7-spacer62 BlongLO-K29bphl ~ 100.000  1.67e-09  TGCAGTATGCGGATGAAGGTGTCCCTCAC
BlongBG7-spacer62 BlongAPC1462ph1  100.000 1.67e-09 TGCAGTATGCGGATGAAGGTGTCCCTCAC
BlongBG7-spacer62  Blong72Bphl 100.000 1.67e-09 TGCAGTATGCGGATGAAGGTGTCCCTCAC
Blong-
o8 Brelw01ph1 100000  447e-11 GGAAGGAGGGAACGTCCATCATGGCATCGTGT
Bi-26-spacer124
Blong- Bl TC11817
. oong ongNCTCHBIZP 150000 447e-11  GGAAGGAGGGAACGTCCATCATGGCATCGTGT
Bi-26-spacer124 h3
_ Blong- BlongTMO1-1ph1 ~ 100.000  447e-11  GTCGCGCCGCCCGGCCTCAGCTGGCTGCCGTT
Bi-26-spacer126
_ Blong- BlongMCCIOI0Iph 100 000 447e11  GTCGCGCCGCCCGGCCTCAGCTGGCTGCCGTT
Bi-26-spacer126 1
Blong-
ong BlongGT15ph3 100000  447e-11  GTCGCGCCGCCCGGCCTCAGCTGGCTGCCGTT

Bi-26-spacer126
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Blong-
|, COonB BlongDS15_3phl ~ 100.000  447e-11  GTCGCGCCGCCCGGCCTCAGCTGGCTGCCGTT
Bi-26-spacer126
Blong-
| oonB BlongBB-79ph1  100.000  447e-11  GTCGCGCCGCCCGGCCTCAGCTGGCTGCCGTT
Bi-26-spacer126
Blong-
o8 BlongAF30-12ph2  100.000  447e-11  GTCGCGCCGCCCGGCCTCAGCTGGCTGCCGTT
Bi-26-spacer126
Blong- GGCACCAGCAGCATGGCCACAA-
Bidbspaceridp  DTEDRBB2SPh4 100000 44711 CCCACGECAC
Blong- BlongMCC10124ph GGCACCAGCAGCATGGCCACAA-
Bi-26-spacer140 1 100000 4.47e-11 GCCAGGCGAC
Blong- BlongMCC10102ph GGCACCAGCAGCATGGCCACAA-
Bi-26-spacer140 1 100.000 4.47e-11 GCCAGGCGAC
~ Blong- BlongMCC10052ph 0 o GGCACCAGCAGCATGGCCACAA-
Bi-26-spacer140 1 GCCAGGCGAC
_Blong- BadTF06-29ph2 100000  447e-11  TTTTCCTTGATCAGGTGGTAGACCTGCGCGGC
Bi-26-spacer166
Blong-

. Bad1-11phl 100.000 4.47e-11 GAACTGGAGGTGACCCAGCAGGTGCTCGGAGA
Bi-26-spacer168

BlongBi-26-spacer60  BlongPC4phl 100.000 4.47e-11 TCCTTCACCTCGTCGCGCAGCTTGTCGATCTG

BlongBi-26-spacer66 BlongBifido_04phl  100.000 7.49e-09 TCGAGGTGCTGACGTGGGACGGCACCCG
BlongBi-26-spacer66  Bad487Bph3 100.000 7.49e-09 TCGAGGTGCTGACGTGGGACGGCACCCG
BlongMCC10079ph

BlongBi-26-spacer74 100.000 447e-11 GGCATGACCGAAGCCGCGTACCGCACCGAGGT

1
BlongMCC10079ph
1
BlongMCC10116ph
1
BlongMCC10115ph
1
BlongMCC10111ph
1
BlongMCC10093ph
1
BlongMCC10077ph
1
BlongMCC10073ph
1
BlongMCC10064ph
1
BlongMCC10044ph
1
BlongMCC10038ph
1
BlongBi-26-spacer82 BlongLO-K29aphl  100.000 4.47e-11 AGTCGAACTGCTCGAAGCCAAAGCTCCTCGCA
BlongBi-26-spacer88  BlongPC4phl 100.000 4.47e-11  GGCCGCTCATGTCTACGACATTCGCAAAGGCG
BlongBi-26-spacer92 BreNRBB52ph5 100.000 447e-11 CGACCATAGTCAACCAATCATTTACCAAAAGT
BlongBi-26-spacer92 BreLMC520ph3 100.000 4.47e-11 CGACCATAGTCAACCAATCATTTACCAAAAGT
BlongBi-26-spacer92  BreJR01phl 100.000 4.47e-11 CGACCATAGTCAACCAATCATTTACCAAAAGT
BlongBi-26-spacer92 BreDRBB28ph5 100.000 4.47e-11 CGACCATAGTCAACCAATCATTTACCAAAAGT
BlongBi-26-spacer92 BreDRBB26phl 100.000 4.47e-11 CGACCATAGTCAACCAATCATTTACCAAAAGT
BlongBi-26-spacer92 BreBR3ph2 100.000 4.47e-11 CGACCATAGTCAACCAATCATITACCAAAAGT
BlongBi-26-spacer92  Bre082W48phl 100.000 4.47e-11 CGACCATAGTCAACCAATCATTTACCAAAAGT
BlongBi-26-spacer92 BlongLO-K29bphl  100.000 4.47e-11 CGACCATAGTCAACCAATCATTTACCAAAAGT

BlongBi-26-spacer76 100.000 4.47e-11 GTTTCGCCGATCACATCGTTCGGGGACCCGTC

BlongBi-26-spacer82 100.000 447e-11 AGTCGAACTGCTCGAAGCCAAAGCTCCTCGCA

BlongBi-26-spacer82 100.000 4.47e-11 AGTCGAACTGCTCGAAGCCAAAGCTCCTCGCA

BlongBi-26-spacer82 100.000 4.47e-11 AGTCGAACTGCTCGAAGCCAAAGCTCCTCGCA

BlongBi-26-spacer82 100.000 447e-11 AGTCGAACTGCTCGAAGCCAAAGCTCCTCGCA

BlongBi-26-spacer82 100.000 447e-11  AGTCGAACTGCTCGAAGCCAAAGCTCCTCGCA

BlongBi-26-spacer82 100.000 447e-11 AGTCGAACTGCTCGAAGCCAAAGCTCCTCGCA

BlongBi-26-spacer82 100.000 447e-11 AGTCGAACTGCTCGAAGCCAAAGCTCCTCGCA

BlongBi-26-spacer82 100.000 4.47e-11 AGTCGAACTGCTCGAAGCCAAAGCTCCTCGCA

BlongBi-26-spacer82 100.000 447e-11 AGTCGAACTGCTCGAAGCCAAAGCTCCTCGCA

Blong-
CCUG30698ph3
BlongBi-26-spacer92  Blong72Bphl 100.000 4.47e-11 CGACCATAGTCAACCAATCATITACCAAAAGT

BlongBi-26-spacer92 100.000 447e-11 CGACCATAGTCAACCAATCATTTACCAAAAGT
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BlongBi-26-spacer96 BreNRBB52ph5 100.000 2.08e-09 GTGAGCCCCCGCGACGGCGGGGCCTCCGA
BlongBifi- BreNRBB52ph5 ~ 100.000  5.49e-09 CCGTGGACGCAACCCATACAACACCAAG
do_02-spacer61
BlongBifi-
BreMCC1605ph1  100.000 5.49e-09 CCGTGGACGCAACCCATACAACACCAAG
do_02-spacer61
BlongBifi-
BreJR01phl 100.000 5.49e-09 CCGTGGACGCAACCCATACAACACCAAG
do_02-spacer61
BlongBifi-
BreDRBB28ph5 100.000 5.49e-09 CCGTGGACGCAACCCATACAACACCAAG
do_02-spacer61
BlongBifi-
BreDRBB26phl 100.000 5.49e-09 CCGTGGACGCAACCCATACAACACCAAG
do_02-spacer61
BlongBifi-
Bre082W48phl 100.000 5.49e-09 CCGTGGACGCAACCCATACAACACCAAG
do_02-spacer61
BlongBifi-
Bre017W439ph2 100.000 5.49e-09 CCGTGGACGCAACCCATACAACACCAAG
do_02-spacer61
BlongBifi- Blong-
100. 49e- TGGA AA ATACAACACCAA
do_02-spacer61 CCUG30698ph3 00.000 5.49e-09 CCGTGGACGCAACCC CAACACCAAG
BlongBifi-
ongbIt Blong157Fphl 100.000 5.49e-09 CCGTGGACGCAACCCATACAACACCAAG
do_02-spacer61
BlongBifi- Blongssp_infantis_ 100.000 124011 GACGGTGAGCCACGTTTGGATAAC-
do_06-spacer102  6_USAQ001_1ph2 ’ oe GGACAACTA
BlongBifi- Blon- 100.000 124011 GACGGTGAGCCACGTTTGGATAAC-
do_06-spacer102  gATCC15697ph2 GGACAACTA
BlongBifi- Blon- 100.000 124011 GACGGTGAGCCACGTTTGGATAAC-
do_06-spacer102 gATCC15697.2ph2 ' ' GGACAACTA
AACCGGAAAAA-
TAAGGAAAATGCATGCAACTGCCTAAACCCGA
Blongbk-spacer0 BlongBORIphl 98.864 8.22e-40 AAAAAATACATCACTAGACACGAAACAC-
CGACTTGACGAAATACA
AACCGGAAAAA-
TAAGGAAAATGCATGCAACTGCCTAAACCCGA
Blongbk-spacer0 Blong105-Aph2 98.864 8.22e-40 AAAAAATACATCACTAGACACGAAACAC-
CGACTTGACGAAATACA
Blong- BlongVKP- 100.000  1.67e-09 TGGAGGTGACACCATCGCCCATGTCGTTC
BLOI2-spacer50 MAc-1636ph1 ’ '
Blong- BlongMCCL0130Ph 100 600 1.676-09 TGGAGGTGACACCATCGCCCATGTCGTTC
BLOI2-spacer50 1
Blong- BlongMCCI0081ph 100 000 1.67e-09 TGGAGGTGACACCATCGCCCATGTCGTTC
BLOI2-spacer50 2
Blong- Blong- 100.000 369012 CGCGTGGCCTGAGCTCGCGCAATCGTTTGAC-
BSM11-5-spacer102 CECT7210.2ph3 CGC
Blong- CGCGTGGCCTGAGCTCGCGCAATCGTTTGAC-
BSM11-5-spacer]02 Blong157Fphl 100.000 3.6%e-12 cce
Blong- AGGAAAGTCGACCCGGAGGCGCGATTCAA-
BSM11-5-spacer110 BadZ]J2phl 100.000 4.47e-11 GAA
Blong- AGGAAAGTCGACCCGGAGGCGCGATTCAA-
BSM11-5-spacer110 BadTF06-2ACphl  100.000 4.47e-11 GAA
Blong- AGGAAAGTCGACCCGGAGGCGCGATTCAA-
BSM11-5-spacer110 BadTF06-10ACph2  100.000 4.47e-11 GAA
Blong- AGGAAAGTCGACCCGGAGGCGCGATTCAA-
BSM11-5-spacer] 10 BadAM12-59ph1  100.000 4.47e-11 GAA
Blong- AGGAAAGTCGACCCGGAGGCGCGATTCAA-
BSM11-5-spacer] 10 Bad AM12-20ph1 100.000 4.47e-11 CAA
Blong- AGGAAAGTCGACCCGGAGGCGCGATTCAA-
BSM11-5-spacer110 BadAL46-7phl 100.000 4.47e-11 CAA
Blong- BadAF28-4ACphl  100.000 4.47e-11 AGGAAAGTCGACCCGGAGGCGCGATTCAA-
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BSM11-5-spacer110 GAA
Blong- AGGAAAGTCGACCCGGAGGCGCGATTCAA-
BSMI15.epaceri1p P2422LPh1 100000  4.47e-11 CAn
Blong- BlongU- 00000 14911 CGCCAAGTACACGCCATCCATGAC-
BSM11-5-spacer114 MA3015phl ) ’ CATCCGCGA
Blong- BlongMCC10040ph o CIGATCGTATGCCGCTATGCGAAGGGCTCG-
BSM11-5-spacer116 2 ' e CAGAA
Blong- Brelw01phl 100000  236e-09  GTCATGTCCAACGCGCGGTAGGAGAGCAG
BSM11-5-spacer120
Blong- BlongNCTCUHBIZP 100000 236e09  GTCATGTCCAACGCGCGGTAGGAGAGCAG
BSM11-5-spacer120 h3
Blong- BlongTF06-12ACp 00 1 oo TTGCCCCCGCACTTGGGACAC-
BSM11-5-spacer130 h1 ' ' GGGCTAATCCTGTG
Blong- GGCAACCCCAGATAACACACGCAAGCAAAC-
BSMI15.epacertdz  PrEMWOIPhI 100.000  9.42e-14 COACACE
Blong- BlongNCTCI1817p | 0 oo . GGCAACCCCAGATAACACACGCAAGCAAAC-
BSM11-5-spacer142 h3 ) ) CGACACG
Blong- CGCCTCGCAATGCGCCGCGTTCGCGGGCGCG-
BSM11-5-spacer]58 BlongF8phl 100.000 3.69e-12 CAA
Blong- GTCCCGTCGTCGAACAGGACCCG-
BSM11-5-spacerles Dol kppo2zphd 100000 1.09e-12 CATCCACCCGGA
Blong- Blongssp_infantis_ 100.000 1.09e-12 GTCCCGTCGTCGAACAGGACCCG-
BSM11-5-spacer168 6_USA001_1ph2 ' ' CATCCACCCGGA
Blong- Blon- 100000 10912 GTCCCGTCGTCGAACAGGACCCG-
BSM11-5-spacer168 gATCC15697ph2 ' ' CATCCACCCGGA
Blong- Blon- 100000 1091 GTCCCGTCGTCGAACAGGACCCG-
BSM11-5-spacer168 gATCC15697.2ph2 ' ' CATCCACCCGGA
Blong- ACCTCCCTCGCCCAAAGA-
BSM11-5-spacergg  DroROIPRI 100.000  1.2de-11 GATCATGAGGGATTC
Blong- Blong- 100000 124e11 ACCTCCCTCGCCCAAAGA-
BSM11-5-spacer98  CECT7210.2ph3 GATCATGAGGGATTC
Blong- Blong- 100,000 124011 ACCTCCCTCGCCCAAAGA-
BSM11-5-spacer98  CCUG30698ph3 GATCATGAGGGATTC
Blong- ACCTCCCTCGCCCAAAGA-
BSM11-5-spacergg  D10n872BPh1 100000 1.2de-11 GATCATGAGGGATTC
Blong- ACCTCCCTCGCCCAAAGA-
BSM11-5-spacerog  Dlongtd7Ephl 100000 1.24e-11 GATCATGAGGGATTC
Blong-
DJO10A spacer7o  BIOMEEKSPRL 100000 5.490-09 TGAAGTTGCCGGTGTACGCGCCGTTGGC
Blong- BlongMCC10115ph 0 oo ATCAAGGTCGAGGCCCGGTTGCAGCG-
DPC6317-spacerd? 1 ' oe CATCCGACCA
Blong- CTG-
& BreUMB00S9ph2 ~ 100.000  32le-13  CAACAGCTCAAGGAGGCCCAACTGTCCGAA-
DPC6317-spacer57
GcC
Blong- BlongMCC10130ph e
ons ong P 100000 321e-13  CAACAGCTCAAGGAGGCCCAACTGTCCGAA-
DPC6317-spacer57 1
Gce
Blong- BlongMCC10081ph CTG-
ong ong P 100000 321e13  CAACAGCTCAAGGAGGCCCAACTGTCCGAA-
DPC6317-spacer57 2
GcC
Blong- CTG-
& BlongBifido_06phl  100.000  321e-13 ~ CAACAGCTCAAGGAGGCCCAACTGTCCGAA-
DPC6317-spacer57
Gee
Blong- CTG-
& BifPRI1ph2 100000  321e-13  CAACAGCTCAAGGAGGCCCAACTGTCCGAA-

GCC
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Blong- GCCACGTCCGCCGGCCGGTGCGGAG-
DPCe30apacerzs  PIONBEISPS 100000 232630 CAGGCCACGCAACTGTTGCCCGAC-
GCTGCTGCCGATTTCACCG
Blong- Blong- 100.000  2.32e-30 Gccgzéxccccgggé;ggiggggggggﬁf&c-
. 2DZe- -
DPC6320-spacer25 CCUG30698ph4 COTGCTGCCGATTTCACCG
Blong- BreNRBBO2phl ~ 100.000  5.49e-09 TGAAGCACGGTGCCGTTGCTCAAACCGC
DPC6323-spacer93
Blong- BlongU- 100.000 3216-13 TTCCGACACCGCGCACTACTAC-
DSM20211-spacer22  MA3015phl CTGATCGTCGAATA
Blong- BlongMCC10116ph 0 oo o TTCCGACACCGCGCACTACTAC-
DSM20211-spacer22 1 CTGATCGTCGAATA
Blong- BlongMCCI0115ph 0 o TTCCGACACCGCGCACTACTAC-
DSM20211-spacer22 1 CTGATCGTCGAATA
Blong- BlongMCCI0111ph | 0 o TTCCGACACCGCGCACTACTAC-
DSM20211-spacer22 1 CTGATCGTCGAATA
Blong- BlongMCCI0100ph (0 o TTCCGACACCGCGCACTACTAC-
DSM20211-spacer22 1 CTGATCGTCGAATA
Blong- BlongMCC10093ph (0o oo TTCCGACACCGCGCACTACTAC-
DSM20211-spacer22 1 CTGATCGTCGAATA
Blong- BlongMCC10077ph | 0o o TTCCGACACCGCGCACTACTAC-
DSM20211-spacer22 1 CTGATCGTCGAATA
Blong- BlongMCCI0073ph 0 o TTCCGACACCGCGCACTACTAC-
DSM20211-spacer22 1 CTGATCGTCGAATA
Blong- BlongMCC10064ph | 0 o TTCCGACACCGCGCACTACTAC-
DSM20211-spacer22 1 CTGATCGTCGAATA
Blong- BlongMCC10044ph o TTCCGACACCGCGCACTACTAC-
DSM20211-spacer22 1 CTGATCGTCGAATA
Blong- BlongMCC10040ph (0 oo TTCCGACACCGCGCACTACTAC-
DSM20211-spacer22 2 CTGATCGTCGAATA
Blong- BlongMCC10038ph 100.000 3210-13 TTCCGACACCGCGCACTACTAC-
DSM20211-spacer22 1 CTGATCGTCGAATA
Blong- TTCCGACACCGCGCACTACTAC-
DSM20211-§pacer22 BlongLO-K29aphl  100.000  3.21e-13 CTGATCGTCGAATA
Blong- TTGACTTCTCCCCACGGCTAAAGCCGGGG-
CIS-SOS—Spgacer120 Blong]CM1217ph1  100.000  6.59%-16 GATTCTAAGCTTT
Blongl- BreNRBBO2phl ~ 100.000  5.49e-09 GTACGGATATATGGCGGTTGCCGCCACA
CIS-505-spacer20
Blongl- BreNRBBO2phl ~ 100.000  5.49e-09 TGCTGCTGGCCCTGTAGGGTGTCGGACT
CIS-505-spacer22
Blongl- BlongJSRLO2ph2 ~ 100.000  447e-11  AATCGTCGATATGTCGCAGGGCCGCCCCGGCG
CIS-505-spacer92
Blongl- BlongAF30-11phl ~ 100.000  447e-11  AATCGTCGATATGTCGCAGGGCCGCCCCGGCG
CIS-505-spacer92
Blon- BlongMCCL0044ph 100000 5.07e-11  TTGTCCAACGTCTGCGCGGCACCGACCACGAG
gIN-07-spacer119 1
Blon- Blon- 100000 415010 GCACGGGCGCGACGGTCACGACGCC-
gIN-07-spacer12l  gATCC15697ph3 TACATCGCG
Blon- Blon- 100,000 415010 GCACGGGCGCGACGGTCACGACGCC-
gIN-07-spacer121 gATCC15697.2ph3 TACATCGCG
AAGCGCATGTACAAGGCCGCGAAATCAC-
Blon- BreCNCMI4321ph oo 0 oo o GAGCTGGCACTTCGGAAACTAATGCCG-
gIN-07-spacer149 2 TAATGAAGACCATGAAC-
CACATGTTTCCCGACGAGCTCACCT
Blon- Blongssp__3_mod 98.969 8.170-45 AAGCGCATGTACAAGGCCGCGAAATCAC-

