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Supplementary Table S1 

Table S1: Primer sequences, annealing temperatures and product lengths of SRY, ZF9 and RSPO1 
gene region analysed. 

Gene Primer name Primer  annealing  length 

SRYa SRY-F TGC TAT GTC CAG AGT ATC CAA CA 
58 697bp 

 SRY-R TGA GAA AGT CCG GAG GGT AA 

ZF9a ZF9-F AAA TCA AAA CCT TCA TGC CAA T 
58 

Y 553bp;   

X 604bp  ZF9-R TTC CGG TTT TCA ATT CCA TC 

RSPO1b RSPO1ex1F CTT CCT TAT GGG CTG ATG GA 
60,6 387bp 

 RSPO1ex1R AAT CTG CAA TGG TCA CCA CA  

 RSPO1ex2F CTG CCT CTC ACT CCT GTT CC 
60,6 414bp 

 RSPO1ex2R CAC ACG GAG TTG GAA ATG TG  

 RSPO1ex3-4Fc TCC TGT GAA ATC GGC TCT CT 
60 1097bp 

 RSPO1ex3-4Rc ACA CAG AGT TCT GGG GGT TG 

 RSPO1ex5F GAG GGG ACC CTG ACT GTG TA 
60 419bp 

 RSPO1ex5R AGA GTG TGT GTC CGT GTT GC 

a Han et al. 2010; b Gene ID: 100054745; c Exone 3 and exone 4 were analyzed together. 

 


