
Supplemental Figure S1. Multi-sequence alignment of the ODC amino acid 
sequences. 
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Sequences from L. donovani BPK282Al LdBPK_120105.l, L. major Friedlin 
LmjF.12.0280, L. braziliensis MHOM/BR/75/M2904 LbrM.12.0300, T. brucei brucei 
TREU927 Tb927.ll.13730, Mus musculus NP _038642.2, Homo sapiens P11926 were 
aligned using Clustal Omega. Boxshade was utilized to illustrate identical (black), 
conserved (grey) and divergent residues (white). 



Supplemental Figure S2. Multi-sequence alignment of the ADOMETDC amino 
acid sequences. 
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Sequences from L. donovani BPK282Al LdBPK_303150.1, L. major Friedlin LmjF.30.3110, 
L. braziliensis MHOM/BR/75/M2903 LBRM2903_300037800, T. brucei brucei TREU927
Tb927.6.4410, T. cruzi CL TcCL_ESM01038, Mus musculus NP _033795.1, Homo sapiens 
NP _001625.2 were aligned using Clustal Omega. Boxshade was utilized to illustrate 
identical (black), conserved (grey) and divergent residues (white). 



Supplemental Figure S3. Multi-sequence alignment of the prozyme amino acid 
sequences. 
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Sequences from L. donovani BPK282Al LdBPK_303160.l, L. major Friedlin 
LmjF.30.3120, T. brucei Lister strain 427 Tb427.06.4470, T. cruzi CL Brener Esmeraldo­
like TcCLB.509167.110 were aligned using Clustal Omega. Boxshade was utilized to 
illustrate identical (black), conserved (grey) and divergent residues (white). 



Supplemental Figure S4. Multi-sequence alignment of the SPDSYN amino acid 
sequences. L.donovani 
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Sequences from L. donovani BPK282Al LdBPK_040570, L. major Friedlin LmjF.04.0580, 
L. braziliensis MHOM/BR/75/M2904 LbrM.04.0630, T. cruzi Dm28c 2017 BCY84_20019,
Mus musculus NP _033298.1, Homo sapiens NP _003123.2. were aligned using Clustal 
Omega. Boxshade was utilized to illustrate identical (black), conserved (grey) and 
divergent residues (white). 
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