gIN-07-spacer149

phl

GAGCTGGCACTTCGGAAACTAATGCCG-
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TAATGAAGACCATGAAC-
CACATGTTTCCCGACGAGCTCACCT
AAGCGCATGTACAAGGCCGCGAAATCAC-
Blon- BlongMCC10129ph 98.000 8.17e-45 GAGCTGGCACTTCGGAAACTAATGCCG-
gIN-07-spacer149 1 ' e TAATGAAGACCATGAAC-
CACATGTTTCCCGACGAGCTCACCTTTG
CTTTCTTGGGTCGTCATTTGACCCCG-
BlongIN-07-spacerl7  BlongF8phl 100.000 1.09e-12 TATCGGCGG
CTTTCTTGGGTCGTCATTTGACCCCG-
BlongIN-07-spacerl7  BlongBG7phl 100.000 1.09e-12 TATCGGCGG
AACTTCAACAAAGCAAACAGGAAGCACTAC-
BlongIN-07-spacerl9  BlongF8phl 100.000 3.69%e-12 CCTA
AACTTCAACAAAGCAAACAGGAAGCACTAC-
BlongIN-07-spacer19  BlongBG7phl 100.000 3.69e-12 CTTCAAC G((:j GT AC COAAGCACTAC
CATTTCACGTGGTAGAACAGGAAC-
BlongIN-07-spacer21 ~ BlongF8phl 100.000 3.69e-12 GCGGTCAGAC
TCT TCGTGCTGACCATTTAA! TT-
BlongIN-07-spacer23  BlongBG7phl 100.000 1.09e-12 cTececeerce Gg C(CZ;C cc ceC
CATTGGTCAGATTGCCGTTTATGCG-
BlongIN-07-spacer27  BrelwOlphl 100.000 1.09e-12 GATTGTCTGC
TCAAGCTTCGCCAACTCGTATCGGAC-
BlongIN-07-spacer33 BreDRBB30ph3 100.000 1.09e-12 GGCCTCCGA
BreCNCMI-4321ph TCAAGCTTCGCCAACTCGTATCGGAC-
BlongIN-07-spacer33 3 100.000 1.09e-12 GGCCTCCGA
BlongIN-07-spacer39  BrelwOlphl 100.000 1.24e-11 GCCAGCCAACCTCATCCATTTATGCGGCTCCGG
TACACGACCAAGGAT GCAGACCAACTC-
BlongIN-07-spacer4l ~ BrelwOlphl 100.000 3.69e-12 CACGACC GT A(é(éG GAC cre
TACACGACCAAGGAT AGACCAACTC-
BlongIN-07-spacer41 BlongTF07-39ph1  100.000 3.69%e-12 CACGACC GGT A?ZS}GGC CACCAACTC
TACACGACCAAGGAT AGACCAACTC-
BlongIN-07-spacer41 BlongTF07-31phl  100.000 3.69%e-12 CACGACC GGT A?:((:;GGC CACCAACTC
BlongTF06-12A TACACGACCAAGGAT AGACCAACTC-
BlongIN-07-spacerd] DIM8TFOO12ACP 100 000 3.69e-12 CACCGACCAAGCATCCOECACACCAACTC
h1 TACG
Blong- TACACGACCAAGGATGCGGCAGACCAACTC-
BlongIN-07-spacer41 BIC1307292462ph1 100.000 3.69e-12 TACG
Blon- TACACGACCAAGGATGCGGCAGACCAACTC-
BlongIN-07-spacer41 g ATCC15697.2ph1 100.000 3.69e-12 TACG
BlongMCC10079ph TCAAA-
BlongIN-07-spacerd5 1 100000 10%-12 1 cTGCGCGGCTCTGGGTCTGACCCCCGAA
ATA AAGGTCA AGATCAC-
BlongIN-07-spacer99 BadTF06-29ph2 100.000 3.69e-12 G CCCCCCAACCTCACCCAGATCAC
CGGCAT
CGATACCGGCCAAGGTCACGCAGATCAC-
BlongIN-07-spacer99  Badl-11phl 100.000 3.69e-12 CGGCAT
lon-
Blon BreNRBB52ph4 100.000 1.24e-11  TCGTCGGTCATATTGTCCTCGATTCTGCAGTTG
gIN-F29-spacer100
Blon- BreUMB0089ph2 100000  447e-11  GGCTGCACGTCGTTGATGGGGTTGGCGATCTG
gIN-F29-spacer134
Blon- BifPRI1ph2 100.000 447e-11  GGCTGCACGTCGTTGATGGGGTTGGCGATCTG
gIN-F29-spacer134
Blon-
on BreUMB0089ph2  100.000 1.24e-11  CGGCTTGTITCGACAGGTCGTTGTAGCTTCCACT
gIN-F29-spacer136
Blon-
on BifPRI1ph2 100.000 1.24e-11 CGGCTTGTTCGACAGGTCGTTGTAGCTTCCACT
gIN-F29-spacer136
Blon- CGATCTGGCAGTCGCAGTCGTCGTG-
gIN-F29-spacer138 BreUMB0089ph2  100.000 3.6%-12 GAACAGGCT
Blon- BlongAF08-2ph1  100.000 8.48e-09 CGTCGGGGTTGGTTTCGAATGCTGTTTT
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gIN-F29-spacer14
Blon- TGGCGTAGGCCTGCCACTGGCTT-
BreNRBB52ph4 100. 3.6%e-12
gIN-F29-spacer82 = © P 00.000 ¢ GCGTCGCCTCT
Blon- Brelw01phl 100.000 2.36e-09 CGCAGGGTCTCGGCGGTCGTGGAATACGC
gIN-F29-spacer96
Blon- BlongNCTCII8I7p 150000 236e-09  CGCAGGGTCTCGGCGGTCGTGGAATACGC
gIN-F29-spacer96 h3
Blon- BlongMCC10094ph 100.000 321613 CATGTCCACGTAGTCGAG-
gIN-F29-spacer98 1 GATGTCGTCGCCGTTGTC
BlongJihl-spacer90 BlongTF07-39phl  100.000 5.49e-09 ACATATGCGATGGCCTTGCGTTCACGCT
BlongJihl-spacer90 BlongTF07-31phl  100.000 5.49e-09 ACATATGCGATGGCCTTGCGTTCACGCT
BlongJih1-spacer90 BIO“gTF}?f'IZACp 100.000  5.49e-09 ACATATGCGATGGCCTTGCGTTCACGCT
. Blong-
BlongJih1-spacer90 BIC1307292462ph1 100.000 5.49e-09 ACATATGCGATGGCCITGCGTTCACGCT
. Blon-
BlongJih1-spacer90 ¢ATCC15697.2ph1 100.000 5.49e-09 ACATATGCGATGGCCITGCGTTCACGCT
BlongJihl-spacer90 BlongAH1206ph2  100.000 5.49e-09 ACATATGCGATGGCCTITGCGTTCACGCT
BlongJihl-spacer96  BreDRBB30ph3 100.000 1.67e-09 TCACCATCGAAAAAATCGATGATGAGATT
B 1-4321ph
Blong]Jih1-spacer96 reCNCI\; S2IPR 100000 167009 TCACCATCGAAAAAATCGATGATGAGATT
BlongJSRL02-spacer GCCACCGTGCCACGGCCACCGGCCTTGAAC-
140 BreNRBB02phl 100.000 3.21e-13 GGTATG
BlongJSRLO02-spacer CCATGAGCCGCGCAATCACGCCATT-
142 BreNRBB02phl 100.000 9.42e-14 GGAGCCGACCAC
Blong] SREOZ'SP“EI BreCNCI\;I'4321ph 100000  1.67e-09  AAGACGGGCATCCAAGTTTTCAGCCACCC
Blong] SREOZ'SP‘“EI Blongs?ﬁe;—m"d 100000  1.67e-09  AAGACGGGCATCCAAGTTTTCAGCCACCC
GAAAGGGCTCAACCACAAGGAGAACAAC-
BlongJSRL02-spacer BreCNCMI-4321ph 100.000 377048 CATGTTCCTCAACCACACACCCCGTCAC-
9 2 ' e GTCCGATTCGTCGCGGCCCCGCCG-
GAAGGCGGCATGGCTTCCGG
GAAAGGGCTCAACCACAAGGAGAACAAC-
BlongJSRLO02-spacer Blongssp_ 3_mod 100.000 377048 CATGTTCCTCAACCACACACCCCGTCAC-
9 phl ' ' GTCCGATTCGTCGCGGCCCCGCCG-
GAAGGCGGCATGGCTTCCGG
BlongMCl-spacer20  Brelw01phl 100.000 2.68e-10 GGGCACGCTCACCAAAGCACCATCATAGCCG
BlongNCTC11817p CTCGAACAGATGCGTCTGATCCGCAAGGGG-
BlongMC1-spacer22 h3 100.000 1.47e-12 GACCA
BlongMCl1-spacer26 BlongSu859phl 100.000 1.82e-11 COGCCCAAACCOCCATCCAACCTCOAG
TTCATT
BlongTF06-12ACp GTGTTCAC-
BlongMCl1-spacer35 h 100.000 1.74e-11 CGATGCCGGCTTCCTGCGCCGCGAG
BlongMCl1-spacer35 Brelw01phl 100.000 6.26e-11  GTGTTCACGGATGGCGGGTTCCTGCGCCGCGA
BlongMCl1-spacer48  Brelw0lphl 100.000 1.74e-11 CGTAGGCGATGCGGGTCATGTCGGCGGCGTTTG
TGCCAGATAACCCAGCACGCCCGAG-
BlongMCl1-spacer64 BreNRBB52ph5 100.000 6.63e-11 CACATTCC
TGCCAGATAACCCAGCACGCCCGAG-
BlongMCl1-spacer64 BreMCC1605phl  100.000 6.63e-11 CACATTCC
TGCCAGATAACCCAGCACGCCCGAG-
BlongMCl1-spacert4 BreJR0O1ph1 100.000 6.63e-11 CACATTCC
TGCCAGATAACCCAGCACGCCCGAG-
BlongMCl-spacer64 BreDRBB28ph5 100.000 6.63e-11 CACATTCC
TGCCAGATAACCCAGCACGCCCGAG-
BlongMCl1-spacer64 BreDRBB26phl 100.000 6.63e-11

CACATTCC
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BlongMCl1-spacer64 Bre082W48phl 100.000 6.63e-11 TGCCAGATA?ESE?TG CC é COCCCEAG-
BlongMCl1-spacer64 Bre017W439ph2  100.000 6.63e-11 TGCCAGATA?ES&?S é: ? COCCCEAG
BlongMCl-spacer64 . CUE;’S‘EQ' gy 100000 66311 TGCCAGATA?EEE?? gg COCCCGAG
BlongMCl-spacer64  Blong157Fphl 100.000 6.63e-11 TGCCAGATA?EE&?? CC é COCCCEAG-
BlongMC1-spacer67 BlongN%CHSWP 100.000  6.86e-11  TGTTTTATTGGTTTTCGTTGTGTGTGGGGCAG
BlongMCl-spacer71 Mligglg; L 100000 Lé6e-11 TCGGCGGCACCTCSSSECAGGGCCCTGAC'
BlongMCl-spacer71 BlongMClC10100ph 100.000 1.66e-11 TCGGCGGCACCTCSCGS(ECAGGGCCCTGAC-
BlongMCl-spacer71 BlongMC1C10079ph 100.000 1.66e-11 TCGGCGGCACCTngggCAGGGCCCTGAC—
BlongMC2-spacer14 Brelw0lphi 100.000 1940-11 GAAGACCCGATTGCATGGGGACAGCAC-

3 GGCGAA
BlongMC2-spacer32 BreUMB0089ph2  100.000 447e-11  GTATGGTTCTTCGAGTGGGCTTCGGCATACGC
BlongMC2-spacer32 BlongBifido_04ph1  100.000 447e-11  GTATGGTTCTTCGAGTGGGCTTCGGCATACGC
AATCCCAGCACATGCGAAGAAAGGAAGAAA-

GA
AATCCCAGCACATGCGAAGAAAGGAAGAAA-
GA
GGGCGCGTTCCAGTGATCGTT-
BlongMC2-spacer75 BifPRI1phl 100.000 6.45e-31 GCAACATCTGATCGACCGGTAGGAGGATCG-

GATGGGCAGGTGGGCGTT
BlongMC2-spacer97 BreNRBB52ph5 100.000 7.33e-10 GATGCGTTCGATGGTCTTGGATACGAGGCC
BlongMC2-spacer97 BreMCC1605phl  100.000 7.33e-10 GATGCGTTCGATGGTCTTGGATACGAGGCC
BlongMC2-spacer97 BreLMC520ph3 100.000 7.33e-10 GATGCGTTCGATGGTCTTGGATACGAGGCC
BlongM(C2-spacer97  BreJRO1phl 100.000 7.33e-10 GATGCGTTCGATGGTCTTGGATACGAGGCC
BlongMC2-spacer97 BreDRBB28ph5 100.000 7.33e-10 GATGCGTTCGATGGTCTTGGATACGAGGCC
BlongM(C2-spacer97 BreDRBB26phl 100.000 7.33e-10 GATGCGTTCGATGGTCTTGGATACGAGGCC
BlongMC2-spacer97 BreBR3ph2 100.000 7.33e-10 GATGCGTTCGATGGTCTTGGATACGAGGCC
BlongMC2-spacer97 Bre082W48phl 100.000 7.33e-10 GATGCGTTCGATGGTCTTGGATACGAGGCC
BlongMC2-spacer97 Bre017W439ph2  100.000 7.33e-10 GATGCGTTCGATGGTCTTGGATACGAGGCC
BlongMC2-spacer97 BlongLO-K29bphl  100.000 7.33e-10 GATGCGTTCGATGGTCTTGGATACGAGGCC

BlongMC2-spacer66  BadTF06-29ph2 100.000 4.47e-11

BlongMC2-spacert6 Badl-11phl 100.000 4.47e-11

Blong-
- 100. 7.33e-1 AT TTCGATGGTCTTGGATACGA
BlongMC2-spacer97 CECT7210.2ph3 00.000 33e-10 GATGCGTTCGATGGTCTTGG CGAGGCC
Blong-
- . 7.33e-1 AT TTCGATGGTCTTGGATACGA
BlongMC2-spacer97 CCUG30698ph3 100.000 33e-10 GATGCGTTCGATGGTCTTGG CGAGGCC

BlongMC2-spacer97 BlongAPC1462ph1  100.000 7.33e-10 GATGCGTTCGATGGTCTTGGATACGAGGCC
BlongM(C2-spacer97  Blong72Bphl 100.000 7.33e-10 GATGCGTTCGATGGTCTTGGATACGAGGCC
BlongMC2-spacer97  Blong157Fphl 100.000 7.33e-10 GATGCGTTCGATGGTCTTGGATACGAGGCC
BlongMC-42-spacerl
0
BlongMC-42-spacerl
0
BlongMC-42-spacer1 BiftMGYG-HGUT-0
0 2396ph1
BlongMC-42-spacer1
0
BlongMC-42-spacer2 BlongMCC10081ph
26 1
BlongMC-42-spacer2 Blong-
26 CECT7210.2ph3

BlongAF04-13ph1  100.000 4.47e-11 ACTTGGCGCGGGGTCTTITGGGCGTCGGCTGT

BifTF06-13ph1 100.000 4.47e-11 ACTTGGCGCGGGGTCTTTTGGGCGTCGGCTGT
100.000 4.47e-11 ACTTGGCGCGGGGTCTTTTGGGCGTCGGCTGT
BifAM18-11phl 100.000 4.47e-11 ACTTGGCGCGGGGTCTTTTGGGCGTCGGCTGT
100.000 447e-11  CGGGGTTGGCGAGCGTCITGTTGAGGAACGTG

100.000 5.79e-10 GGGTTGGCGAGCGTCTTGTTGAGGAACGTG
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BIO“gMC;ZSPaCGQ c CUE;&%’ sy 100000 57910 GGGTTGGCGAGCGTCTTGITGAGGAACGTG
BIO“gMCSZ'SPaCEQBlo“gMCflmg’Oph 100.000  447e-11 TCGTTGTCTGAAAGAATCGAATCCAAACCCAA
Blo“gMcgz'SpacerzBlongMCZClOOSlph 100000  447e-11  TCGTTGTCTGAAAGAATCGAATCCAAACCCAA
Blo“gMczz'Spacerz BlongBifido_06phl 100.000  4.47e-11 TCGTTGTCTGAAAGAATCGAATCCAAACCCAA
BlongMczz'Spacerz BifPRI1ph2 100000  447e-11  TCGTTGTCTGAAAGAATCGAATCCAAACCCAA
BlongMCéiz'Spacerz BlongTF01-22phl ~ 100.000  6.63e-11 GTTGCCGTCGGTGTCGGCCTTGACGCCGAAGTA

BlongMC-42-spacer5
0
BlongMC-42-spacer5
0

BlongMC-42-spacer5 Blong-

0 CCUG30698ph3
BlongMC-42-spacer5
0
BlongMC-242-spacer7 BlongAM16-2ph1  100.000 447611 GCCGGCGCCGACATG?AGGAGCTGAAGGAGG
BlongMC-42-spacer7 BlongMCC10130ph
4 1
BlongMC-42-spacer8 BlongAF04-13ph1  100.000 4.47e-11 GTGGCCGGCCATGGCACGCAGATGGACAAGTT
BlongMC-42-spacer8
0
BlongMC-42-spacer8
8
BlongMC-42-spacer8 BlongMCC10101ph
8 1
BlongMC-42-spacer8
8
BlongMC-42-spacer8
8
BlongMC-42-spacer8
8
BlongMC-42-spacer8
8
BlongMC-42-spacer9 BlongU-

BlongAPC1462phl  100.000 447e-11  GCGTCGGCCTCGCCITCGCGCCCCGGCTGCAG
Blong72Bphl 100.000 4.47e-11  GCGTCGGCCTCGCCTTCGCGCCCCGGCTGCAG
100.000 1.61e-10 GCGTCGGCCTCGCCTTCGCGCCCCGGCTGCA

Blong157Fphl 100.000 1.61e-10 GCGTCGGCCTCGCCTTCGCGCCCCGGCTGCA

100.000 4.47e-11 GACGTGGCCTCCATGGGACAGAAGCTCGCCGA

Brelw01phl 100.000 447e-11 GATACCCCAATGAGTGCGCCGATACCAAACCT
BlongTMO01-1ph1l  100.000 4.47e-11 GAAGCCGCTGATGATGCTGGAGCCTGCGTCGT
100.000 447e-11  GAAGCCGCTGATGATGCTGGAGCCTGCGTCGT

BlongGT15ph3 100.000 4.47e-11  GAAGCCGCTGATGATGCTGGAGCCTGCGTCGT
BlongEK5ph1 100.000 4.47e-11 GAAGCCGCTGATGATGCTGGAGCCTGCGTCGT
BlongDS15_3ph1l  100.000 447e-11 GAAGCCGCTGATGATGCTGGAGCCTGCGTCGT
BlongBB-79ph1 100.000 4.47e-11 GAAGCCGCTGATGATGCTGGAGCCTGCGTCGT

100.000 4.47e-11 GGCTTCCGCAGCGCGGTCGACAAGGAGATGCG

8 MA3015phl
Blo“gMC';z'SpacergBlo“gMclc10116ph 100.000  447e-11  GGCTTCCGCAGCGCGGTCGACAAGGAGATGCG
Blo“gMC':z'SpacergBlo“gMclclomph 100.000  4.47e-11 GGCTTCCGCAGCGCGGTCGACAAGGAGATGCG
Blo“gMC':z'SpacergBlongMclcmwOph 100.000  4.47e-11 GGCTTCCGCAGCGCGGTCGACAAGGAGATGCG
BlongMC';z'SpacergBlongMCme%ph 100000  447e-11  GGCTTCCGCAGCGCGGTCGACAAGGAGATGCG
BIO“gMC';Z'SPacergBlo“gMcflomph 100000  447e-11  GGCTTCCGCAGCGCGGTCGACAAGGAGATGCG
BIO“gMC';Z'SPacergBlo“gMCfloo‘%ph 100000  447e11  GGCTTCCGCAGCGCGGTCGACAAGGAGATGCG

