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Abstract: An extracellular matrix (ECM) is a network of numerous macromolecules that represents
the cellular structural support involved in key biofunctions such as signal transduction and cellular
adhesion. In addition, ECM-associated proteins interact with ECM and with other endogenous
structures and molecules to control cellular growth, structural modifications, cellular migration,
etc. Among the ECM-associated proteins, secreted protein acidic and rich in cysteine (SPARC)
is a protein that is known to be expressed when tissues change. Herein, we put a spotlight on
selected, metabolic and homeostatic properties beyond the known properties of ECM and SPARC.
Importantly, the synchronization of the metabolic and structural implications of SPARC and the ECM
would indicate an adaptation of the metabolism to meet the needs of the changes that the tissues
undergo. Highlighting such properties would have important applications in diverse fields that
include therapeutics, metabolics, and pathogenesis.
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1. Extracellular Matrix (ECM) and Secreted Protein Acidic and Rich in Cysteine (SPARC)

The increasing number of pathologies involving structural or functional abnormalities, combined
with the lack of organ donors, has made developing novel approaches in regenerative medicine a
necessity. Recent advances in regenerative medicine have brought a lot of hope for tissue engineering,
as shown by clinical trials that use stem cells (both somatic and embryonic and even adipose-derived
stem cells) in therapeutic applications [1–3]. Within the context of regenerative medicine, the ECM
is implicated in a variety of processes that include cellular repair and regeneration, remodeling [4],
and intercellular communication [5] (Figure 1). Therefore, ECM products, including hydrogels [5],
have been used or suggested in clinical practice [6,7]. Such applications derive from the structural
and functional properties of the ECM and its associated proteins. Thus, further understanding
these properties could expand the applications in regenerative medicine as well as in fields such as
pharmacology and in vitro researches.
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Figure 1. Example of extracellular matrix (ECM) implications. The extracellular matrix is involved in a
variety of biological functions, mainly but not only during tissue development under physiological and
pathological conditions.

ECM is a three-dimensional network surrounding cells, and is made of different macromolecules,
including collagens, elastins, proteoglycans/glycosaminoglycans, laminins, and fibronectins [5,8].
It governs a variety of biological functions such as cellular differentiation, growth, survival, migration,
homeostasis, and morphogenesis [8]. ECM remodeling through its components is crucial in both
physiology and pathology [9–11]. Such remodeling is controlled by epigenetics through the dynamic
cellular environment (pH, cytokines, etc. [12]) that induces gene expression modulations [9] towards
a modified proteomic profile required for remodeling. On the other hand, the proteins associated
with the ECM structurally and functionally complete the molecular network surrounding the cells
and governing tissue properties. Herein, we mention the SPARC that represents an example of
an ECM-associated protein expressed, mainly when tissues change [13,14], indicating its particular
importance during tissue remodeling and suggesting its close interaction with the ECM during such a
process. SPARC (also known as BM-40 or osteonectin) is a glycoprotein with a molecular weight of
32 kDa [15] encoded by a highly conserved single gene [16], which reflects the evolutionary importance
of this gene. It has a single polypeptide chain [17], and its human-matured version has 286 amino acid
residues [18]. This glycoprotein is made of three domains (N-terminal domain, C-terminal domain,
and a domain characterized by a follistatin-like domain) [19]. The three domains provide SPARC
with its biophysical and biochemical properties such as Ca2+-binding, protease inhibitor, and collagen
binding [19]. These properties allow SPARC to bind to both collagen and hydroxyapatite [13]. This
binding ability is illustrated by studies showing that collagen I and SPARC are both reduced by
valproate treatment in cultured bone cells [20], the implication of SPARC in stromal mineralization,
as well as the adhesion of both osteoblasts and platelets to the ECM [21]. In fact, SPARC was first
discovered in bones [18] and shown to be highly important in osteogenesis [17]. It is also the most
expressed in the bone compared to the other noncollagenous polypeptides [22]. SPARC was initially
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named osteonectin following its discovery in bones, and was even thought to be bone-specific [13,23]
before it was shown to be expressed in most tissues.

