Table S1. Summary of miRNAs involved in GBM. The column headed “expression” refers to up- or down-

regulation of miRNAs in GBM tissues or cell lines compared with healthy brain parenchyma or control cell

lines; any particular type of comparison is otherwise specified in the table. The references referring to the

main topic of the review (the crosstalk between GBM multiforme and microglia cells) are in bold. MV = mi-

crovesicle; N/A = not annotated
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