BlongMC-42-spacer9
8
BlongMC-42-spacer9 BlongMCC10115ph  100.000 1.6le-10 GGCTTCCGCAGCGCGGTCGACAAGGAGATGC

BlongLO-K29aphl  100.000 4.47e-11 GGCTTCCGCAGCGCGGTCGACAAGGAGATGCG
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8 1
Blo“gMC':z'SpacergBlongMclchth 100000  161e-10  GGCTTCCGCAGCGCGGTCGACAAGGAGATGC
BlongMCCe(r:;gO%'Spa BlongTMO1-1ph1 ~ 100.000  5.49e-09 TCCATCTCCTGTTCGAGCAGTCCTATCG
BlongMCCe(r:;gO%'SpaBlongMCIC10101ph 100.000  5.49e-09 TCCATCTCCTGTTCGAGCAGTCCTATCG
BlongMif;SO%'sPa BlongGT15ph3  100.000  5.49e-09 TCCATCTCCTGTTCGAGCAGTCCTATCG
BIO“gMif;;)OO6'Spa BlongDS15_3ph1  100.000  5.49e-09 TCCATCTCCTGTTCGAGCAGTCCTATCG
BlonngeS;gO%'Spa BlongBB-79ph1  100.000  5.49e-09 TCCATCTCCTGTTCGAGCAGTCCTATCG
BlongMCCeS;gO%'Spa BlongAF30-12ph2  100.000  5.49e-09 TCCATCTCCTGTTCGAGCAGTCCTATCG
Blonglvlciﬁggow'sm - CE;Z?%._2ph , 100000 54909 GGCCTCAAGTTCGCGCGTCGTCTCGATG
Blonglvlc(eﬁgg()()%sm Blong72Bphl  100.000  5.49¢-09 CGAACATCGTCCGCAACTTCATTGATAA
Blonghiiﬁggm%pa Blong157Fphl  100.000  5.49e-09 CGAACATCGTCCGCAACTTCATTGATAA
Blongl\/[ciﬁgow's}’a Brelw01phl 100.000  5.49e-09 GGAGGATTTTCATGTCGATATCCATAGT
BlongMCCef;Sm'Spa Blong105-Aphl  100.000  5.49e-09 CTTGGACGACGAGACCGGCAAACTGATC
Blonngelefou'Spa BlongAF04-13ph1  100.000  5.49e-09 GATGGACTGGTCAGCAGCGTCAGCATCG
BlongMilefm'SPa Blong105-Aphl  100.000  5.49e-09 GATGGACTGGTCAGCAGCGTCAGCATCG
BlongMif;£023'5Pa BreNRBBO2phl ~ 100.000  5.49e-09 ACGCGGCGCTGATGACCGCGATAGCGCA
Blo“glviiﬁg;og’?"s}’a BreDRBB28phl ~ 100.000  5.49e-09 CCTCCCAGCGGATACCTGCACGTGCGGT
Blo“gl\’[ccegg(;033'5paBreCNCI\fI'4321ph 100.000  5.49e-09 CCTCCCAGCGGATACCTGCACGTGCGGT
Blonglvlczﬁggow'sf’a Bre689bph1 100.000  5.49e-09 CCTCCCAGCGGATACCTGCACGTGCGGT
Blonngefglgm'Spa BreNRBB52phl 100000  5.49¢-09 GTTGCGGTCGCCGGCCTTGTACAGGTCG
BIO“gMifglgm'sPa BreNRBB5Ophl ~ 100.000  5.49e-09 GTTGCGGTCGCCGGCCTTGTACAGGTCG
Blo“gMCCeng“'SpaBlongMC1ClOO79ph 100.000  5.49e-09 AGTGGTCGGCTCCGGATAAATGCGAGCT
Blo“gMCCef;SO‘”'SpaBlongMclcmOth 100.000  5.49e-09 AGTGGTCGGCTCCGGATAAATGCGAGCT
BIO“gMCCef;;)O“'SpaBlongMC1ClOO64ph 100.000  5.49e-09 AGTGGTCGGCTCCGGATAAATGCGAGCT
BlongMCCef;gO“'SpaBlongMCfloo44ph 100.000  5.49e-09 AGTGGTCGGCTCCGGATAAATGCGAGCT
BlongMifégm'sPaBlongMCme%ph 100.000  5.49e-09 AGTGGTCGGCTCCGGATAAATGCGAGCT
BIO“gMifslg 041-5P3 g 1 eLO-K29aph1  100.000  5.49-09 AGTGGTCGGCTCCGGATAAATGCGAGCT

cerl32 1

TTCGTCGGCGAACGCCTCGGCGGGCGTGCGG-
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TAGCCGAGCACGCGCAT
BlongMCESlgom'Spa BlongSu859phl  100.000  5.49e-09 TGTTCTTGCGCGGCCTTCCCCGCCGACA
BlongMCCe(r:;gom'Spa CE C$173r11§._2ph , 100000  124e11  CCATTGGGTTATCGTGTGGCCGGAGATGCACGC
Blongl\dciﬁlz(?ﬂ'sm BlongF8phl 100.000  5.49e-09 ACGCAGAAACCATAGACGTCGTGCCAAC
Blongl‘/lciﬁlz%on'sm BlongBG7phl  100.000  5.49e-09 ACGCAGAAACCATAGACGTCGTGCCAAC
Blongl\/[ciﬁggom's}’a Blong157Fphl  100.000  5.49e-09 TTCTACCTGTTCAATGCTTTCGATGTTG
BlongN[CCeg;?%'Spa BlongTMO1-1ph1 ~ 100.000  1.67e-09 ATCCCCGACCGTACCGCGTTCTTTGATTT
Blongl\:ﬁ;g()%'sf’aBlongMclcmmph 100.000  1.67e-09 ATCCCCGACCGTACCGCGTTCTTTGATTT
Blonglvlc(e:ﬁ;g()f;@wa BlongGT15ph3  100.000  1.67e-09 ATCCCCGACCGTACCGCGTTCTTTGATTT
Blongl‘/lc(e:ﬁ;?%'sm BlongDS15_3phl ~ 100.000  1.67e-09 ATCCCCGACCGTACCGCGTTCTTTGATTT
BIO“gMCSﬁégO%'Spa BlongBB-79ph1  100.000  1.67e-09 ATCCCCGACCGTACCGCGTTCTTTGATTT
Blo“gMCESBgO%'Spa BlongAF30-12ph2  100.000  1.67e-09 ATCCCCGACCGTACCGCGTTCTTTGATTT
Blo“gl\/[cceg;g()%'sf’a BreNRBBO2phl ~ 100.000  5.49e-09 AGACCTGATTATCCCCGTCTTGGAGCGC
Blonngef;;)O%'Spa BlongAF08-2ph2  100.000  5.49e-09 TCTATGAGGATCTGCTACGCCCCATCAA
BlongMiS;£097_spaBlongBifid0_03phl 100.000  5.49e-09 CACATACGACTATTCCAACGCGGATTTG
BlongMCC10097-spa  BlongU- 100.000  5.49e-09 TTCCAATTCGACAGGATGCTTCCAATCC
cer54 MA3015ph1
Blo“gMCCef;fOW'SpaBlongMCflolooph 100.000  5.49e-09 TTCCAATTCGACAGGATGCTTCCAATCC
Blo“gMCCe(;;fow'Spa c CUzggggpm 100.000  5.49e-09 GGTCTGCTGAGGCTGCTGTGGCGCGTAC
BlongMCCe(rj;gOW'Spa BreNRBBOIph2 ~ 100.000  1.67e-09 GGCTATTCCGGCTCCATGCCGTCCGAGGT
Blonnge(r:;gOW'SpaBreDSMzoz13.3ph2 100.000  1.67e-09 GGCTATTCCGGCTCCATGCCGTCCGAGGT
Blonghiiﬁllglo&sf’a BlongAM16-2ph1  100.000  5.49e-09 GTGGTCGCGCACATACGCGGTCTTGCCC
Blo“gl\/ifﬁlzgl%'s}’aBlongMclclooglph 100.000  5.49e-09 GACGTGGTCGATGAGCACGACCGCTGGC
Blo“gMCCe(rjglgl%'Spa BreNRBBOlph2 ~ 100.000  5.49e-09 CCTTCGCTCCACTTGTCAGGCACGCCAT
BIO“gMCCeS;g106'SpaBreD5M20213.3ph2 100.000  5.49e-09 CCTTCGCTCCACTTGTCAGGCACGCCAT
BlongMCCe(r:;gm'Spa BlongTMO1-1ph1 ~ 100.000  1.67e-09 CCCCGCAATCGTTCGTAAGCGCGTTGGAG
BlongMif;g120'SPaBlongMCf1mmph 100.000  1.67e-09 CCCCGCAATCGTTCGTAAGCGCGTTGGAG
BlongMif;gm'sPa BlongGT15ph3  100.000  1.67e-09 CCCCGCAATCGTTCGTAAGCGCGTTGGAG
BIO“gMif;glzo'Spa BlongDS15_3ph1 ~ 100.000  1.67e-09 CCCCGCAATCGTTCGTAAGCGCGTTGGAG
BlongMCC10120-spaBlongBB-79ph1  100.000  1.67e-09 CCCCGCAATCGTTCGTAAGCGCGTTGGAG
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Blo“gMCCef;gm'Spa BlongAF30-12ph2  100.000  1.67e-09 CCCCGCAATCGTTCGTAAGCGCGTTGGAG
GAAAGGGCTCAACCACAAGGAGAACAAC-
CATGTTCCTCAAC-
BIO“gMCCfS 126-spa BrECNCI\f’A‘gzlph 99.000 1.76e-46 CACACACCCCGTCATGTCCGAT-
et TCGTCGCGGCCCCGCCGGAAGGCGG-
CATGGCTTCCGG
GAAAGGGCTCAACCACAAGGAGAACAAC-
CATGTTCCTCAAC-
Blo“gMCfllg 126-spa Blongssf’ﬁ?’-m‘)d 99.000 1.76e-46 CACACACCCCGTCATGTCCGAT-
< P TCGTCGCGGCCCCGCCGGAAGGCGG-
CATGGCTTCCGG
Blo“gMCCelegm'Spa BadP2P3phl 100000  6.95e-10  TGTTCGCGCAGAACGGCACCATCGGCGCCG
BlongNG}AS;)l-spacerl BreLMC520ph3 100.000 3.690-12 TGGCGGTCGAATCT?FAC(;GTGCTGGCCTACAG—
BlongN3A5;)1—spacer1 BreBR3ph2 00,000 36912 TGGCGGTCGAATCTﬁ%iGTGCTGGCCTACAG—
BlongN3A01-spacerl Blong- 100000 36001y  TGGCGGTCGAATCTCAGGTGCTGGCCTACAG-
58 CECT7210.2ph3 ' ' TCA
BlongN3A01-spacerl Blong- 100000 36001y  TGGCGGTCGAATCTCAGGTGCTGGCCTACAG-
58 CCUG30698ph3 ' ' TCA
BlongN3A5(8)1-spacer1 BlongAPCI46Zphl 100000  3.6%-12 TGGCGGTCGAATCTCTzéiGTGCTGGCCTACAG-
BlongNG}AS;)l-spacerl Blong72Bphi 100.000 3.690-12 TGGCGGTCGAATCT?FAC(;GTGCTGGCCTACAG—
BlongNBi;gl—spacerl BlonglS7Fphl 100000 369012 TGGCGGTCGAATCTﬁ%iGTGCTGGCCTACAG—
BlongNBzzgl—spacerl BreLMCS20ph3 100000 36912 CATGCCCCTCACCCC((Z;C(;:AAATCGCCGCCCAAT
BlongNSzzgl—spacerl BreBR3ph2 00000 36912 CATGCCCCTCACCCC((?;C(;:AAATCGCCGCCCAAT
BlongN3A681-spacer1 BlongAPCI46Zphl 100000  3.6%-12 CATGCCCCTCACCCC%((SZAAATCGCCGCCCAAT
BlongN3A681-spacer1 Blong72Bphl 100000 369012 CATGCCCCTCACCCC(é(éAAATCGCCGCCCAAT
BlongN3A681—spacer1 Blong157Fphl 100.000 3.690-12 CATGCCCCTCACCCCCc(éAAATCGCCGCCCAAT
BlongN3A01-spacer2BlongMCC10081ph GGCAAGTAAAAACGCCTCCTCCAGCTGGCAG-
) ) 100.000  3.69-12 e
BlongN3A01-spacer2 Blong- 100000 36001y GOCAAGTAAAAACGCCTCCTCCAGCTGGCAG-
4 CECT7210.2ph3 ' ' TTC
BlongN3A01-spacer2 Blong- 100000 34901y COCAAGTAAAAACGCCTCCTCCAGCTGGCAG-
4 CCUG30698ph3 ' ' TTC
BlongN3A0l-spacer2  BlongVKP- 100000 36001y  COCCACCCGCGCCGCGATCAGCCCGGCCAG-
8 MAc-1636ph1 ' ' CATG
BlongN3A801-spacer2BlongBi fido 06ph1 100000 369612 CGCCACCCGCGCCCé(i(:}éTCAGCCCGGCCAG-
BlongN3A01-spacer3BlongMCC10040ph AATCCCACACGTCGCTCATCGGCTTCAACAC-
100.000  3.69-12
2 2 GTT
BlongN?"Af Lspacer3 g oNRBB52phS 100000  172e-10  GGAGGCTGCGGCAAACACAAGGGGCTCTGCG
Blo“gNSAfl'Spacer?’ BreMCC1605ph1 100000  1.72e-10 GGAGGCTGCGGCAAACACAAGGGGCTCTGCG
BlongN3AQ1-spacer3 BreDRBB28ph5 100.000 1.72e-10 GGAGGCTGCGGCAAACACAAGGGGCTCTGCG
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4
Blongmim'sf’a“eﬁ BreDRBB26phl  100.000  1.72e-10 GGAGGCTGCGGCAAACACAAGGGGCTCTGCG
Blor‘gmim*paceﬂ Bre017W439ph2  100.000  1.72e-10 GGAGGCTGCGGCAAACACAAGGGGCTCTGCG

BlongMCC10115ph ACGCCGCCCGAGACCTTGACGATTTTCTT-
BlongN3AOQ1-spacer4 1 100.000 3.21e-13 GGTTATC
BlongN3A01—spacer4BlongMC1ClOl1lph 100000  695e-10  ACGCCGCCCGAGACCTTGACGATTTTCTTG
BlongN3A01-spacer4BlongMC2ClOO4Oph 100000  695¢-10  ACGCCGCCCGAGACCTTGACGATTTTICTTG
BlongN3A01-spacer4BlongMCC10077ph 100.000 3.690-12 CGAAGGAGCCGTGGATGGGAT-

1 1 TTCTGAACAATCT
BlongN3A01-spacer4BlongMCC10064ph 100.000 3.690-12 CGAAGGAGCCGTGGATGGGAT-

1 1 ' ove TTCTGAACAATCT
BlongN3A01-spacer4BlongMCC10044ph 100.000 3.69-12 CGAAGGAGCCGTGGATGGGAT-

1 1 ' o7e TTCTGAACAATCT
BlongN3A0L-spacer4BlongMCC10088ph | o o CGAAGGAGCCGTGGATGGGAT-

1 1 ' 7e TTCTGAACAATCT
BlongN3A01-spacerd CGAAGGAGCCGTGGATGGGAT-

) BlongLO-K29aphl ~ 100.000  3.69-12 TTCTOAACAATCT
BlongN3A01-spacer4BlongMCC10079ph | o o CGTAGGCTGTGCGAATCTTGTCCTCGTT-

3 1 ' ' GGCCTTGC
BlongN3AQ1-spacer5 TITGATTTCGGCAT-

; BlongTMO01-1ph1  100.000  1.09-12 ACCOTTCOATCOCCACCCCEA
BlongN3A01-spacer5BlongMCC10101ph 100.000 1.09e-12 TTTGATTTCGGCAT-

0 1 ' e ACCGTTCGATGCCGACCCGGA
BlongN3A01-spacer5 TTTGATTTCGGCAT-

) BlongGT15ph3  100.000  1.09e-12 ACCOTTCOATCOCCACCCGEA
BlongN3A01-spacer5 TTTGATTTCGGCAT-

) BlongDS15_3ph1 ~ 100.000  1.09e-12 ACCOTTORATGCCOACCCCEA
BlongN3AO01-spacer5 TTTGATTTCGGCAT-

; BlongBB-79ph1  100.000  1.09e-12 ACCOTTORATCCCCACCCGEA
BlongN3AQ1-spacer5 TTTGATTTCGGCAT-

; BlongAF30-12ph2 ~ 100.000  1.09e-12 ACCOTTCOATCOCCACCCGEA
Blongmim'sf’acerS BlongTMO1-1phl ~ 100.000  4.47e-11 AAGCAGGGCATCCTGCCCGTCAAGTTCGCCGC
Blor‘gmAfl'SpacerSBlongMCfmwlph 100000  447e-11  AAGCAGGGCATCCTGCCCGTCAAGTTCGCCGC
BlongN?"Zm'sPacer‘r’ BlongGT15ph3  100.000  447e-11  AAGCAGGGCATCCTGCCCGTCAAGTTCGCCGC
Bl AO1-

ongN3 40 SPACIY BlongDS15 3phl  100.000  447e-11  AAGCAGGGCATCCTGCCCGTCAAGTTCGCCGC
Blo“gNg"ZOl'SpacerE’ BlongBB-79phl  100.000  447e-11 AAGCAGGGCATCCTGCCCGTCAAGTTCGCCGC
Blongmim'sf’a“eﬁ BlongAF30-12ph2  100.000  447e-11  AAGCAGGGCATCCTGCCCGTCAAGTTCGCCGC
BlongVKP- CCGGCCGCTGATTCGGCCATGTCGCCGGCAC-
BlongN3AO01-spacer6 MAc-1636phl 100.000 1.09e-12 CACG
TGATT ATGT AC-
BlongN3AOQ1-spacer6 BlongBifido_06phl  100.000 1.09e-12 CCEEECGCTG Cgfgg CTCGCCEEEAC
BlongN3A01-spacer7BlongNCTC11817p 100.000 369012 ACTGCCCGAATGATTCGGGTG-

