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FIGURE S1. LEfSe conducted based on bacterial community in unfed female ticks
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FIGURE S2. LEfSe conducted based on bacterial community in engorged female ticks.
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FIGURE S3. LEfSe conducted based on bacterial community in male ticks.



N F [ FB N M
i | | i i

o vegmonss - |

g__Lactobacillus
g Escherichia_Shigella
&_unculturcd_t um_{ Muribacul

g__Bacillus

§__Bacteroides

g Acinelobacter

g Clostridium_sensu_siricto 1
o Desitovirio |
I R E—

g__Fusobacterium

g_oncultared bacieriom o Rokut
g__Candidatus_Udaecbacter
g Lysinibacillus

g__Chrisiensencllaceac_R_7_group
§__Pseudomonas
g__Candidatus Lariskella |

g_ Ricketisia

oy e

§_Aci
g__Cellulosilyticum ‘

LDA SCORE (log 10)

FIGURE S4. LEfSe conducted based on bacterial community in Dermacentor

silvarum.
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FIGURE S5. LEfSe conducted based on bacterial community in Ixode spersulcatus



B Bl EHEn

g_ Coxiella

g_ Bifidobacterium
g__Fastidiosipila
g__uncultured_bacterium_{ Sphi d
g Symbiobacterium

g wncultured_bacterium _c_0319_7L14

g_ Proteiniphilum

g__ Ralstonia

g Bacillus ‘

i
0 1 2 3
LDA SCORE (log 10)

FIGURE S6. LEfSe conducted based on bacterial community in Haemaphysalis

concinna
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Figure S7. Microbial interaction networks within ticks