Beyond the structural implications of SPARC and ECM, it remains important to clarify their
metabolic and homeostatic properties under different circumstances. Indeed, the increasing importance
of ECM implications and applications in biological research and clinical practice [24–26] makes
exploring the ECM metabolic aspects important in order to uncover novel roles or identify new
possible applications for ECM. For instance, among the ECM’s current applications we mention is the
use of ECM bioscaffolds (decellularized) in clinical tissue remodeling [6] to enhance the functional
reconstruction of injured tissues (muscle, esophagus, etc.) rather than develop scar tissues at the end
of the healing process of these tissues [7]. It is worth mentioning that ischemic injuries have been
treated using ECM hydrogels [26]. Moreover, these hydrogels are also used to study the ECM effects
on culture [4] as well as to mimic tumor microenvironments [12].

Elucidating such concepts would both deepen our knowledge of metabolics and uncover unknown
effects of regenerative medicine approaches. Understating how ECM and its associated proteins
impact aspects beyond structures such as metabolism and cellular biochemistry could lead to the
development of novel therapies or optimize those currently available. Furthermore, expanding the
field of investigation beyond the ECM to include the biomolecules associated to the ECM would
provide a wider understanding of the noncellular entities of tissues within the context of metabolics,
biochemical homeostasis, and energy balance. SPARC represents an illustration of this concept. It is
not only involved in tissue response to injury and cellular differentiation [27] but can also shape some
metabolic patterns, as described below.

2. SPARC: Metabolics and Homeostasis

Both ECM and the proteins associated with it have the ability to interact between them as well
as with cells, other active molecules, and cell receptors under diverse physiological and pathological
conditions [28–31]. The ECM and its associated proteins represent the frame into which cells reside and
upon which key tissue properties depend. Indeed, what provides tissue with its nature (hard, soft, etc.)
and properties is governed by the cellular adhesion of cells constituting that tissue and their interactions
through the ECM and its associated proteins. This explains the need for ECM remodeling and changes
to adapt to new physiological or pathological conditions [32]. Furthermore, the content in other
elements like calcium does impact the tissue nature and illustrates this concept as well. For instance,
bones are known to be of a hard nature, and this is due to their rich content in calcium. Within
this context, SPARC binds to both hydroxyapatite and collagen in a bone matrix [13,33,34], which
strengthens the bone hardness. Therefore, the bone content in both SPARC and calcium and the binding
ability these two components have would govern the strength and hardness of bones depending
on how strong the adhesion is between osteocytes, their ECM, hydroxyapatite, and ECM-associated
proteins (SPARC in the current example).

Regarding the energy metabolism pattern, the two components of energy balance are energy
storage and energy expenditure. The storage is mainly in the form of lipids in adipocytes, whereas
the energy expenditure is governed by the muscle’s energy usage (both resting metabolic rate and
physical activity). As we have described in a recent paper [15], the ability of certain cells like adipocytes
to expend would depend on the ECM’s “rigidity”, which would—in part—depend upon SPARC
expression. Indeed, due to the interaction between SPARC and collagen, a deficiency in SPARC (such
as in a Sparc knock-out organism) would reduce collagen maturity and weaken the ECM structure,
thereby reducing the ECM rigidity. ECM rigidity is defined by how strong the adhesion is between
ECM and its associated protein and whether this adhesion would limit the cellular expansion of these
cells surrounded by such an “elastic” or a “rigid” ECM [15]. Following this line of thought, how
rigid the ECM of adipocyte is would govern whether the adiposity’s development would be towards
hyperplasia or hypertrophy. Whereas adipocyte’s expansion would result from an “elastic” ECM,
a “rigid” ECM would limit such expansion and rather direct the adiposity’s development towards
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hyperplasia [15]. This results in different forms of adiposity distribution, which is mainly towards
either subcutaneous or visceral fat accumulation. These metabolic outcomes control the metabolic
phenotype [35–37], as well as morbidities and pathological complications [38] seen among different
individuals with obesity. Studies on SPARC highlight its numerous metabolic implications, including
energy metabolism in the skeletal muscle [15] and adiposity control [39] (Figure 2).
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Figure 2. Secreted protein acidic and rich in cysteine (SPARC) metabolic and homeostatic implications.
SPARC is involved in a variety of metabolic as well as homeostatic processes in diverse tissues, which
suggest that SPARC simultaneously interacts with metabolism and homeostasis in order to synchronize
with both of them.