2 h3 ' o7e GAGGTTTCATCGA
BlongN3A01-spacer7 GGCCTCATCTCGTGAAGAACGTACACTGAG-

Y BlongAF08-2ph2  100.000  2.76e-14 CATTOTC
BlongN3AQ1-spacer8  Brelw(Qlphl 100.000 6.17e-10 TATTGGCATGGTTCGGTGGTGATGAACATT
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CAGCTGATTTCGTGAAGAACGTACGCTGAA-
BlongN3AQ1-spacer8 GATGCCCCCGGTGTCAC-
1 BlongAFO8-2ph2 100000 3.77¢-48 40 ATGACTGTTTTCGGTATGGAAGGCGGCG-
CAGCAAGGTGTCCTAGGCTAATA
BlongN3A01-spacer9 GGTACACCCAGCCTCGCGAGCAGAG-
3 BreUMB0089ph2  100.000 3.92e-12 CATCGTGCA
BlongMCC10079ph GTTGATTCTGGCCGTCATCCGGAATT-
Blongssp_3-spacer23 1 100.000 1.09e-12 GTCGCCGGC
Blongssp_3-spacer25 Blong157Fphl 100.000 2.22e-09 ACGTTGCCGCCCGCGAAGCAGATATCACC
BlongMCC10079ph CTTCACTCGGTCACGGAAACGGCCGGTT-
Blongssp_3-spacer27 1 100.000 3.21e-13 GCGGCTCC
Blongssp_3-spacer29  BreSC95phl 100.000 6.17e-10 ATGGCGGCGGTGTACTTGCTGCGGTCGGTC
BlongVKP- TTCGAGGAGAACGTCAATGTCACGCAAC-
Blongssp_3-spacer31 MAc-1636ph1 100.000 1.24e-11 CCAAA
BlongMCC10130ph TTCGAGGAGAACGTCAATGTCACGCAAC-
Blongssp_3-spacer31 1 100.000 1.24e-11 CCAAA
TTCGAGGAGAACGTCAATGTCA AAC-
Blongssp_3-spacer31 BlongBifido_06ph1  100.000 1.24e-11 CCAGGAGAACGTC CTCACGCAAC
CGAAA
Blon- AGGCATGGGTAAAGCGCGA-
Blongssp_3-spacer33  \ rcys697.0ph 100000 10%-12 TAAGGCGGCTCGAATC
- CTCGACCCGTTCCGAGTTCGGCGAC-
Blongssp_3-spacer39 BlongBifido_06ph1  100.000 3.69e-12 CGCCAGATG
BlongMCC10130ph TGTCCCATGGAGGCCACGTCCTT-
Blongssp_3-spacer41 1 100.000 3.69e-12 GGCGAGGTCCT
Blongssp_3-spacer4l BreUMB0089ph2  100.000 1.72e-10 CCCATGGAGGCCACGTCCTTGGCGAGGTCCT
A TGAGCTGTTGCA TCT ACAG-
Blongssp_3-spacer47 BreUMB0089ph2  100.000 3.69e-12 CECCIGAGCTG T(";F(":F CGCG CTCCCACAG
Blongssp_3-spacer 47]3101r1gMC1(110130ph 100.000 3.69e-12 AGGGCTGAGCTGT"I:FCFJFSZFQGCGTCTCCCACAG-
Blongssp_3-spacer 47BlongMC2ClOOSlph 100.000 3.69e-12 AGGGCTGAGCTGT"I:FC;EIZéGCGTCTCCCACAG-
Blon- AGTTATTGCCGTACGGCATGGCGTGAA-
Blongssp_3-spacer49 ¢ ATCC15697.2ph1 100.000 3.6%-12 GCCGCCG
Blon- CATGTACGGCGAGTTGGATGGTTT-
Blongssp_3-spacer55 ¢ AM39-8ACphl 100.000 3.21e-13 GGAGGCGGCGAG
TACGCGGCACCACGCATATGGTTCCTCG-
Blongssp_3-spacer61  BlongF8phl 100.000 1.09%e-12 GAGCCAA
. TACGCGGCACCACGCATATGGTTCCTCG-
Blongssp_3-spacer61 BifBIO5480phl 100.000 1.09%e-12 GAGCCAA
o GAGCTGGACTCG-
Blongssp_3-spacer67 BlongBifido_06phl  100.000 1.09%e-12 GAGGTCGCCGTCCTTCGCGGTGG
ACCAAAAACGCCCCCACGCCCGCCAC-
Blongssp_3-spacer69  BreSC95phl 100.000 3.69e-12 CGAAAACA
TAAGGCCCACGGGTGGTCGG-
CATGCCTTTCCGCCTAAACCCGAAAAAC-
Blongssp_3-spacer72  BreBR3ph3 100.000 1.77e-41 CTTCGTGACTAAAACCTCAACTTCC-
TATTGAACAAAAACA
BlongssP—f'Spaceru BreMCC1605phl  100.000  4.47e-11 TTGAACGCCAGCAGCTCGCAGACGGCACGGAA
BlongssP—f'SPaceﬂz BreLMC520ph3 ~ 100.000  447e-11 TTGAACGCCAGCAGCTCGCAGACGGCACGGAA
BlongSSP—f'SPaceﬂz BreDRBB28ph5 100000  447e-11 TTGAACGCCAGCAGCTCGCAGACGGCACGGAA
BlongSSp—f'SPaceﬂz BreDRBB26phl  100.000  447e-11 TTGAACGCCAGCAGCTCGCAGACGGCACGGAA
Blongssp_5-spacer12 BreBR3ph2 100.000 4.47e-11 TTGAACGCCAGCAGCTCGCAGACGGCACGGAA
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1
BlongSSp-f'Spacerlz Bre082W48phl 100000  447e-11 TTGAACGCCAGCAGCTCGCAGACGGCACGGAA
Blor‘gSSp—: SPacerlZ gl ongls7Ephl 100000 447e11  GTTGACGTGTCATTCGCAGICATTTGGTGTGC
Blongssp_5-spacer27 Blong157Fphl 100.000 4.47e-11  GGTGTCGCCCCGAATACAGACCACATGCCCAT
Blongssp_5-spacer61 BifAM12-10phl 100.000 4.47e-11 AACGCGCTTCCCGACAACCCGATGAGCATGTA
Blongssp_7-spacer16 Blong-

] CECTal00phs 100000 208009 ATGCAGTTGCGTTCCACCCGTTCGCCCTC
BlongSSp—g'SPacerm BreSC95pht 100000 57910  CGCGGAAGCTGGTCGGTGGAATCCACCATC
BlongSSp-g SPacerl? plongTFO1-22ph1 100000  447e-11  TAGGCTTCGGCGATGTCCTGACGGCATTCGAT
BlongSSp-g spacer3d g oNRBB52ph5 100000 5.49e-09 ATGGGCGGCCGCACGCATGCGTGGACGA
BlongSSp—g spacerdd g MCC1605ph1 100000 5.49e-09 ATGGGCGGCCGCACGCATGCGTGGACGA
BlongSSp—g spacerdd g IMC520ph3 100000 5.49e-09 ATGGGCGGCCGCACGCATGCGTGGACGA
BlongSSp—g spacerdd g DRBB28ph5 100000  5.49-09 ATGGGCGGCCGCACGCATGCGTGGACGA
BlongSSp—g spacerdd g DRBB26phl 100000  5.49-09 ATGGGCGGCCGCACGCATGCGTGGACGA
BlongSSp-g spacer3d g eBR3ph2 100.000  5.49e-09 ATGGGCGGCCGCACGCATGCGTGGACGA
Blor‘gSSp—g spacerdd g .0s2wWdsphl 100000 5.49e-09 ATGGGCGGCCGCACGCATGCGTGGACGA
BlongSSp—g spacerdd g 017W439ph2 100000 5.49-09 ATGGGCGGCCGCACGCATGCGTGGACGA
Bl 7- 4

OngSSP—O SPacerdd gy nglO-K29bphl  100.000  5.49e-09 ATGGGCGGCCGCACGCATGCGTGGACGA
Blongssp_7-spacer34 Blong- 100.000  5.49e-09 ATGGGCGGCCGCACGCATGCGTGGACGA

0 CECT7210.2ph3 ' :

BlongSSp-Z'Spacem BlongE18ph4  100.000  5.49e-09 TTCGGACTCGGCGAGGCGGCGACAGTCG
BlongSSp-Z'Spacem BlongBB-79ph2  100.000  5.49e-09 TTCGGACTCGGCGAGGCGGCGACAGTCG
Blongssp_7-spacer34 Blon- 100.000  5.49e-09 TTCGGACTCGGCGAGGCGGCGACAGTCG
4 gAF34-9ACphl

Blong-
Blongssp_7-spacerdd  p o) o 100000 447611 GAGTTTCAAGGATGACCGACATCTACGGATAC
Blongssp_7-spacer78  BlongEK5phl 100000  1.6le-10  TCGCAGGCGTCATCACCGCCGTATCCTCCGC
Blongssp_7-spacer80  BlongEK5phl 100.000 4.47e-11  TTGCCGGTGTACGCGCCGTTGGCGAGCATGGC
Blongssp_7-spacer82  BlongEK5phl 100000  4.47e-11  AATCCGATGATGTTGTTCACGCACGAGCCGAT
Blongssp_7-spacer84  BlongEK5phl 100000  447e-11  TCGTCGCCGATGGTGCCTTCCATCGTCCATGT

CACTCAGACTGATCGCACTGGTGTT-
Blongssp-spacer10 Brelw01phl 100.000 1.09e-12 GAGCGAGGCG
BlongNCTC11817p CACTCAGACTGATCGCACTGGTGTT-

Blongssp-spacer10 h3 100.000 1.09e-12 GAGCGAGGCG

Blong-
Blongssp-spacerl16 o cande s 100000 17210 TGGTATGACGATGCCCGTGTTCGCGTICGGG

ACGCAGACGCTTCCCAATGCGTTCCAG-

Blongssp-spacerl2 BreUMB0089ph2  100.000 1.09e-12 TCCGTCGT

B ACGCAGACGCTTCCCAATGCGTTCCAG-
Blongssp-spacer12 BlongBifido_04phl  100.000 1.09%e-12 TCCGTCGT
Blongssp-spacer130  BlongPC4phl 100.000 1.24e-11 CGGACAATATCGAACAGGCGTATTAC-
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GGATACA
TTGCACTGCCGGAACCGTTCAATCGTG-
Blongssp-spacer142  BreNRBBO1ph2 100.000 3.69e-12 TAGCGTT
TTGCACTGCCGGAACCGTTCAATCGTG-
Blongssp-spacer142 BreDSM20213.3ph2  100.000 3.69%e-12 TAGCGTT
Blongssp-spacer154 BreNRBB01ph2 100.000 4.77e-11 TCGGCCAACTCCGCAAGGAAGGACTATTGCCG
Blongssp-spacer154 BreDSM20213.3ph2  100.000 4.77e-11  TCGGCCAACTCCGCAAGGAAGGACTATTGCCG
Blongssp-spacer154 BreDRBB30ph3 100.000 4.77e-11 TCGGCCAACTCCGCAAGGAAGGACTATTGCCG
BreCNCMI-4321ph
Blongssp-spacer154 re 3 PR 100.000 4.77e-11 TCGGCCAACTCCGCAAGGAAGGACTATTGCCG
GAGAACGCGCGCAAGTTCCCCGAACTGTCG-
Blongssp-spacerl6 BreUMBO0089ph2  100.000 1.24e-11 GAA
AGAA AAGTT AACTGTCG-
Blongssp-spacerl6 BlongBifido_06phl  100.000 1.24e-11 CAGAACGLECGC G(ji A CCCCGAACTCTCG
AGAA AAGTT AACTGTCG-
Blongssp-spacerl6 BifPRI1ph2 100.000 1.24e-11 CAGAACGLECEC GGA A CCCCCAACTCTCG
TGCAGGAACTGTT TCTGAACGAG-
Blongssp-spacer20 BreUMB0089ph2  100.000 1.09e-12 CTGCAGGAACTG Gii?gcc CTGAACGAG
Blongssp-spacer20 BlongBifido_04phl  100.000 1.09e-12 CTGCAGGAACTGTgii(;gCGTCTGAACGAG-
BreCNCMI-4321ph TCGCCTGGACGAAAACCAAGGAAGCCTCAC-
Blongssp-spacer32 ” 100.000 1.09e-12 GCAAG
Blongssp__3_mod TCGCCTGGACGAAAACCAAGGAAGCCTCAC-
Bl - 2 - 100. 1.09%e-12
ongssp-spacer3 phi 00.000 0% GCAAG
Blongssp-spacer32 BlongMCC10129ph 100.000 1.09e-12 TCGCCTGGACGAAAACCAAGGAAGCCTCAC-
1 GCAAG
T TGGACGAAAACCAAGGAA TCAC-
Blongssp-spacer32 Bif85Bph2 100.000 1.09e-12 COCCTEOACG CCAAGGAAGCCICAC
GCAAG
Blongssp-spacer36 BlongF8phl 100.000 1.24e-11 GAAAGCCTGTGCGCC??(;F COTECTCACGCCE-
AAA TGT ATCGTGCTCA -
Blongssp-spacer36 ~ BifBIO5480phl 100.000 1.24e-11 G CCCTG GCGCGG AGCG CCTCAGGCCG
Blongssp__3_mod CGCGACGAGGTCGGCAAATGGA-
Bl - — 100. 1.24e-11
ongssp-spacer38 phi 00.000 e TACCCGCCGGC
BlongMCC10129ph CGCGACGAGGTCGGCAAATGGA-
Blongssp-spacer38 1 100.000 1.24e-11 TACCCGCCGGC
Blongssp-spacer38 BreCNCI\;I'4321ph 100000  579%-10  GACGAGGTCGGCAAATGGATACCCGCCGGC
Blongssp-spacer38 BlongF8phl 100.000 5.79e-10 GACGAGGTCGGCAAATGGATACCCGCCGGC
Blongssp-spacerd0 BlongMCC10094ph 100.000 3.690-12 TCGAAGCCGACGCCCTGACTGACCTTGAC-
1 GACGG
Al T ATACCTCT AC-
Blongssp-spacer44  BreNRBB52ph4 100.000 1.24e-11 CeeTCCCs CCGGCG G cerereeceeeac
TCCAAGCAGTGGAAGGACTGG-
Blongssp-spacer54 Brelw01phl 100.000 1.09e-12 CAGGCCGAGGGGAA
TGCTGGTCTGGCAT-
Blongssp-spacer58 BlongE18phl 100.000 3.69e-12 ACCTATGATCGGCTGCCGTC
AGTCTCGATTT ATGATTTGAC-
Blongssp-spacer70 BlongTMO01-1phl  100.000 3.69e-12 CCCCAGTCTCG G A(i(iGCC G GAC
Blongssp-spacer70 BlongMCC10101ph 100.000 3.690-12 CCGCAGTCTCGATTTGCGCCATGATTTGAC-
1 GAAA
AGTCTCGATTT ATGATTTGAC-
Blongssp-spacer70  BlongGT15ph3 100.000 3.69e-12 CCCCAGTCICG G AGACAGCC G GAC
AGTCTCGATTT ATGATTTGAC-
Blongssp-spacer70 BlongDS15_3phl  100.000 3.69e-12 CCCCAGTCICG C AC;CAGCC G CAC
Blongssp-spacer70  BlongBB-79phl 100.000 3.69e-12 CCGCAGTCTCGATTTGCGCCATGATTTGAC-
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Blongssp-spacer70 BlongAF30-12ph2  100.000 3.69%e-12 CCGCAGTCTCGAT(T;ITA(;(;GCCATGATTTGAC_
Blongssp-spacer72 BreUMB0089ph2  100.000 4.47e-11  ATATCCCAGCTGCCAGGCAATATCTGGAACTG
Blongssp-spacer72 BlongBifido_04phl  100.000 4.47e-11 ATATCCCAGCTGCCAGGCAATATCTGGAACTG
CGCTTCACGTGGAGCCGACCATAGTCAAC-
Blongssp-spacer74  BreNRBB52ph5 100.000 3.6%e-12 CAATC
TTCACGTGGA! ACCATAGTCAAC-
Blongssp-spacer74  BreLMC520ph3 100.000 3.6%e-12 CCCTTCACGTGG C(ZCA("ZF% cC GTCAAC
TTCACGTGGA ACCATAGTCAAC-
Blongssp-spacer74 BreJR01phl 100.000 3.69e-12 CGCTTCACGTGGAGCCGACC GTCAAC
CAATC
Blongssp-spacer74  BreDRBB28ph5 100.000 3.69e-12 CGCTTCACGTGGAcc;Ai(;r%ACCATAGTCAAC-
CGCTTCACGTGGAGCCGACCATAGTCAAC-
Blongssp-spacer74  BreDRBB26phl 100.000 3.69%e-12 CAATC
CGCTTCACGTGGAGCCGACCATAGTCAAC-
Blongssp-spacer74 BreBR3ph2 100.000 3.69e-12
CAATC
TTCACGTGGA! ACCATAGTCAAC-
Blongssp-spacer74  Bre082W48phl 100.000 3.6%e-12 CCCTTCACGTGG Cii(;% cc GTCAAC
TTCACGTGGA ACCATAGTCAAC-
Blongssp-spacer74 BlongLO-K29bphl  100.000 3.69e-12 CGCTTCACGTGG CGACACTCé cC GTCAAC
Blong- CGCTTCACGTGGAGCCGACCATAGTCAAC-
Blongssp-spacer74 CCUG30698ph3 100.000 3.6%e-12 CAATC
Blongssp-spacer74 Blong72Bphl 100.000 3.69e-12 CGCTTCACGTGGA(:iii%ACCATAGTCAAC-
CCGGCACCAGCGCCGAGGGCAACATCAC-
Blongssp-spacer80  BreNRBB52ph5 100.000 1.09e-12 CACCATC
Blongssp-spacer82  BreNRBB52ph5 100.000 1.24e-11 ACCGTGCTGCTGCGCATCTCCGACCGCGTCGGC
Blongssp-spacer82 BreMCC1605ph1l  100.000 1.24e-11 ACCGTGCTGCTGCGCATCTCCGACCGCGTCGGC
Blongssp-spacer82  BreLMC520ph3 100.000 1.24e-11 ACCGTGCTGCTGCGCATCTCCGACCGCGTCGGC
Blongssp-spacer82  BreDRBB28ph5 100.000 1.24e-11 ACCGTGCTGCTGCGCATCTCCGACCGCGTCGGC
Blongssp-spacer82  BreDRBB26phl 100.000 1.24e-11 ACCGTGCTGCTGCGCATCTCCGACCGCGTCGGC
Blongssp-spacer82 BreBR3ph2 100.000 1.24e-11 ACCGTGCTGCTGCGCATCTCCGACCGCGTCGGC
Blongssp-spacer82  Bre082W48phl 100.000 1.24e-11 ACCGTGCTGCTGCGCATCTCCGACCGCGTCGGC
Blongssp-spacer82  Bre017W439ph2 100.000 1.24e-11 ACCGTGCTGCTGCGCATCTCCGACCGCGTCGGC
Blongssp-spacer82 BlongLO-K29bphl  100.000 1.24e-11 ACCGTGCTGCTGCGCATCTCCGACCGCGTCGGC
Blong-
Blongssp-spacer82 CECT7210.2ph3 100.000 1.24e-11 ACCGTGCTGCTGCGCATCTCCGACCGCGTCGGC
Blong-
Blongssp-spacer82 CCUG30698ph3 100.000 1.24e-11 ACCGTGCTGCTGCGCATCTCCGACCGCGTCGGC
Blongssp-spacer82  Blong157Fphl 100.000 1.24e-11 ACCGTGCTGCTGCGCATCTCCGACCGCGTCGGC
CAGAAAGGGATAATCATGGCTTT-
Blongssp-spacer86 BreMCC1605ph1 100.000 1.09e-12 GGAAGTGAAGCG
CAGAAAGGGATAATCATGGCTTT-
Blongssp-spacer86 ~ BreLMC520ph3 100.000 1.09e-12 GGAAGTGAAGCG
CAGAAAGGGATAATCATGGCTTT-
Blongssp-spacer86 BreJR01phl 100.000 1.09e-12 GGAAGTGAAGCG
CAGAAAGGGATAATCATGGCTTT-
Blongssp-spacer86 ~ BreDRBB28ph5 100.000 1.09e-12 CGAAGTGAAGCG
CAGAAAGGGATAATCATGGCTTT-
Blongssp-spacer86 ~ BreDRBB26phl 100.000 1.09e-12 CGAAGTGAAGCG
CAGAAAGGGATAATCATGGCTTT-
Blongssp-spacer86 BreBR3ph2 100.000 1.09e-12 CGAAGTGAAGCG
CAGAAAGGGATAATCATGGCTTT-
Blongssp-spacer86  Bre082W48phl 100.000 1.09e-12 CGAAGTGAAGCG
Blongssp-spacer86 BlongLO-K29bphl 100.000 1.09e-12 CAGAAAGGGATAATCATGGCTTT-
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GGAAGTGAAGCG
Blong- CAGAAAGGGATAATCATGGCTTT-
Blongssp-spacer86 CECT7210.2ph3 100.000 1.09e-12 GGAAGTGAAGCG
Blong- CAGAAAGGGATAATCATGGCTTT-
Bl - 100. 1.09e-12
Ongssp-spacerst  -yo3pgogphs  L00-00 09e GGAAGTGAAGCG
CAGAAAGGGATAATCATGGCTTT-
Blongssp-spacer86 Blong72Bphl 100.000 1.09e-12 GGAAGTGAAGCG
CAGAAAGGGATAATCATGGCTTT-
Blongssp-spacer86 Blong157Fphl 100.000 1.09e-12 GGAAGTGAAGCG
Blon- TCCACAGCGAGCCTGTTCATGTCGTAC-
Blongssp-spacer92 ¢ AM39-8ACph1 100.000 3.21e-13 CTGTCAAGC
Blongssp-spacer94 BlongMCC10040ph 100.000 1.09e-12 CCTAACCCAGACCGAAGTGCTGACGCTGAT-
2 TAACT
Blong- CCTAACCCAGACCGAAGTGCTGACGCTGAT-
Blongssp-spacer94 CCUG30698ph3 100.000 1.09e-12 TAACT
ACTGATATGACCGTCTGAAAGATTATCT -
Blongssp-spacer98 BlongTF07-39ph1  100.000 1.09e-12 S GACCG CC Ag A G CTCCG
ACTGATATGA TCTGAAAGATTATCT -
Blongssp-spacer98 BlongTF07-31ph1  100.000 1.09e-12 CTG GACCG CC A(CS; A G CTCCG
Bl TF06-12A! ACTGATATGA TCTGAAAGATTATCT -
Blongssp-spaceros D 1OM8TTOSIZACE 50 00 1.09e-12 CTCATATCACCCICTCAAAG crece
h1 CAGA
ACTGATATGA TCTGAAAGATTATCT -
Blongssp-spacer98 BlongE18phl 100.000 1.09e-12 CTG GACCG CC Ag A G CTCCG
Blongssp-spacer98 BlongAH1206ph2  100.000 1.09e-12 ACTGATATGACCGTEEgﬁAAGATTATCTCCG_
BlongTF01-22-spacer BlongU- 100.000 9.4%0-14 ACGGCATCAGCGGTGCCATCGGCG-
118 MA3015ph1 ) ' GATTGTACGACAA
BlongTF(01-22-spacer BlongMCC10116ph 100.000 9.4%-14 ACGGCATCAGCGGTGCCATCGGCG-
118 1 ' e GATTGTACGACAA
BlongTF01-22-spacer BlongMCC10115ph 100.000 9.4%e-14 ACGGCATCAGCGGTGCCATCGGCG-
118 1 ' e GATTGTACGACAA
BlongTF01-22-spacer BlongMCC10100ph 100.000 9.4%e-14 ACGGCATCAGCGGTGCCATCGGCG-
118 1 ' e GATTGTACGACAA
BlongTF01-22-spacer BlongMCC10093ph 100.000 9.420-14 ACGGCATCAGCGGTGCCATCGGCG-
118 1 ' ' GATTGTACGACAA
BlongTF01-22-spacer BlongMCC10077ph 100.000 9.4%0-14 ACGGCATCAGCGGTGCCATCGGCG-
118 1 ’ ace GATTGTACGACAA
BlongTF01-22-spacer BlongMCC10038ph 100.000 9.4%0-14 ACGGCATCAGCGGTGCCATCGGCG-
118 1 ' e GATTGTACGACAA
BlongTF01-22-spacer BlongMCC10111ph 100.000 1.58e-11 ACGGCATCAGCGGTGCCATCGGCG-
118 1 ' oe GATTGTACG
BlongTF01-22-spacer BlongMCC10040ph 100.000 1.580-11 ACGGCATCAGCGGTGCCATCGGCG-
118 2 ' oe GATTGTACG
BlongTF01-22-spacer ACGGCATCAGCGGTGCCATCGGCG-
118 BlongLO-K29aphl 100.000 1.58e-11 GATTGTACG
BlongTF01-22-spacer Blong-
58 BIC1307292462ph1 100.000 1.24e-11 GTGTTGGTGGACCCGCAGCATGGTTGCGACCAT
BlongTF01-22-spacer Blon-
100. 1.24e-11 TGTTGGTGGA! AGCATGGTT ACCAT
58 g ATCC15697.2ph1 00.000 e GTGTTGGTGGACCCGCAGCATGGTTGCGACC
BlongTF01-22-spacer GTCATGACACATCATGTGTCAC-
BreDRBB28phl 100. 1.09e-12
76 re 8p 00.000 09e GCCGCTAAACTTA
BlongTF01-22-spacer BreCNCMI-4321ph 100.000 1.09-12 GTCATGACACATCATGTGTCAC-
76 1 ' e GCCGCTAAACTTA
BlongTF01-22-spacer GTCATGACACATCATGTGTCAC-
76 Bre689bphl 100.000 1.09e-12 GCCGCTAAACTTA
BlongTF07-31-spacer BlongJSRL02ph2  100.000 4.47e-11 CCGCCAAGGGTGGAGCCCACCGAGACCAGGAT
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7
BlongTF07-31-spacer
7
BlongTF07-31-spacer
7
BlongTF07-31-spacer
7
BlongTF(07-31-spacer
7
BlongTF07-31-spacer
7
BlongTF07-31-spacer
7
BlongTF07-31-spacer
7
BlongTF07-31-spacer
7
BlongTF(07-31-spacer
7
BlongTF07-34-spacer
11
BlongTF07-34-spacer BlongMCC10101ph
11 1
BlongTF07-34-spacer
11
BlongTF07-34-spacer
11
BlongTF(07-34-spacer
11
BlongTF(07-34-spacer
11
BlongTF07-34-spacer
13
BlongTF07-34-spacer BlongMCC10101ph
13 1
BlongTF07-34-spacer
13
BlongTF07-34-spacer
13
BlongTF(07-34-spacer
13
BlongTF07-34-spacer
13
BlongTF07-34-spacer

