
Table S1. Bacterial strains and plasmids used in this study
	Strain or plasmid
	Relevant characteristics
	Source or reference

	Strains
	　
	

	E. coli
	　
	

	JM109
	recA1 endA1 gyrA96 thi hsdR17 supE44 relA1 Δ(lac-proAB)/F’[traD36 proAB+ lacIq lacZΔM15]
	Takara

	JM110
	dam dcm supE44 hsdR17 tih leu rpsL lacy galK galT ara tonA thr tsx Δ(lac-proAB)/F’[traD36 proAB+ lacIq lacZΔM15]
	[1]

	BL21(DE3)
	F– ompT gal dcm lon hsdSB(rB- mB-) λ(DE3)
	[2]

	C. glutamicum
	　
	

	R (JCM 18229)
	Wild-type strain
	[3]

	KT21
	R with deletion in sugR and lldR
	[4]

	TN06
	R with deletion in cyaB
	[5]

	KT45
	R with the PldhA-lacZ fusion in pCRC656
	This study

	KT46
	R with the PldhA-lacZ fusion in pCRC657
	This study

	KT47
	R with the PldhA-lacZ fusion in pCRC658
	This study

	KT48
	R with the PldhA-lacZ fusion in pCRC659
	This study

	KT49
	R with the PldhA-lacZ fusion in pCRC660
	This study

	KT50
	KT21 with the PldhA-lacZ fusion in pCRC656
	This study

	KT51
	KT21 with the PldhA-lacZ fusion in pCRC659
	This study

	KT52
	KT21 with the PldhA-lacZ fusion in pCRC660
	This study

	KT53
	R with the mutated (mut1) GlxR binding site in the ldhA promoter region
	This study

	KT54
	R with the mutated (mut2) GlxR binding site in the ldhA promoter region
	This study

	KT55
	KT21 with the mutated (mut1) GlxR binding site in the ldhA promoter region
	This study

	KT56
	KT21 with the mutated (mut2) GlxR binding site in the ldhA promoter region
	This study

	KT57
	TN06 with deletion in sugR
	This study

	KT58
	R with deletion in atlR
	This study

	KT59
	KT58 with deletion in sugR
	This study

	KT60
	KT21 with deletion in atlR
	This study

	KT61
	KT55 with deletion in atlR
	This study

	KT62
	KT56 with deletion in atlR
	This study

	Plasmids
	　
	

	pCold
	Apr: a vector for cold-inducible expression
	TaKaRa

	pCRA725
	Kmr; the suicide vector containing the B. subtilis sacB gene 
	[6]

	pCRB12iP
	Kmr; lacIq, Ptac, IPTG-inducible vector
	[7]

	pCRA741
	Kmr; pCRA725 with a 2.0-kb PCR fragment from strain-specific island 7 and a 3.1-kb PCR fragment containing the E. coli lacZ gene
	[8]

	pCRC620
	Apr: pColdI with a coding region of the glxR gene
	[9]

	pCRC656
	Kmr; pCRA741 with the ldhA promoter fragment amplified with PldhAFW2 and PldhARVNaeI
	This study

	pCRC657
	Kmr; pCRA741 with the ldhA promoter fragment amplified with PldhAFW2-1 and PldhARVNaeI
	This study

	pCRC658
	Kmr; pCRA741 with the ldhA promoter fragment amplified with PldhAFW2-2 and PldhARVNaeI
	This study

	pCRC659
	Kmr; pCRA741 with the same ldhA promoter fragment as in pCRC656 with the mutated GlxR binding site (mut1)
	This study

	pCRC660
	Kmr; pCRA741 with the same ldhA promoter fragment as in pCRC656 with the mutated GlxR binding site (mut2)
	This study

	pCRC661
	Kmr; pCRA725 with a fragment containing the ldhA promoter with the mutated GlxR binding site (mut1) for introduction of the mutation
	This study

	pCRC662
	Kmr; pCRA725 with a fragment containing the ldhA promoter with the mutated GlxR binding site (mut2) for introduction of the mutation
	This study

	pCRC663
	Kmr; pCRB12iP with a fragment containing the glxR gene for IPTG-inducible overexpression
	This study

	pCRC664
	Kmr; pCRA725 with a fragment containing the upstream and downstream regions of the atlR gene for deletion
	This study

	pCRC665
	Apr: pColdI with a coding region of the atlR gene
	This study
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