Regarding the impact that ECM has on muscles, studies conducted on elderly men have shown
that endurance training increased the expression of gene coding for both ECM proteins and SPARC in
the skeletal muscles, and also genes related to metabolic functions such as oxidative phosphorylation
(OXPHOS) [40]. Such results show a potential implication of SPARC in exercise-induced metabolic
benefits depending on how strongly the Sparc gene is expressed or knocked-out as we have previously
described [15]. Herein, the differential expression of genes related to the ECM indicates a potential role
of the ECM (and eventually ECM-associated proteins such as SPARC) within the muscular metabolic
performance seen after training compared to the baseline. In addition, there is a possible link between
the ECM and the mitochondrial function [41], which reflects other possible metabolic implications.
At the molecular level, studies indicated how ECM (or its remodeling) regulates lipid metabolism [42]
and glucose metabolism [43]. Moreover, the ECM-associated protein SPARC has been shown to be
implicated in the regulation of the glucose transporter type 4 expression (controlling the glucose
uptake) [44]. All these elements show how targeting the ECM or its associated proteins could impact
the energy balance and the metabolic paths. Fortunately, cellular and animal models, including those
of the knock-out of Sparc, shed light on the roles the ECM and its associated proteins (such as collagen)
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have within different contexts [45–48]. These data will contribute to further mapping the metabolic
puzzle related to the ECM and its associated proteins.

More importantly, the implications of SPARC and the ECM in both metabolism and functions like
growth, differentiation, and morphogenesis could indicate that the ECM and SPARC might synchronize
diverse cellular functions so that the metabolic needs meet the biological changes the tissues undergo
(Figures 2 and 3). This means that the ECM remodeling and SPARC expression would simultaneously
impact parameters such as cell growth and differentiation as well as metabolic and other homeostatic
patterns. This would result in a cellular profile adapted to the changes that tissues undergo in terms
of energy usage and storage and homeostatic needs. Moreover, the implications of the ECM [46] or
SPARC [49–52] in other nonstructural functions such as inflammation, immunity, and cell growth
would not only emphasize the importance of uncovering more pathways that ECM and SPARC govern
but would also strengthen knowledge of metabolics, especially of links that have been established
between cytokine (involved in inflammation and immunity) and metabolism [53–55]. Herein, cancer
would be an illustrative example of such a “cell development–metabolism synchronization”. Indeed,
whereas cancer represents a status in which ECM remodeling is required and observed [56–58],
cancer cells and the tumor microenvironment have specific metabolic profiles and unique bioenergetic
properties in different form noncancer cells [59,60]. Interestingly, SPARC was suggested to play a
homeostasis–regulatory role in cancer. More precisely, while SPARC is overexpressed during cancer
development, it inhibits tumor growth without inducing apoptosis in normal cells (selective inhibition),
indicating a possible feedback effect towards a homeostatic regulation of cell growth in the context of
cancer [61]. This regulatory role does not seem to be limited to development but would also control the
metabolic profile of the tumoral cells in order to reach a balance/synchronization of both the structural
changes and the metabolic needs.

3. Perspective and Implications

These selected examples show numerous metabolic and homeostatic implications of both SPARC
and ECM at different levels, from cellular metabolism of glucose and lipids to both energy usage
(muscles) and energy storage (adipocytes), as well as fat distribution pattern. It reflects how those
biomolecules that form a three-dimensional network could be a starting point either to develop novel
therapies or to optimize existing treatments for obesity and other metabolic disorders. Importantly,
such concepts would also have applications in tissue engineering and regenerative medicine, including
stem cell research [62].

Extracellular matrix changes induce cellular adaptation, which leads to structural and metabolic
modifications in the tissues and organs. This metabolic–structural synchronization could suggest
an adaptation of the metabolism to meet the energy needs of the changes that the tissues undergo.
Elucidating such metabolic–structural synchronization between the metabolism and the structural
changes would produce diverse perspectives along with a verity of applications in numerous fields,
including therapeutics, cell culture, pathogenesis, and regenerative medicine.

Indeed, putting a spotlight on these nonstructural implications of the ECM and SPARC (as an
example of an ECM-associated protein) such as the metabolic properties and growth homeostasis
would allow us to predict (and potentially reverse) the “metabolic side effects” and the side effects
related to immunity, inflammation, and cell growth of interventions targeting or interacting with
matricellular proteins within the context of regenerative medicine [63]. Moreover, since metabolic
changes are not limited to energy balance but can also involve drug metabolism, this would expend
the implications to the context of pharmacovigilance, among other concepts.

In conclusion, we emphasize the importance of further investigations towards uncovering how
SPARC, ECM, and the other ECM-associated proteins can impact (and be influenced by) diverse
cellular metabolic, biochemical, and homeostatic pathways. Such discoveries will lead to novel yet
important applications in a variety of fields, including therapeutics, pathogenesis, metabolics, and
regenerative medicine (Figure 3).
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