BlongAF30-11ph1  100.000 4.47e-11 CCGCCAAGGGTGGAGCCCACCGAGACCAGGAT
BadZ]2phl 100.000 4.47e-11 CCGCCAAGGGTGGAGCCCACCGAGACCAGGAT
BadTF06-2ACph1l  100.000 4.47e-11 CCGCCAAGGGTGGAGCCCACCGAGACCAGGAT
BadTF06-10ACph2  100.000 4.47e-11 CCGCCAAGGGTGGAGCCCACCGAGACCAGGAT
BadAM12-59ph1  100.000 4.47e-11 CCGCCAAGGGTGGAGCCCACCGAGACCAGGAT
BadAM12-20phl  100.000 4.47e-11 CCGCCAAGGGTGGAGCCCACCGAGACCAGGAT
Bad AL46-7phl 100.000 4.47e-11 CCGCCAAGGGTGGAGCCCACCGAGACCAGGAT
BadAF28-4ACphl  100.000 447e-11 CCGCCAAGGGTGGAGCCCACCGAGACCAGGAT
Bad22Lphl 100.000 447e-11 CCGCCAAGGGTGGAGCCCACCGAGACCAGGAT
BlongTMO01-1ph1l  100.000 4.47e-11  AACGCGGTACGGTCGGGGATATCGCCGGCCCT
100.000 447e-11  AACGCGGTACGGTCGGGGATATCGCCGGCCCT
BlongGT15ph3 100.000 4.47e-11 AACGCGGTACGGTCGGGGATATCGCCGGCCCT
BlongDS15_3ph1l  100.000 447e-11 AACGCGGTACGGTCGGGGATATCGCCGGCCCT
BlongBB-79phl 100.000 4.47e-11 AACGCGGTACGGTCGGGGATATCGCCGGCCCT
BlongAF30-12ph2  100.000 4.47e-11 AACGCGGTACGGTCGGGGATATCGCCGGCCCT
BlongTMO01-1ph1l  100.000 4.47e-11 CTCATGCTCGCCGAATCCGGTTCGAGCCTGAC
100.000 447e-11  CTCATGCTCGCCGAATCCGGTTCGAGCCTGAC
BlongGT15ph3 100.000 447e-11  CTCATGCTCGCCGAATCCGGITCGAGCCTGAC
BlongDS15_3ph1l  100.000 447e-11  CTCATGCTCGCCGAATCCGGITCGAGCCTGAC
BlongBB-79phl 100.000 447e-11  CTCATGCTCGCCGAATCCGGTTCGAGCCTGAC
BlongAF30-12ph2  100.000 4.47e-11 CTCATGCTCGCCGAATCCGGTTCGAGCCTGAC

BlongTMO01-1phl  100.000 4.47e-11 CAACGGTTCGAGAAGAACATGAAGGGCGTCAA

15
Blo“gTFoféM'SpacerBlongMclcmOlph 100.000  447e-11 CAACGGTTCGAGAAGAACATGAAGGGCGTCAA
BlongTFoféM'sPacer BlongGT15ph3  100.000  447e-11 CAACGGTTCGAGAAGAACATGAAGGGCGTCAA

BlongTF(07-34-spacer
15
BlongTF(07-34-spacer
15
BlongTF07-34-spacer
15
BlongTF07-34-spacer BlongTMO01-1ph1l  100.000 4.47e-11 GTCTGCGCGTGCTGCCCGCCTCGTTGGTGAGC

BlongDS15_3phl  100.000 4.47e-11 CAACGGTTCGAGAAGAACATGAAGGGCGTCAA
BlongBB-79phl 100.000 447e-11 CAACGGTTCGAGAAGAACATGAAGGGCGTCAA

BlongAF30-12ph2  100.000 4.47e-11 CAACGGTTCGAGAAGAACATGAAGGGCGTCAA
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Blo“gTFOZ;%SpacerBlongMclcwlOlph 100000  447e-11  GTCTGCGCGTGCTGCCCGCCTCGTTGGTGAGC
BlongTFof;%SPacer BlongGT15ph3 100000  447e-11  GTCTGCGCGTGCTGCCCGCCTCGTTGGTGAGC
BlongTFof;%SPacer BlongDS15_3phl 100000  4.47e-11  GTCTGCGCGTGCTGCCCGCCTCGTTGGTGAGC
BIO“gTFOZ;M'Spacer BlongBB-79ph1  100.000  447e-11  GTCTGCGCGTGCTGCCCGCCTCGTTGGTGAGC
BlongTF 017;34'5}’“” BlongAF30-12ph2  100.000  4.47e-11  GTCTGCGCGTGCTGCCCGCCTCGTTGGTGAGC
Blo“gTFOZéM'Spacer BlongTMO1-Iph1 ~ 100.000  447e-11 ACCACCATCACCAAAAGCTACGACGTGCGCAA
Blo“gTFOZ?"%SpacerBlongMclcmOlph 100.000  4.47e-11  ACCACCATCACCAAAAGCTACGACGTGCGCAA
BlongTFOZ?"M'Spacer BlongGT15ph3 100000  4.47e-11 ACCACCATCACCAAAAGCTACGACGTGCGCAA
Blo“gTFOZ:"L'Spacer BlongDS15_3ph1  100.000  4.47e-11 ACCACCATCACCAAAAGCTACGACGTGCGCAA
BlongTF 047;4'519“” BlongBB-79ph1  100.000  4.47e-11 ACCACCATCACCAAAAGCTACGACGTGCGCAA
BlongTF OZj‘L'Spacer BlongAF30-12ph2  100.000  4.47e-11 ACCACCATCACCAAAAGCTACGACGTGCGCAA
BlongTFOZ;‘L'Spacer BreDRBB28phl ~ 100.000  4.47e-11 TATCTGACCACGGCTCAGGCGGCGGAATACTT
BlongTFOZéM"SpacerBreCNa\fI’%mph 100.000  447e-11  TATCTGACCACGGCTCAGGCGGCGGAATACTT
Blo“gTFOZ;"L'Spacer Bre689bph1 100.000  447e-11  TATCTGACCACGGCTCAGGCGGCGGAATACTT
Blo“gTFO;;M'Spacer BlongAM16-2ph1 ~ 100.000  4.47e-11  TTGAGCCGTGACCACGGCCGTCTCATCGGCAA
Blo“gTFO;'%Spacer BlongTMO1-1phl ~ 100.000  447e-11 GCCCGCTGACGACCCCGCCGGCCCGTACCCCG
Blo“gTFOZ'%SpacerBlongMclcmwlph 100000  447e-11  GCCCGCTGACGACCCCGCCGGCCCGTACCCCG

BlongTF07-34-spacer
7
BlongTF07-34-spacer

BlongGT15ph3 100.000 447e-11 GCCCGCTGACGACCCCGCCGGCCCGTACCCCG

BlongDS15_3ph1l  100.000 447e-11 GCCCGCTGACGACCCCGCCGGCCCGTACCCCG

7
BlongTF07-34-
ong 073 SPAT BlongBB-79ph1  100.000  4.47e-11 GCCCGCTGACGACCCCGCCGGCCCGTACCCCG
BlongTF07-34-
ong 073 SPA BlongAF30-12ph2  100.000  4.47e-11  GCCCGCTGACGACCCCGCCGGCCCGTACCCCG

BlongTF07-34-spacer
9
BlongTF07-34-spacer
9
BlongTF07-34-spacer
9
BlongTF(07-34-spacer
9
BlongTF(07-34-spacer
9

BlongTF07-34-spacer Blong-
99 CECT7210.2ph3
BlongTF07-34-spacer Blong- 100.000 4.47e-11 GATACGGGCTCGAATGGGGCGACCTCGACCTG

BlongTMO01-1phl  100.000 4.47e-11 CATTTTCATAGCCTGATTTTGGGGTGCCGTCC
BlongGT15ph3 100.000 4.47e-11 CATTTTCATAGCCTGATTTTGGGGTGCCGTCC
BlongDS15_3ph1l  100.000 4.47e-11 CATTTTCATAGCCTGATTTTGGGGTGCCGTCC
BlongBB-79ph1 100.000 4.47e-11 CATTTTCATAGCCTGATTTTGGGGTGCCGTCC
BlongAF30-12ph2  100.000 4.47e-11 CATTTTCATAGCCTGATTTTGGGGTGCCGTCC

100.000 4.47e-11 GATACGGGCTCGAATGGGGCGACCTCGACCTG
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99

BlongTF08-4AC-spac
erd4

BlongTF08-4AC-spac
er45
BlongTF08-4AC-spac
er45

BlongTF08-4AC-spac
er48

BlongTF08-4AC-spac
erd8

Bre017W439-spacer0

Bre017W439-spacerQ

Bre017W439-spacerQ

Bre017W439-spacer2
Bre017W439-spacer2

Bre017W439-spacer2

Bre017W439-spacer6

Bre017W439-spacer6

Bre017W439-spacer6

Bre082W48-spacer28

Brel2-4-spacer116

Brel2-4-spacer116
Brel2-4-spacer116

CCUG30698ph3

Blong105-Aph2

BlongBORIphl

Blong105-Aph2

BlongBORIph1

Blong105-Aph2

BreDRBB28ph5

BreDRBB26phl

BreJR01phl

BreJR01phl
BreDRBB28ph5

BreDRBB26phl

BreJR01phl

BreDRBB28ph5

BreDRBB26phl

BreSC95phl

BreDRBB28phl

BreCNCMI-4321ph

1
Bre689bphl

98.020

100.000

100.000

98.000

98.000

100.000

100.000

99.000

100.000

100.000

100.000

100.000

100.000

100.000

100.000

100.000

100.000
100.000

8.17e-45

6.15e-23

6.15e-23

8.17e-45

8.17e-45

3.77e-48

3.77e-48

1.76e-46

1.76e-23

1.76e-23

1.76e-23

3.77e-48

3.77e-48

3.77e-48

8.17e-45

3.6%e-12

3.6%e-12
3.6%e-12

CGAGTCGAGGACCTCGACCTCGAGCGCGCG-
GAGGCCCAC-
GATCACCCCTCTGCCCGCGTTCGCCCGGTCCGC
GGAATAACGATGCCGTCCC-CGGGCGTGA
CCACGCCGTACCGGTCGGCCTTCAT-
ATGCCGCCACGTGACCACGTCGAAACGCT
CCACGCCGTACCGGTCGGCCTTCAT-
ATGCCGCCACGTGACCACGTCGAAACGCT
TCCCGGGCAACGGCAGCAGCGCCGCAC-
GGTCCTCGGAGAACAGGCCAC-
GTTCCTCCGTGTCCTTGCGGCAG-
TGCGGTTTCGTGGCCAGCTCCAGGCACCG
TCCCGGGCAACGGCAGCAGCGCCGCAC-
GGTCCTCGGAGAACAGGCCAC-
GTTCCTCCGTGTCCTTGCGGCAG-
TGCGGTTTCGTGGCCAGCTCCAGGCACCG
CTCGTATTTGCCATGGATGGTGAACCATTT-
GTCCGCGATCTGCATGCTGTTCAGGCCTT-
GGAGCACTCCGATGGCCTGATCGTCGTTT-
GCATAGATATAG
CTCGTATTTGCCATGGATGGTGAACCATTT-
GTCCGCGATCTGCATGCTGTTCAGGCCTT-
GGAGCACTCCGATGGCCTGATCGTCGTTT-
GCATAGATATAG
CTCGTATTTGCCATGGATGGTGAACCATTT-
GTCCGCGATCTGCATGCTGTTCAGGCCTT-
GGAGCACTCCGATGGCCTGATCGTCGTTT-
GCATAGATATAG
GCCGTITCGCTTCGGCCACCTTGGCCAG-
CATGTCGCTGTTGTCCCCCTGCAGCAAC
GCCGTTCGCTTCGGCCACCTTGGCCAG-
CATGTCGCTGTTGTCCCCCTGCAGCAAC
GCCGTTCGCTTCGGCCACCTTGGCCAG-
CATGTCGCTGTTGTCCCCCTGCAGCAAC
TCCGGTGGCGTCTGCGATCTTCTG-
CATCAGGTCGGTGTTGTCGCCGCTGATGCG-
CACGGTCTTGTCATCGAT-
TTTCTCGGCCTTCACCTTCACCTTGTCC
TCCGGTGGCGTCTGCGATCTTCTG-
CATCAGGTCGGTGTTGTCGCCGCTGATGCG-
CACGGTCTTGTCATCGAT-
TTTCTCGGCCTTCACCTTCACCTTGTCC
TCCGGTGGCGTCTGCGATCTTCTG-
CATCAGGTCGGTGTTGTCGCCGCTGATGCG-
CACGGTCTTGTCATCGAT-
TTTCTCGGCCTTCACCTTCACCTTGTCC
GGAGGGGGCTACAGGG-
GAGGTAAGGCTAGGTATGGTTAGGTTAGGAC-
CGGTTGCTTCGTTTGCTTCGAAGCAATT-
GCTTCGTTTTGCTTCGGAC
CGTTCCTCGACAAGGGAGCCGTGAC-
CGTGTGGGA
CGTTCCTCGACAAGGGAGCCGTGAC-
CGTGTGGGA
CGTTCCTCGACAAGGGAGCCGTGAC-
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CGTGTGGGA
CGTTCCTCGACAAGGGAGCCGTGAC-
Brel2-4-spacerl16  BlongAF36-1phl  100.000 3.69e-12 CCTGTGGGA
Blon- CGTTCCTCGACAAGGGAGCCGTGAC-
Brel2-4-spacerl116 ¢ AF35-13ACph? 100.000 3.69%e-12 CCTGTGGGA
Brel2-4-spacer118  BreDRBB28phl 100.000 3.69%e-12 TGCAGACCATGAACFIC?:F%GCGGGCATCGACAC_
Bre12-4-spacerl 18 BreCNCl\IH-4321ph 100.000 3.69e-12 TGCAGACCATGAAC"IC";"I:F((ZjGCGGGCATCGACAC-
TGCAGACCATGAACTT ATCGACAC-
Brel2-4-spacer118 Bre689bphl 100.000 3.69e-12 CCAGACCATCAAC GTCCGCGGGC CCACAC
Blon- TGCAGACCATGAACTTCGCGGGCATCGACAC-
Brel2-4-spacer118 ¢ AF35-13ACph2 100.000 3.69e-12 GTC
GACGTTCTT-
Brel2-4-spacer20 BreDRBB30ph3 100.000 3.21e-13 GCCCAGGCTGATCCTGCGATTGACCCT
BreCNCMI-4321ph GACGTTCTT-
Brel2-4-spacer20 3 100000 3.21e-13 GCCCAGGCTGATCCTGCGATTGACCCT
GACGTTCTT-
Brel2-4-spacer20  Bad AF45-19phl 100.000 3.21e-13 GCCCAGGCTGATCCTGCGATTGACCCT
GACGTTCTT-

Brel2-4-spacer20  BadAF21-27phl 100.000 3.21e-13 GCCCAGGCTGATCCTGCGATTGACCCT

AGACACCACGA T TACAC-
Brel2-4-spacer22 ~ BreDRBB30ph3 100.000 3.21e-13 CCAGACACCACCACCCCOGCTCCOETACAC

GATACG
BreCNCMI-4321ph CCAGACACCACGACCCCGGCTGCGGTACAC-
Brel2-4-spacer22 3 100.000 3.21e-13 GATACG
Brel2-4-spacer28 = BreDRBB30ph3 100.000 3.69¢e-12 TCGCCGTCCGCTCTCC(éAAAGTCCGGGTTTTCG
Brel2-4-spacer28 BreCNCl\;H—4321ph 100.000 369012 TCGCCGTCCGCTCTCC(CZAAAGTCCGGGTTTTCG

Brel2-4-spacer36 ~ BreDRBB28phl 100.000 3.69e-12  TTTTCGGGCTTTTTTATTTGGTTTGTGGGGATAA
BreCNCMI-4321ph
1
Brel2-4-spacer36 Bre689bphl 100.000 3.69e-12  TTTTCGGGCTTTTTTATTTGGTTTGTGGGGATAA
Brel2-4-spacer36 ~ BlongAF36-1phl  100.000 3.69e-12  TTTTCGGGCTTTTTTATTTGGTTTGTGGGGATAA

AGGTTGGTGATGCGGCGGCGCTGTTCGAG-

Brel2-4-spacer36 100.000 3.6%9e-12  TTTTCGGGCTTTTTITATTTGGTTTGTGGGGATAA

Brel2-4-spacer38 BreDRBB28phl 100.000 3.69e-12

GATGC
Bre12-4-spacer38 BreCNCMI-4321ph 100.000 3.690-12 AGGTTGGTGATGCGGCGGCGCTGTTCGAG-
1 GATGC
Brel2-4-spacer38 Bre689bphl 100.000 3.69e-12 AGCTICCTCATCCCGCCECECTGTTCGAG-
GATGC
Brel2-4-spacer38  BlongAF36-1phl  100.000 3.69e-12 AGGTTGGTGATGCG(;%%%GCGCTGTTCGAG_
Blon- AGGTTGGTGATGCGGCGGCGCTGTTCGAG-
Brel2-4- 100. .69e-12
re spacer38 ¢ AF35-13ACph2 00.000 3.6%¢ CATGC
GTAGCTTTCCTCGACGTGCCCGCCGAAC-
Brel2-4-spacer40  BreDRBB28phl 100.000 3.21e-13 CGCCCGGG
BreCNCMI-4321ph GTAGCTTTCCTCGACGTGCCCGCCGAAC-
Brel2-4-spacer40 1 100.000 3.21e-13 CGGCCGGG
GTAGCTTTCCTCGACGTGCCCGCCGAAC-
Brel2-4-spacer40 Bre689bphl 100.000 3.21e-13 CCGCCGGG

Brel2-4-spacer57  BreDRBB30ph3 100.000 5.07e-11 CAGCCCTCGCTGCCGGTCTGAGCCTTGCCGTA
BreCNCMI-4321ph

Brel2-4-spacer57 3

100.000 5.07e-11 CAGCCCTCGCTGCCGGTCTGAGCCTTGCCGTA

GTTTTAATGTGATTTAATGGGACTGTT-
GCTGAATT
Brel139W423-spacer4  BadBB23ph2 100.000 2.08e-09 CCCTTCGCGATGTTCTGGCCGATTTCGTC

Brel2-4-spacer96 Brelw01phl 100.000 1.09e-12
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CGGGGCAGGCTGTCGCGGA-
Bre1889B-spacer106 BreDRBB30ph3 100.000 3.69e-12 CAAATGGCTCTGCGG
BreCNCMI-4321ph CGGGGCAGGCTGTCGCGGA-
Brel889B-spacer106 3 100.000 3.69e-12 GAAATGGCTGTGCGG
Bre1889B-spacerl14 BreDRBB27ph4 100.000 4.47e-11  GCGGTGTTCGCCATGCCCCAGGTGTGGTGGCG
Bre1889B-spacer116 ~BreDRBB28phl 100.000 1.09e-12 CCAGCCGTCTGGEE??;CATCATCGCCAC-
Bre1889B-spacerl16 BreCNCMI-4321ph 100.000 1.09e-12 CCAGCCGTCTGGGTGAGCATCATCGCCAC-
1 GCTTTT
Bre1889B-spacer116 Bre689bphl 100.000 1.09%e-12 CCAGCCCTCICCCTOAGCATCATCGCCAC
GCTTTT
Blon- CCAGCCGTCTGGGTGAGCATCATCGCCAC-
Bre1889B- 11 100. 1.09e-12
re1889B-spacerl16 ¢ AF35-13ACph? 00.000 0% GCTTTT
Bre1889B-spacer126 BreNRBB01ph2 100.000 1.09e-12 TGTTCCAGCCGGTG(C:;EZGTAGGATGACGGCAC_
TGTTCCA TGCTTGAGGATGA! AC-
Bre1889B-spacer126 BreDSM20213.3ph2  100.000 1.09e-12 CTTCCAGCCGE Gg c AC; COATGACCGCAC
CTGAAATCGTTCGCCGACTGCTTGAAAC-
Bre1889B-spacer128 BreBIO6018phl 100.000 1.09e-12 CGTTITT
CTGAAATCGTTCGCCGACTGCTTGAAAC-
Bre1889B-spacer128 BlongTF06-45Aph3  100.000 1.09%e-12 CCTTTTT
CTGAAATCGTTCGCCGACTGCTTGAAAC-
Bre1889B-spacer128 BlongAF08-2phl  100.000 1.09%e-12 CCTTTTT
Bre1889B-spacer60  BreDRBB30ph3 100.000 3.69e-12  CCATGATTTACTTCTCCTTTTCTTCGGTGGCTTT
Bre1889B-spacer60 BreCNCI\;I'4321ph 100000  3.69e-12  CCATGATTTACTTCTCCTTTTCTTCGGTGGCTTT
GTGGTGTTGCCCGACACGTTCAC-
Bre1889B-spacer76 Bre689bphl 100.000 3.21e-13 CCTGGTGCTGGAC
Bre1889B-spacer80  BreDRBB28phl 100.000 1.24e-11 CAGACCGGCCGGES:,? é TCATGACCCAA-
Bre1889B-spacer80 BreCNCMI-4321ph 100.000 124e-11 CAGACCGGCCGGCGCAATGATGACCCAA-
1 GCATG
. GCCGTGTCATGGCCCAGCTCTTGGCGTGG-
Bre1889B-spacer96 Bif85Bph2 100.000 1.09e-12 TACCAG
Bre1900B-spacerl19 BreCNCl\;I-4321ph 100.000 1.09-12 TTCCATTTGCCGGCGSISTCCTCGCTGGCATA-
Bre1900B-spacer119 Blongssp__3_mod 100.000 1.09e-12 TTCCATTTGCCGGCGGTGTCCTCGCTGGCATA-
phl GAC
Bre1900B-spacer119  BlongF8phl 100.000 1.4le-11 CCATTTGCCGGCGGTGTCCTCGCTGGCATAGAC
Bre1900B-spacer119 BlongMclc10129ph 100000  2.36e-09 TTCCATTTGCCGGCGGTGTCCTCGCTGGC
TCTGCCGTCAGTTCGACGAACTTGCG-
Bre1900B-spacer121 BlongF8phl 100.000 1.09%e-12 CAGCTCACC
TCTGCCGTCAGTTCGACGAACTTGCG-
Brel900B-spacer121  BlongBG7phl 100.000 1.09%e-12 CAGCTCACC
BreCNCMI-4321ph TCGCGCACAGGCTTTCGAACGTGTCCTT-
Bre1900B-spacer125 ” 100.000 9.42e-14 GATGACGCT
Blongssp__3_mod TCGCGCACAGGCTTTCGAACGTGTCCTT-
Bre1900B-spacer125 phi 100.000 9.42e-14 GATGACGCT
BlongMCC10129ph TCGCGCACAGGCTTTCGAACGTGTCCTT-
Bre1900B-spacer125 1 100.000 9.42e-14 GATGACGCT
TCGCGCACAGGCTTTCGAACGTGTCCTT-
Bre1900B-spacer125  BlongF8phl 100.000 9.42e-14 GATGACGCT
TCGCGCACAGGCTTTCGAACGTGTCCTT-
Bre1900B-spacer125  BlongBG7phl 100.000 9.42e-14

GATGACGCT
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. TCGCGCACAGGCTTTCGAACGTGTCCTT-
Bre1900B-spacer125  BifBIO5480phl 100.000 9.42e-14 GATGACGCT
CAAGGACGG-
Bre1900B-spacer127 BlongF8phl 100.000 3.6%-12 CACCCGCCATCCCTGCCCGCCACCC
CAAGGACGG-

Brel900B-spacer127  BlongBG7phl 100.000 3.69e-12 CACCCGCCATCCCTGCCCGCCACCC

Brel900B-spacer44  BreDRBB30ph3 100.000 5.07e-11  GCGGTGTCCTTGTCGGACACGCCACCCTGCGA
BreCNCMI-4321ph

Bre1900B-spacer44 3

100.000 5.07e-11  GCGGTGTCCTTGTCGGACACGCCACCCTGCGA

ACGGCATCGCAAGA-
Bre1900B-spacer46 ~ BreDRBB30ph3 100.000 3.6%e-12 CACAGGCCGCGCTCGCCAAG
BreCNCMI-4321ph ACGGCATCGCAAGA-
Bre1900B-spacer46 3 100.000 3.69e-12 CACAGGCCGCGCTCGCCAAG
GCGCACCACCGCGTCGCCATAGTCGGACAG-
Bre1900B-spacer48  BreBIO6018phl 100.000 3.21e-13 GAGCTT
GCGCACCACCGCGTCGCCATAGTCGGACAG-
Bre1900B-spacer48 BlongTF06-45Aph3  100.000 3.21e-13
GAGGTT
ACCA T ATAGT ACAG-
Bre1900B-spacer48 BlongAF08-2phl  100.000 3.21e-13 CCOCACCACCGLETCCCC CTCCOACAG
GAGGTT
TTGCGCAAGTGCGGTGGGTCGAGCACGAC-
Bre1900B-spacer50 BreNRBBO01ph2 100.000 1.09e-12 CATGCG
TT AAGT T TCGAGCACGAC-
Bre1900B-spacer50 BreDSM20213.3ph2  100.000 1.09e-12 CCOCAAGTCCOCTCCCTCOAGCACCAC
CATGCG
Bre1900B-spacer50  BreDRBB30ph3 100.000 1.09e-12 TTCCCCAAGTCCOCTCCCTCOAGCACGAL-
CATGCG
Bre1900B-spacer50 BreCNCl\;H—4321ph 100.000 1.09e-12 TTGCGCAAGTGCgi;"gggTCGAGCACGAC—

TAACCGACAACCCACAGGACTGGCCAAA-
GCCGAAACGGCCTAAAAACAAC-
CGCTCAAACGGACTAAAAGAAAC-
GCCGAAACGGCCCACAAAAATTTGACA
TAACCGACAACCCACAGGACTGGCCAAA-
GCCGAAACGGCCTAAAAACAAC-
CGCTCAAACGGACTAAAAGAAAC-
GCCGAAACGGCCCACAAAAATTTGACA

Bre1900B-spacer77 BreBR-19phl 100.000 3.77e-48

Bre1900B-spacer77 BreBR-15phl 100.000 3.77e-48

GGTCATCAGCATGTTCTTCG-
Bre1900B-spacer79  BreNRBB51phl 100.000 3.21e-13 GAATCATCATCACCAT
Bre1900B-spacer81 BlongF8phl 100.000 4.47e-11 GTGTTACGCTGTCGCGTGTAATCGGAGTATCG
Bre1900B-spacer81 BlongBG7phl 100.000 4.47e-11 GTGTTACGCTGTCGCGTGTAATCGGAGTATCG
Bre1900B-spacer83 BreCNCMI-4321ph 100.000 3390-13 GTCGCGTTTGATTTGGGTGAGGTCCTTGCCG-
2 TATTC
Bre1900B-spacer83 Blongssp__3_mod 100.000 3.390-13 GTCGCGTTTGATTTGGGTGAGGTCCTTGCCG-
phl TATTC
T TTTGATTT! TGAGGTCCTT -
Bre1900B-spacer83 Bif85Bph2 100.000 3.39¢-13 GICGCG G ffTij CG GGTCCTTGCCG

BlongMCC10129ph

Bre1900B-spacer83 1

100.000 1.58e-11  GTCGCGTTTGATTITGGGTGAGGTCCTTGCCGTA

CGGACGAGGCGGTGGCCATTACAC-
GGCTCAGCA
AGGTTCGCGCCGTCAGCACCAC-
CGCCGACAGCGT
AGGTTCGCGCCGTCAGCACCAC-
CGCCGACAGCGT
AGGTTCGCGCCGTCAGCACCAC-
CGCCGACAGCGT

Bre1900B-spacer95  BlongPC4phl 100.000 3.69e-12 AGGTTCGCGCCGTCAGCACCAC-

Bre1900B-spacer87  Blongl157Fphl 100.000 1.24e-11
Bre1900B-spacer95  BreNRBB52ph5 100.000 3.69e-12
Brel900B-spacer95  BreLMC520ph3 100.000 3.6%-12

Bre1900B-spacer95 BreBR3ph2 100.000 3.6%e-12
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CGCCGACAGCGT
Blong- AGGTTCGCGCCGTCAGCACCAC-
Bre1900B-spacer95 CECT7210.2ph3 100.000 3.69e-12 CGCCGACAGCGT
Blong- AGGTTCGCGCCGTCAGCACCAC-
Bre1900B-spacer95 CCUG30698ph3 100.000 3.69e-12 CGCCGACAGCGT
AGGTTCGCGCCGTCAGCACCAC-
Bre1900B-spacer95 Blong72Bphl 100.000 3.6%e-12 CGCCGACAGCGT
Bre1900B-spacer95  Blongl57Fphl 100000  1.72e-10  AGGTTCGCGCCGTCAGCACCACCGCCGACAG
BlongMCC10081ph CCGGGACGTGGTGTCGGCGGAG-
Bre31L-spacer]32 ) 100.000  1.09e-12 A AGOCCACGOAN
BreAii’f::r'l\;fCth BreDRBB28phl  100.000  124e-11 TTACCGGCCAAACCCGCCTCACGATCCATGTCT
Br%ii’::;ﬁfcmb BreCNChfI"lmph 100.000  124e-11 TTACCGGCCAAACCCGCCTCACGATCCATGTCT
BreAii’f::rﬁfCth Bre689bphl 100000  124e-11 TTACCGGCCAAACCCGCCTCACGATCCATGTCT
BreAii’f::rﬁfCth BlongAF36-1phl ~ 100.000  447e-11  TTACCGGCCAAACCCGCCTCACGATCCATGTC
BreACS-071-V-5chsb Blon- 100000  447e-11  TTACCGGCCAAACCCGCCTCACGATCCATGTC
-spacer117 gAF35-13ACph2
BreACS-071-V-Sch8b TTGCCGTCGATGGTCGGG-
BreDRBB28ph1 100 1.09-12
-spacer119 re 8p 00000 09e GAGCCGTGCCCGGTGAG
BreACS-071-V-Sch8bBreCNCMI-4321ph oo oo TTGCCGTCGATGGTCGGG-
-spacer119 1 ' ' GAGCCGTGCCCGGTGAG
BreACS-071-V-Sch8b TTGCCGTCGATGGTCGGG-
-spacer119 Bre689bphl 100.000 1.09%-12 GAGCCGTGCCCGGTGAG
BreACSO7L-V-SchSb o /oonmoet 100000 10912 CCOGTCGATGCCGGTCGTGCTTGTCGGTTT-
-spacer121 GTCGA
BreACS-071-V-Sch8b BreCNCMI-4321ph CCGGTCGATGCCGGTCGTGCTTGTCGGTTT-
100.000  1.09e-12
-spacer121 1 GTCGA
BreACS071-V-Sch8b oo v 100000 100e1n  CCGGTCGATGCCGGTCGTGCTTGTCGGTTT-
-spacer121 GTCGA
BreAii’f::r'l\;';Cth BreDRBB28phl  100.000  124e-11 CACCAAGCTCCGCGCGTTGATTCTCGCGGTGTT
BreA_Csi':Z:r'l\;fCth BreCNChfI"lmph 100000  124e-11 CACCAAGCTCCGCGCGTTGATTCTCGCGGTGTT
BreA_Csi':::r'l\SCth Bre689bphl 100000  124e-11 CACCAAGCTCCGCGCGTTGATTCTCGCGGTGTT
BreACS-071-V-Sch8b CGAAGGCAC-
BreDRBB28ph1  100. 3.69-12
-spacer125 e P 00.000 o9 GCGCCCAACCCGCCGCGTCCTGGCT
BreACS-071-V-Sch8b BreCNCMI-4321ph 100.000 3.690-12 CGAAGGCAC-
-spacer125 1 ' ' GCGCCCAACCCGCCGCGTCCTGGCT
BreACS-071-V-Sch8b CGAAGGCAC-
B h1 100. 69e-12
-spacer125 re689bp 00.000  3.69¢ GCGCCCAACCCGCCGCGTCCTGGCT
BreACS-071-V-Sch8b CGAAGGCAC-
BlongAF36-1ph1  100. 69e-12
_spacer125 ongAF36-1p 00000 3.69 GCGCCCAACCCGCCGCGTCCTGGCT
BreACS-071-V-Sch8b Blon- 100000  477e-11 CGAAGGCACGCGCCCAACCCGCCGCGTCCTGG
-spacer125 gAF35-13ACph2
BreACS-071-V-Sch8b GCAACGACTGTTGGCTGGACATGCCGG-
pacer12” BreDRBB28phl  100.000  3.69-12 CATGOAC
BreACS-071-V-Sch8bBreCNCMI-4321ph 0o o GCAACGACTGTTGGCTGGACATGCCGG-
-spacer127 1 ’ ’ GATGCAC
BreACS-071-V-Sch8b GCAACGACTGTTGGCTGGACATGCCGG-
B h1 100. 69e-12
-spacer127 re689bp 00.000  3.69¢ GATGCAC
BreACS-071-V-Sch8b GCAACGACTGTTGGCTGGACATGCCGG-
BlongAF36-1ph1  100. 69e-12
-spacer127 ongAF36-1p 00.000 369 GATGCAC
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BreACS-071-V-Sch8b Blon- 100.000 369012 GCAACGACTGTTGGCTGGACATGCCGG-
-spacer127 gAF35-13ACph2 ' ' GATGCAC
BreACS-071-V-Sch8b CCAATGCGGAGAGGATACGGCCTGG-
_spacer]29 BreDRBB28phl 100.000 3.6%e-12 GATGCTGGA
BreACS-071-V-Sch8b BreCNCMI-4321ph 100.000 369012 CCAATGCGGAGAGGATACGGCCTGG-
-spacer129 1 ' ' GATGCTGGA
BreACS-071-V-Sch8b CCAATGCGGAGAGGATACGGCCTGG-
_spacer]29 Bre689bphl 100.000 3.6%e-12 GATGCTGGA
BreACS-071-V-Sch8b Blon- 100.000 3.69-12 CCAATGCGGAGAGGATACGGCCTGG-
-spacer129 gAF35-13ACph2 ' ' GATGCTGGA
BreACS-071-V-Sch8b TGAGCTGGCCCGCATACCAGAAC-
BreDRBB28phl 100. .69e-12
_spacer131 re 8p 00000 3.6% GCCAAGGTGGA
BreACS-071-V-Sch8b BreCNCMI-4321ph 100.000 369012 TGAGCTGGCCCGCATACCAGAAC-
-spacer131 1 ' ' GCCAAGGTGGA
BreACS-071-V-Sch8b TGAGCTGGCCCGCATACCAGAAC-
-spacerl31 Bre689bphl 100.000 3.6%e-12 GCCAAGGTGGA
BreACS-071-V-Sch8b TGAGCTGGCCCGCATACCAGAAC-
BlongAF36-1ph1 100. 3.6%e-12
-spacer131 ong P 00.000 ¢ GCCAAGGTGGA
BreACS-071-V-Sch8b Blon- 100.000 369012 TGAGCTGGCCCGCATACCAGAAC-
-spacer131 gAF35-13ACph2 ' ' GCCAAGGTGGA
BreACS-071-V-Sch8b BreDRBB28ph1 100.000 12411 TGCCAGTGGTGCTCATGCCCGGCGCGGCCG-
-spacer133 CAG
BreACS-071-V-Sch8b BreCNCMI-4321ph TGCCAGTGGTGCTCATGCCCGGCGCGGCCG-
100.000 1.24e-11
-spacer133 1 CAG
BreACS-071-V-Sch8b Bre689bphl 100.000 124011 TGCCAGTGGTGCTCATGCCCGGCGCGGCCG-
-spacer133 CAG
BreACS-071-V-Sch8b BlongAF36-1phl  100.000 124011 TGCCAGTGGTGCTCATGCCCGGCGCGGCCG-
-spacer133 CAG
BreACS-071-V-Sch8b CCGGCCACGCCGCTGCCGGTGGGAG-
BreDRBB28phl 100. 1.09e-12
-spacer137 re P 00000 09e CACCCTGGGT
BreACS-071-V-5ch8b BreCNCMI-4321ph 100.000 1.09-12 CCGGCCACGCCGCTGCCGGTGGGAG-
-spacer137 1 ' ' CACCCTGGGT
BreACS-071-V-Sch8b CCGGCCACGCCGCTGCCGGTGGGAG-
B h1 100. 1.09e-1
-spacer137 re689bp 00.000 09e-12 CACCCTGGGT
BreACS-071-V-Sch8b BreDRBB28ph1 100.000 1.09e-12 TTCTTCGGCGTCCCGTTGATGGCTTTGCTG-
-spacer139 GATGA
BreACS-071-V-Sch8b TCGCGCAACGCTITCGGCCTCGGAAC-
-spacerl41 BreDRBB28phl 100.000 3.6%e-12 CATCCAGAG
BreACS-071-V-Sch8b TCGCGCAACGCTTCGGCCTCGGAAC-
_spacerl4l Bre689bphl 100.000 3.6%e-12 GATCCAGAG
BreACS-071-V-Sch8b CTGATTGCCGGCCCAGGCGTTGC-
BreDRBB28ph1 100. 3.21e-13
-spacer143 e P 00-000 ¢ TATCGTTCCTGCG
BreACS-071-V-5ch8b BreCNCMI-4321ph 100.000 321613 CTGATTGCCGGCCCAGGCGTTGC-
-spacer143 1 ' ' TATCGTTCCTGCG
BreACS-071-V-Sch8b CTGATTGCCGGCCCAGGCGTTGC-
B h1 100. 21e-1
~spacer143 re689bp 00000 3.21e-13 TATCGTTCCTGCG
BreACS-071-V-Sch8b GTGGCAGGCCAAGGACGCGAGAAACGG-
_spacer145 BreDRBB28phl 100.000 1.09e-12 CATCGTCG
BreACS-071-V-Sch8b BreCNCMI-4321ph 100.000 1.09e-12 GTGGCAGGCCAAGGACGCGAGAAACGG-
-spacer145 1 ' ' CATCGTGG
BreACS-071-V-Sch8b GTGGCAGGCCAAGGACGCGAGAAACGG-
Bre689bphl 100. 1.09e-12
-spacer145 reosTop 00-000 0 CATCGTGG
BreACS-071-V-Sch8b Blon- 100.000 1.09e-12 GTGGCAGGCCAAGGACGCGAGAAACGG-
-spacer145 gAF35-13ACph2 ' ' CATCGTGG
BreACS-071-V-Sch8b TAGCGTCAACGAG-
BreDRBB28ph1 100. 1.24e-11
-spacer147 e Sp 00.000 ¢ CATGTCCGCCATGCTCAACG
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BreACS-071-V-Sch8b BreCNCMI-4321ph 100.000 194011 TAGCGTCAACGAG-
-spacer147 1 ' oxe CATGTCCGCCATGCTCAACG
BreACS-071-V-Sch8b CTGCCGAAGGCGGCGGCTTTGCCGGTGAC-
_spacer149 BlongTM01-1ph1  100.000 1.09e-12 CTIGCT
BreACS-071-V-Sch8bBlongMCC10101ph CTGCCGAAGGCGGCGGCTTTGCCGGTGAC-
100.000 1.09e-12
-spacer149 1 CTTGCT
BreACS-071-V-Sch8b CTGCCGAAGGCGGCGGCTTTGCCGGTGAC-
_spacer149 BlongGT15ph3 100.000 1.09%e-12 CTTGCT
BreACS-071-V-Sch8b CTGCCGAAGGCGGCGGCTTTGCCGGTGAC-
BlongDS1 hl  100. 1.09e-12
-spacer149 ongbS15_3p 00.000 09e CTTGCT
BreACS-071-V-Sch8b CTGCCGAAGGCGGCGGCTTTGCCGGTGAC-
BlongBB-79phl 100. 1.09e-12
-spacer149 ong P 00000 09e CTTGCT
BreACS-071-V-Sch8b CTGCCGAAGGCGGCGGCTTTGCCGGTGAC-
BlongAM16-2phl  100. 1.09%e-12
-spacer149 ong 6-2p 00.000 09e CTTGCT
BreACS-071-V-Sch8b CTGCCGAAGGCGGCGGCTTTGCCGGTGAC-
_spacer149 BlongAF30-12ph2  100.000 1.09e-12 CTIGCT
o AAGTCCCTGGGCGAA-
BreBifido_1-spacer51 BreDRBB28phl 100.000 3.69e-12 GCCCGCCATGATGGCTTTG
o BreCNCMI-4321ph AAGTCCCTGGGCGAA-
BreBifido_1-spacer51 1 100.000 3.69e-12 GCCCGCCATGATGGCTTTG
o AAGTCCCTGGGCGAA-
BreBifido_1-spacer51 = Bre689bphl 100.000 3.6%-12 GCCCGCCATGATGGCTTTG
Blon- AAGTCCCTGGGCGAA-
BreBifido_1- 1 100. .69e-12
reBifido_l-spacer5l ) pag 13acphp 100000 369% GCCCGCCATGATGGCTTTG
. TCGTCACGCAGGGAGTATTCGACGGCCAC-
BreBifido_1-spacer53  Brelw(Olphl 100.000 1.09%e-12 CTCGCA
e AGAACGAGGAAGTAGTGGCCACCGTCCTT-
BreBifido_1-spacer59 BreNRBB01ph2 100.000 1.09%e-12 GAAATG
BreBifido_1-spacer59BreDSM20213.3ph2  100.000 1.09e-12 ACAACCACCAAGTAGTCCCCACCGTCCTT-
GAAATG
BreBifido_1-spacer61 BreDRBB28phl 100.000 3.69e-12 ACGAGCAGGCCGCSESEGTTGCCCAATGCG_
BreBifido_1-spacer61 BreCNCMI-4321ph 100.000 3.690-12 ACGAGCAGGCCGCCCACGTTGCCCAATGCG-
1 GAGA
ACGAGCA ACGTT AAT -
BreBifido_1-spacer61  Bre689bphl 100.000 3.6%e-12 CCAGC GGCCGCSE GiG cece GG
o Blon- ACGAGCAGGCCGCCCACGTTGCCCAATGCG-
BreBifido_1-spacer61 ¢ AF35-13ACph2 100.000 3.6%-12 GAGA
BreCNCMI-4321ph CCCACAGAACCGGCACGAGAGAACTCGAC-
BreBR-10-spacerl7 1 100.000 3.21e-13 GAAGAAC
ATGAACGGCAGGTGGATCAC-
BreBR-10-spacer51  BreNRBB52ph2 100.000 3.69e-12 CTCGGCGTCGGTIGT
ATGAACGGCAGGTGGATCAC-
BreBR-10-spacer51  BreNRBB50phl 100.000 3.69e-12 CTCCGCGTCGGTGT
A AA AGGAAATCGA TCTT-
BreBR-10-spacer53 Bif85Bph2 100.000 1.09%e-12 CAGGCAACGEACG ceaccececrc
GCCGG
BifMGYG-HGUT-0 AGTGAACCCGCATGG-
BreBR-10-spacer57 2396phl 100.000 3.21e-13 CAGACCCCGCCGCCGTCGTAA
AGTGAA ATGG-
BreBR-10-spacer57 Bif85Bph2 100.000 3.21e-13 CTCAACCCCCATCG

CAGACCCCGCCGCCGTCGTAA
BreBR-10-spacer65 Blong44Bphl 100.000 1.72e-10 ATGATACCGGCGTTGCGCAGGCTGGCCAGCA
ATGACAATGCTAGATATTCAGCCGAGCGC-
TACA
TCGTTGAGGTCGAGTATGCCCTGGTT-
GAACTTGG
BreBR-10-spacer93 BlongLO-K29bphl 100.000 3.69e-12 TCGTTGAGGTCGAGTATGCCCTGGTT-

BreBR-10-spacer73  BreDRBB28phl 100.000 1.24e-11

BreBR-10-spacer93  BlongPC4phl 100.000 3.69e-12
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GAACTTGG
AACGACCTCGACACCGGCAAGGTC-
BreBR-15-spacer105 BreNRBB52phl 100.000 1.09e-12 TACTACTGGAA
AACGACCTCGACACCGGCAAGGTC-
BreBR-15-spacer105 BreNRBB50phl 100.000 1.09e-12 TACTACTGGAA
TTGAAGGTGCCGGGACGGTTGCGCGG-
BreBR-15-spacer111  BreDRBB28phl 100.000 1.09e-12 CATGGGGCC
BreCNCMI-4321ph TTGAAGGTGCCGGGACGGTTGCGCGG-
BreBR-15-spacer111 1 100.000 1.09%e-12 CATGGGGCC
TTGAAGGTGCCGGGACGGTTGCGCGG-
BreBR-15-spacer111 Bre689bphl 100.000 1.09e-12 CATGGGGCC
TTGAAGGTGCCGGGACGGTTGCGCGG-
BreBR-15-spacer11l BlongAF36-1phl  100.000 1.09e-12 CATGGGGCC
BreBR-15-spacer113  BreDRBB28phl 100.000 3.69e-12 TTCGCATGGATGCC(,; AGAC_?GGACCGGCCGGCG-
BreBR-15-spacer113 BreCNCMI-4321ph 100.000 3.690-12 TTCGCATGGATGCGGCAGACCGGCCGGCG-
1 CAATG
GCTGTGGAGTCGAGCGGG-
BreBR-15-spacer115 BreDRBB28phl 100.000 3.21e-13 TACATGGTCGCTTCATGG
BreCNCMI-4321ph GCTGTGGAGTCGAGCGGG-
BreBR-15-spacer115 1 100.000 3.21e-13 TACATGGTCGCTTCATGG
GCTGTGGAGTCGAGCGGG-
BreBR-15-spacer115 Bre689bphl 100.000 3.21e-13 TACATGGTCGCTTCATGG
BlongMCC10094ph CCCGATGTCTATTTAGAAGTACAACACCCTT-
BreBR-15-spacer12 1 98.000 4.38e-19 GTTCGTCCTGTAATTCTAA
GTCGGGCAGGGCGTT-
BreBR-15-spacer125 BreBIO6018phl 100.000 1.49e-11 GATGAGGCCCTGCGCCAG
GCGTGCGGTAGCCGAGCACGCG-
BlongMCC10094ph CATGGGGCGGTTGTTGATCTCGTCGAC-
BreBR-15-spacer14 1 100.000 3.77e-48 GATCTCCCTGACCTCCTTT-
GCCATGTCCATCCGTATCTCGCAGCGTTTGGG
BlongMCC10102ph TCCAGCTACCAGCAGTCGGTCGGCGG-
BreBR-15-spacer45 1 100.000 3.69%e-12 CATCGACA
CACCACGACCTGCGCTCGCTGGCGGAC-
BreBR-15-spacer49 BlongN3AOlphl  100.000 3.69%e-12 GGTTACG
BlongMCC10102ph CACCACGACCTGCGCTCGCTGGCGGAC-
BreBR-15-spacer49 1 100.000 3.69e-12 GGTTACG
BlongMCC10008ph CACCACGACCTGCGCTCGCTGGCGGAC-
BreBR-15-spacer49 1 100.000 3.69e-12 GGTTACG
BreBR-15-spacer51 = BreDRBB28ph4 100.000 1.24e-11 CAGGCCAAGGCCGGG CC CA ? COCCATCCCCAC
A A Al T AC-
BreBR-15-spacer51 BlongN3AOlphl  100.000 1.24e-11 caceee AGGCCGCC;; CC ? C COCCATCOGECAC
BreBR-15-spacer51 BlongMC1C10124ph 100.000 124e-11 CAGGCCAAGGCCGGGCC?(;ACGCCATCGGCAC—
BreBR-15-spacer51 BlongMClClOlOth 100.000 1240-11 CAGGCCAAGGCCGC?CC?CACGCCATCGGCAC-
BreBR-15-spacer51 BlongMClClOOSth 100.000 124611 CAGGCCAAGGCCGGGCCCACACGCCATCGGCAC-
BreBR-15-spacer51 BlongMCC10008ph 100.000 124e-11 CAGGCCAAGGCCGGCAACGCCATCGGCAC-
1 GCCC
BreBR-15-spacer51 BlongE18ph4 100.000 1.24e-11 CAGGCCAAGGCCGS (S ? CA COCCATCCCCAC
BreBR-15-spacer51  BlongBB-79ph2 100.000 1.24e-11 CAGGCCAAGGCCGS CC ? CA COCCATCCCCAC
BreBR-15-spacer51 BlongAPC1504phl  100.000 1.24e-11 CAGGCCAAGGCCGGCAACGCCATCGGCAC-
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BreBR-15-spacer51 G AF 3]431{;2-Cph 1 100.000 1.24e-11 CAGGCCAAGGCCGC? g ? ? COCCATCCGCAC-
BreBR-15-spacer53  BreDRBB28ph4 100.000 3.69e-12 GAAGTGGTGgé"i(éig(c};(éCCCGTTGAC-
BreBR-15-spacer93  BreDRBB30ph3 100.000 3.69e-12 ATCTGCGGGA2??"2((}:CCZCACATGAGCG—
BreBR-15-spacer93 BreCNCI\;H—4321ph 100.000 3.69e-12 ATCTGCGGGAéﬁiE%%1CACATGAGCG_
BreBR-15-spacer95  BreDRBB28phl 100.000 1.24e-11 GGCATGGGTGAééZﬁE,?CGCAGAACAC_
BreBR-15-spacet95 BreCNCl\{[I-4321ph 100.000 124e-11 GGCATGGGTGAééZiEEFECGCAGAACAC-
BreBR-15-spacer95 Bre689bphl 100.000 1.24e-11 GGCATGGGTGAS?Z:E(TECGCAGAACAC-
BreBR-20-spacer58  BreDRBB28phl 100.000 1.09e-12 CCGAGCGTGS;F;? ggggf? CCCTICCE
BreBR-20-spacer58 BreCNCI\;H—4321ph 100.000 1.09e-12 CCGAGCGTGS:E(;PS?SESGCGTTGCG—
BreBR-20-spacer58 Bre689bphl 100.000 1.09e-12 CCGAGCGTGSATS ggéggf CCCTTGCCE-
BreBR-20-spacer58 GAF 35])3_ 11031; Cph? 100.000 1.09e-12 CCGAGCGTG(?:S ggéggf CCCTTCCE
BreBR-A29-spacer12 BreLMC520ph3 100.000 1.09e-12 CAGCCGE?E?;}SE?SSSTC COCAC-
BreBR-A29-spacer12 BreBR3ph2 100.000 1.09%e-12 CAGCCGgégégggggggg COCAC-
BreBR-A29-spacer12 C"]?l;;rll%._th , 100000 1.09%-12 CAGCCGE‘SSSSSE%SSTCGGCAC'
BreBR-A29-spacerl2 CUE;’S‘% g 100000 10912 CAGCCGESE??SE?SSSTCGGCAC'
BreBR-A29-spacer12 BlongAPC1462ph1l  100.000 1.09e-12 CAGCCGE?(C}?%S&“?SSSFFC COCAC
BreBR-A29-spacerl2  Blong72Bphl 100.000 1.09e-12 CAGCCGéégégggggggf COCAC-
BreBR-A29-spacer12  Blongl57Fphl 100.000 1.09e-12 CAGCCG;?S??S;?SGGCG;TC COCAC-
BreBR—A219—spacer12 BreUMBO0S9ph2  100.000 1.09-12 GAGGCGTCGG?ES:ESC%ATGCGCATGG—
BreBR'Azlg'SPaceﬂz GAT Clélf;- o7png 100000 5.07e11  GCGTCGGCGGAGACATGCGCATGGTATAAGCC
BreBR'Azf'Spacerlz SATC (]:3 11‘5’297 sph3 100000 5.07e11  GCGTCGGCGGAGACATGCGCATGGTATAAGCC
BreBR-A29-spacerl4 BreNRBB52ph5 100.000 1.24e-11 CACCGCATGCGAGAC";F(S(C:;CGCCGGCACCCAC—
BreBR-A29-spacer14 BreMCC1605ph1  100.000 1.24e-11 CACCGCATGCGAGAGTSSCGCCGGCACCCAC_
BreBR-A29-spacer14 BreLMC520ph3 100.000 1.24e-11 CACCGCATGCGAGAC";FéZgCGCCGGCACCCAC—
BreBR-A29-spacer14 BreDRBB28ph5 100.000 1.24e-11 CACCGCATGCGAGA(;F(SSCGCCGGCACCCAC_
BreBR-A29-spacerl4 BreDRBB26phl 100.000 1.24e-11 CACCGCATGCGAGAC";FC(;(C:;CGCCGGCACCCAC—
BreBR-A29-spacer14 BreBR3ph2 100.000 1.24e-11 CACCGCATGCGAGAGTCC;SCGCCGGCACCCAC_
BreBR-A29-spacer14 Bre082W48phl 100.000 1.24e-11 CACCGCATGCGAGATCGCGCCGGCACCCAC-
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BreBR-A29-spacer14 Bre017W439ph2 100.000 1.24e-11 CACCGCATGCGAGAGT((;ZSCGCCGGCACCCAC-
BreBR-A29-spacer14 BlongLO-K29bphl  100.000 1.24e-11 CACCGCATGCGAGAC";FSSCGCCGGCACCCAC—
Blong- CACCGCATGCGAGATCGCGCCGGCACCCAC-
BreBR-A29-spacer14 CECT7210.2ph3 100.000 1.24e-11 cGe
Blong- CACCGCATGCGAGATCGCGCCGGCACCCAC-
BreBR-A29-spacer14 CCUG30698ph3 100.000 1.24e-11 CGC
BreBR-A29-spacerl4 Blongl57Fphl 100.000 1.24e-11 CACCGCATGCGAGAGTCC;SCGCCGGCACCCAC_
BreBR-A29-spacer16 CGACGA-
3 BreNRBBS2phS 100000 1.24e-11 GATGGCCGACCCCGAACTCGAATCGTT
BreBR-A29-spacer16 CGACGA-
3 BreMCC1605ph1 100000 1.24e-11 GATGGCCGACCCCGAACTCGAATCGTT
BreBR-A29-spacer16 CGACGA-
3 BreLMC520ph3 100000 1.24e-11 GATGGCCGACCCCGAACTCGAATCGTT
BreBR-A29-spacerl6 CGACGA-
3 BreJROTphl 100.000 1.24e-11 GATGGCCGACCCCGAACTCGAATCGTT
BreBR-A29-spacer16 CGACGA-
3 BreDRBB28phS  100.000  1.2de-11 GATGGCCGACCCCGAACTCGAATCGTT
BreBR-A29-spacer16 CGACGA-
3 BreDRBB26phl  100.000  1.2de-11 GATGGCCGACCCCGAACTCGAATCGTT
BreBR-A29-spacer16 CGACGA-
3 BreBR3ph2 100.000  1.24e-11 GATGGCCGACCCCGAACTCGAATCGTT
BreBR-A29-spacerl6 CGACGA-
3 BlongLO-K29bphl = 100.000  1.2de-11 GATGGCCGACCCCGAACTCGAATCGTT
BreBR-A29-spacer16 Blong- 100.000 1240-11 CGACGA-
3 CECT7210.2ph3 GATGGCCGACCCCGAACTCGAATCGTT
BreBR-A29-spacer16 Blong- 100.000 1240-11 CGACGA-
3 CCUG30698ph3 GATGGCCGACCCCGAACTCGAATCGTT
BreBR-A29-spacer16 CGACGA-
3 BlongAPC1462phl  100.000  124e-11 GATGGCCGACCCCGAACTCGAATCGTT
BreBR-A29-spacer16 CGACGA-
3 Blong72Bphl  100.000  1.2de-11 GATGGCCGACCCCGAACTCGAATCGTT
BreBR-A29-spacer16 CGACGA-
3 Blongl57Fphl 100000 1.2de-11 GATGGCCGACCCCGAACTCGAATCGTT
- ACCCAGTCCATGAC-
BreBR-A29-spacer2 BlongBifido_04ph1  100.000 3.21e-13 GTTCTCGAACCCTCGCGGCGAA
ATCGGCACGATAGGCCATGGCGGCAC-
BreBR-A29-spacer38 BreDRBB28phl 100.000 1.24e-11 CGTCACC
BreCNCMI-4321ph ATCGGCACGATAGGCCATGGCGGCAC-
BreBR-A29-spacer38 1 100.000 1.24e-11 CGTCACC
ATCGGCACGATAGGCCATGGCGGCAC-
BreBR-A29-spacer38 Bre689bphl 100.000 1.24e-11 CCTCACC
BreBR-A29-spacer46 BreDRBB28phl 100.000 3.69e-12 TCCTTGACTAGATGC;C,}?FCF;TGGTTAACAATT_
BreBR-A29-spacerd6 BreCNCMI-4321ph 100.000 3.69-12 TCCTTGACTAGATGGATTGGTTAACAATT-
1 GATTG
ATGGT T TCGATGA
BreBR-A20-spacer6  BlongBG7phl 100000 36912 O o CATEE CGCE’SCGCC COGTCGATG
TCCA Al AA T AC-
BreBR-A29-spacer8 BlongBG7phl 100.000 1.33e-11 GCCTCCAGCG CC(C;(?T C GCCGLTCGGEAC
TGGCGCAATGGGCGTTGAAC-
BreBR-129-spacer12 BreDRBB28phl 100.000 3.69e-12 CTCGCCATGAACGC
BreBR-129-spacer12 BreCNCMI-4321ph  100.000 3.69e-12 TGGCGCAATGGGCGTTGAAC-
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1 GTCGCCATGAACGC
TGGCGCAATGGGCGTTGAAC-
BreBR-129-spacer12 Bre689bphl 100.000 3.69e-12 GICGCCATGAACGC
Blon- TGGCGCAATGGGCGTTGAAC-
BreBR-129- 12 100. .69%e-12
reBR-129-spacerl2 -\ pasq3acphy 100000 36% GTCGCCATGAACGC
GCGGTCGTGGAATACGCAGACAA-
BreBR-129-spacer20 Brelw01phl 100.000 3.6%e-12 GAAACATTTCA
BlongNCTC11817p GCGGTCGTGGAATACGCAGACAA-
BreBR-129-spacer20 h3 100.000 3.69e-12 GAAACATTICA
. GCGAAGAAGACGGCTGGCAATGCG-
BreBR-129-spacer61 BlongBifido_04phl  100.000 1.09e-12 CAGACTTIGGC
BreCECT7263-spacer TCGCGGTGTTGAAGACCGTCACATGGGCG-
103 BreDRBB28phl 100.000 2.76e-14 CAACTGTCA
BreCECT7263-spacer BreCNCMI-4321ph 100,000 2 76e-14 TCGCGGTGTTGAAGACCGTCACATGGGCG-
103 1 ' voe CAACTGTCA
BreCECT7263-spacer TCGCGGTGTTGAAGACCGTCACATGGGCG-
103 Bre689bphl 100.000 2.76e-14 CAACTGTCA
BreCECT171236 3'SpacerBlongMCf10079ph 100000  447e-11 TGCCACGGGTAGAGATGCACGTGGAGGAACTT
BreCECT7263-spacer GGGTTGCCGTAGGTGCCGCCGCCCTGA-
121 BreNRBB50ph1 100.000 1.09e-12 TAGCCGTT
BreCECT7263-spacer GGGTTGCCGTAGGTGCCGCCGCCCTGA-
121 BlongF8phl 100.000 1.09e-12 TAGCCGTT
BreCECT7263-spacer BreDRBB30ph3 100.000 3.696-12 CTTGAGGATGAATCCAGTCAGGCGATGCTG-
99 GACG
BreCECT7263-spacer BreCNCMI-4321ph CTTGAGGATGAATCCAGTCAGGCGATGCTG-
100.000 3.69¢e-12
99 3 GACG
BreJCM7019-spacer5 BifS17ph1 100,000 1.09-12 GCGCCCAACTGCTCATCAATCTGATGGACTG-
2 CATC
BreJCM7019-spacer? GGACGGTTCCAATCCGAGCGCGCTG-
) BreNRBBO1ph2 100.000 1.24e-11 CAGGICAT
BreJCM7019-spacer? GGACGGTTCCAATCCGAGCGCGCTG-
) BreDSM20213.3ph2  100.000 1.24e-11 CAGGICAT
GGCCGACCACAAGGCCACCGGCAG-
Brelw01-spacer75 Bre689bphl 100.000 3.21e-13 CATGGACGCGGA

CACTACGAGGAGTCGTTCAAGCGG-
CAGATCGTGCAGTTGTATGAGAACGGC
CACTACGAGGAGTCGTTCAAGCGG-
CAGATCGTGCAGTTGTATGAGAACGGC
CACTACGAGGAGTCGTTCAAGCGG-
CAGATCGTGCAGTTGTATGAGAACGGC
GAGCCGGCGCGCGAGATCAGGGCCGAGTAC-

BreMCl-spacer6 ~ BreNRBB51phl 100.000 2.70e-21
BreMCl1-spacer6 BreNRBB56ph3 98.039 1.26e-19
BreMCl1-spacer6 BadBB23phl 98.039 1.26e-19

BreMC1-spacer? BreNRBB51phl 100.000 2.80e-16

GACATCTCGCAT
AGCCGGCGCGCGAGATCAGGGCCGAGTAC-

BreMCl-spacer7  BreNRBB56ph3 100.000 1.01e-15 GACATCTCGCAT
AGCCGGCGCGCGAGATCAGGGCCGAGTAC-

BreMCl-spacer7  BreNRBB56ph3 100.000 1.01e-15 GACATCTCGCAT

CACTACGAGGAGTCGTTCAAACGG-
CAGATCGTGCAGTTGTATGAGAACGGC
CACTACGAGGAGTCGTTCAAACGG-
CAGATCGTGCAGTTGTATGAGAACGGC

BreMCC1604- TTGAGTGTCTTATCGATGAATTGCCTG-
reMCCL604-spacer 5 DRBB28ph1 100000 1.09e-12 CTTGAGTCTCTTATCCATGAATICCCTG

BreMCl-spacer8 = BreNRBB56ph3 100.000 2.70e-21

BreMC1-spacer8 BreNRBB51phl 98.039 1.26e-19

12 TAGACGC
BreMCC1604-spacer BreCNCMI-4321ph o GTTGAGTGTCTTATCGATGAATTGCCTG-
12 1 : voe TAGACGC

BreMCC1604-spacer Bre689bphl 100.000 1.09e-12 GTTGAGTGTCTTATCGATGAATTGCCTG-




Microorganisms 2021, 9, 2559

64 of 66

Spacer Name Phage Name Identity E-value Nucleotide Sequence
12 TAGACGC
BreMCC1604-spacer Blon- 100.000 1.09-12 GTTGAGTGTCTTATCGATGAATTGCCTG-
12 gAF35-13ACph2 ' ' TAGACGC
BreMCC1604-spacer TACAATGCCGTGAACAGCCTCTAAAA-
0 Bad1-11phl 100.000 3.69%e-12 GCATTAAG
BreNCFB2258-spacer . GCGGCTGGGAGACCGTGCCGAACCG-
35 BifS17phl 100.000 3.69e-12 CAGGTCGGG
BreNCFB2258-spacer BiftMGYG-HGUT-0 100.000 3.69e-12 GCGGCTGGGAGACCGTGCCGAACCG-
35 2396ph2 ' ' CAGGTCGGG
- TGA AATCACGAGTCGTGGAT TT-
BreNRBB09-spacer10 BlongEK5phi 100.000 3.69e-12 GACGC CACGAGTCGTGGATGCCG
0 GACCT
BreNRBBO;'SpaceﬂO BlongEK5phl  100.000  124e-11 CTGGTCGATGCCGTCGGTGCCCCACTGGATGCT
BreNRBB09-spacer10 BlongTMO1-Tph1  100.000 3.69e-12 TGATGGGTTCGGCGTTCGCGCTCACCCAG-
4 TCGCT
BreNRBB09-spacer10BlongMCC10101ph TGATGGGTTCGGCGTTCGCGCTCACCCAG-
100.000 3.6%-12
4 1 TCGCT
- TGAT TT TT TCA AG-
BreNRBB09-spacer10 BlongGT15ph3 100.000 3.69e-12 GATGGGTTCGGCGTTCGCGCTCACCCAG
4 TCGCT
- TGAT TT TT TCA AG-
BreNRBB09-spacer10 BlongDS15_3ph1  100.000 3.69e-12 GATGGGTTCGGCGTTCGCGCTCACCCAG
4 TCGCT
- TGAT TT TT TCA AG-
BreNRBB09-spacer10 BlongBB-79ph1 100.000 3.69e-12 GATGGGTTCGGCGTTCGCGCTCACCCAG
4 TCGCT
GACAC-
BreNRBB09-spacerl5  BreBR3ph3 98.305 1.09e-23 CGAGCTTTTAATGCTCGTCGCGGTCTGCTCCAC
GCTGCTCTTGGTCGCGTACGT
BreNRBB09-spacer36 BreDRBB28phl 100.000 1.11e-08 CCGGGCGCTATCGTGGTGGCGATGTCGGA
BreNRBBO9—spacer36BIQCI\ICI\IH_ZK)’Zlph 100.000 1.11e-08 CCGGGCGCTATCGTGGTGGCGATGTCGGA
BreNRBB09-spacer36  Bre689bphl 100.000 1.11e-08 CCGGGCGCTATCGTGGTGGCGATGTCGGA
Blon-
BreNRBB09-spacer36 g AF35-13ACph2 100.000 1.11e-08 CCGGGCGCTATCGTGGTGGCGATGTCGGA
BreNRBB09-spacer44 BreDRBB30ph3 100.000 1.72e-10 CCGACACATTGTCCAATTTCCCGTTCTCGTC
BreNRBBO9-spacer44BrECNCI\;I-4321ph 100000  1.72e-10  CCGACACATTGTCCAATTTCCCGTTCTCGTC
GCCATCATGGACTTGGGCATGAGCGAC-
BreNRBB09-spacer96 BreDRBB28phl 100.000 3.21e-13 GTCGCCAAG
BreCNCMI-4321ph GCCATCATGGACTTGGGCATGAGCGAC-
BreNRBB09-spacer96 1 100.000 3.21e-13 GTCGCCAAG
GCCATCATGGACTTGGGCATGAGCGAC-
BreNRBB09-spacer96  Bre689bphl 100.000 3.21e-13 GTCGCCAAG
Blon- GCCATCATGGACTTGGGCATGAGCGAC-
BreNRBB09-spacer96 ¢ AF35-13ACph2 100.000 3.21e-13 GTCGCCAAG
BreNRBB11-spacer1l CGCTGCTGCTACCCAGCAGGCGGGCGA-
6 BreMCC1605ph1  100.000 3.69%e-12 TATCCTC
BreNRBB11-spacer1l CGCTGCTGCTACCCAGCAGGCGGGCGA-
6 BreJR01phl 100.000 3.69%e-12 TATCCTC
BreNRBB11-spacerll CGCTGCTGCTACCCAGCAGGCGGGCGA-
6 BreDRBB28ph5 100.000 3.6%-12 TATCCTC
BreNRBB11-spacer1l CGCTGCTGCTACCCAGCAGGCGGGCGA-
6 BreDRBB26phl 100.000 3.6%-12 TATCCTC
BreNRBB11-spacer1l CGCTGCTGCTACCCAGCAGGCGGGCGA-
6 BreBR3ph2 100.000 3.6%e-12 TATCCTC
BreNRBB11-spacer1l CGCTGCTGCTACCCAGCAGGCGGGCGA-
6 Bre082W48phl 100.000 3.6%-12 TATCCTC
BreNRBB11-spacerll Blong72Bphl 100.000 3.69e-12 CGCTGCTGCTACCCAGCAGGCGGGCGA-
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6 TATCCTC
BreNRBB11-spacer1l CGCTGCTGCTACCCAGCAGGCGGGCGA-
6 Blong157Fphl 100.000 3.6%¢-12 TATCCTC
BreNRBB11-spacer12BlongMCC10116ph CGAACATCAAGGGTCTGCTCTCCCGCGACATC
0 1 100.000 3.69e-12 CA
BreNRBB11-spacer12BlongMCC10111ph CGAACATCAAGGGTCTGCTCTCCCGCGACATC
0 1 100.000 3.69e-12 CA
BreNRBB11-spacer12BlongMCC10100ph CGAACATCAAGGGTCTGCTCTCCCGCGACATC
0 1 100.000 3.69e-12 CA
BreNRBB11-spacer12BlongMCC10093ph CGAACATCAAGGGTCTGCTCTCCCGCGACATC
0 1 100.000 3.6%-12 CA
BreNRBB11-spacer12BlongMCC10079ph CGAACATCAAGGGTCTGCTCTCCCGCGACATC
0 1 100.000 3.6%¢-12 CA
BreNRBB11-spacer12BlongMCC10077ph CGAACATCAAGGGTCTGCTCTCCCGCGACATC
0 1 100.000 3.69e-12 CA
BreNRBB11-spacer12BlongMCC10073ph CGAACATCAAGGGTCTGCTCTCCCGCGACATC
0 1 100.000 3.69e-12 CA
BreNRBB11-spacer12BlongMCC10064ph CGAACATCAAGGGTCTGCTCTCCCGCGACATC
0 1 100.000 3.69e-12 CA
BreNRBB11-spacer12BlongMCC10044ph CGAACATCAAGGGTCTGCTCTCCCGCGACATC
0 1 100.000 3.6%-12 CA
BreNRBB11-spacer12BlongMCC10038ph CGAACATCAAGGGTCTGCTCTCCCGCGACATC
0 1 100.000 3.6%-12 CA
BreNRBBlol -spacer12 BlongLO-K29aph1 100000 3.69e-12 CGAACATCAAGGGTCngTCTCCCGCGACATC

BreNRBB11-spacer14
2
BreNRBB11-spacer14BreCNCMI-4321ph
2 1
BreNRBB11-spacer14

BreDRBB28ph1 100.000 4.47e-11 TCGCTCATGCCCAAGTCCATGATGGCCTTGTT

100.000 4.47e-11 TCGCTCATGCCCAAGTCCATGATGGCCTTGTT

5 Bre689bphl 100.000 447e-11  TCGCTCATGCCCAAGTCCATGATGGCCTTGTT
BreNRBB11-spacerld Blon- 100000  447e-11  TCGCTCATGCCCAAGTCCATGATGGCCTTGTT

2 gAF35-13ACph2
BreNRBB11-spacer38 BifS17phl 100.000 3.21e-13 CATCTGCCGTCCTGCEEEGTCCTCGCTCAGGTA
BreNRBB11-spacer3 8B1fMGYG-HGUT—0 100.000 307613 CATCTGCCGTCCTGCGGTGTCCTCGCTCAGGTA

2396ph2 GGC
BreNRBB521 -spacer10 BreDRBB28ph1 100.000 1.09e-12 TTCCATGGTCGGGTlg((;gTTCTGTCAGGCGTT-
BreNRBB51-spacer10BreCNCMI-4321ph TTCCATGGTCGGGTTCCTTTCTGTCAGGCGTT-
100.000 1.09e-12

2 1 GGC
BreNRBBSZl -spacer10 Bre689bpht 100.000 1.09-12 TTCCATGGTCGGGT”I;;ngTTCTGTCAGGCGTT—
BreNRBB521 -spacer10 BlongAF36-1ph1  100.000 1.09e-12 TTCCATGGTCGGGT”I;;ngTTCTGTCAGGCGTT—
BreNRBB51-spacer10 Blon- 100.000 1.09-12 TTCCATGGTCGGGTTCCTTTCTGTCAGGCGTT-

2 gAF35-13ACph2 ' ’ GGC
BreNRBB51-spacer12 CGGCCAGTCGATCAGCTGGCTCCTGAG-

5 BreDRBB30ph3 100.000 3.21e-13 CAAGGCGGA
BreNRBB51-spacer12BreCNCMI-4321ph 100000 3.21 x 1013 CGGCCAGTCGATCAGCTGGCTCCTGAG-

2 3 CAAGGCGGA
BreNRBB51-spacer12 CGGCCAGTCGATCAGCTGGCTCCTGAG-

5 BreBIO6018phl 100.000 3.21e-13 CAAGGCGGA
BreNRBB51-spacer12 CCGACGCCATCCCCGGCGCTTCGGG-

4 BreDRBB28phl 100.000 1.09e-12 CAAACTCCAG

BreNRBB51-spacer12BreCNCMI-4321ph  100.000 1.09e-12 CCGACGCCATCCCCGGCGCTTCGGG-
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4 1 CAAACTCCAG
BreNRBB51-spacer12 CCGACGCCATCCCCGGCGCTTCGGG-

4 Bre689bphl 100.000  1.09e-12 CAAACTOCAG
BreNRBB51-spacer12 Blon- 100.000 1.09-12 CCGACGCCATCCCCGGCGCTTCGGG-

4 gAF35-13ACph2 ' woe CAAACTCCAG
BreNRBB561-spacer13 BreDREBZSphl 100000 369612 AACACGACAACTAAéX}?GACACAACAATGG-
BreNRBB51-spacer13BreCNCMI-4321ph AACACGACAACTAAAAGGACACAACAATGG-

100.000  3.69e-12

6 1 CATT
BreNRBBSI-spacerld oo 100000 36901y AACACGACAACTAAAAGGACACAACAATGG-

6 CATT
BreNRBB51-spacer13 CAACCAATTGTITAACCAATCCATCTAG-

, Bre689bphl 100.000  3.69%-12 TCAAGOA
BreNRBB51-spacer14 . CGGCCAAAAGGCCGATGGCCTT-

; BifS$5Bph2 100.000  3.69-12 COTCATCOOGTC
BreNRBBSI-spacerld  puep o 100000 1091y CCGCAGACGGGCAAGGACGCGGGCGACCAC-

4 TTCAA
BreNRBB51-spacerl4 ATGAGCGACAGCACCGACAAGTTCGTG-

. BreDRBB28phl  100.000  1.09e-12 CAGACCAT
BreNRBB51-spacerl4BreCNCMI-4321ph o oo ATGAGCGACAGCACCGACAAGTTCGTG-

8 1 ' e CAGACCAT
BreNRBB51-spacerl4 ATGAGCGACAGCACCGACAAGTTCGTG-

. Bre689bphl 100.000  1.09e-12 CAGACCAT
BreNRBB51-spacer14 Blon- 100.000 1.09-12 ATGAGCGACAGCACCGACAAGTTCGTG-

8 gAF35-13ACph2 ' ' CAGACCAT
BreNRBB51-spacerl5 ACCAAACCCAAGGCCGTGCTCG-

; BreDRBB28phl  100.000  3.69%-12 TAACCCOOGTOA
BreNRBB51-spacer|5BreCNCMI-4321ph 0 o o ACCAAACCCAAGGCCGTGCTCG-

0 1 ' o7e TAACCCGCGTCA
BreNRBB51-spacerl5 ACCAAACCCAAGGCCGTGCTCG-

] Bre689bphl 100.000  3.69-12 TAACCCOCGTOA
BreNRBB572—spacer13 Bre689bphl 100000 36912 GCATGAGCAACGGC(?SEATGTGCCTCACGTT-
BreNRBB572-spacer13 BlongAFS6Iphl 100000 36912 GCATGAGCAACGGCSSISATGTGCCTCACGTT-
BreNRBB52-spacer13 Blon- 100000 36001y  GCATGAGCAACGGCAGCATGTGCCTCACGTT-

7 gAF35-13ACph2 ' o7e GAA
BreNRBBS6-spacerl0 o v mogonny 100000 3e9e12  CTCGCTTTCCGCCGCCATGATCGCGTCGGAC-

2 GAG
BrENRBBS;'Sp“erlOBIO“gMCfIOBOPh 100000  1.33e-11  TCGCTTTCCGCCGCCATGATCGCGTCGGACGAG

CGCACAC-

BreNRBB56-spacer98 BreUMBO0089ph2 100.000 1.09e-12 CGGCCGCGCTGCCCAATGTGGTCTGCAT
CGCACAC-

BreNRBB56-spacer98 BreDRBB27ph4 100.000 1.09e-12 GGGCCGCGCTGCCCAATGTGGTCTGCAT
. CGCACAC-

BreNRBB56-spacer98 BlongBifido_04phl  100.000 1.09e-12 GGGCCGCGCTGGCCAATGTGGTCTGCAT
Blon- CGCACAC-

BreNRBB56- 100. 1.09-12

reNRBB36-spacer98  \ rocisgo7phs 100000 09e GGGCCGCGCTGGCCAATGTGGTCTGCAT

BreNRBB56-spacer98 Blon- 100.000  1.09e-12 COCACAC

gATCC15697.2ph3

GGGCCGCGCTGGCCAATGTGGTCTGCAT




