
Citation: Jugler, C.; Sun, H.; Grill, F.;

Kibler, K.; Esqueda, A.; Lai, H.; Li, Y.;

Lake, D.; Chen, Q. Potential for a

Plant-Made SARS-CoV-2

Neutralizing Monoclonal Antibody

as a Synergetic Cocktail Component.

Vaccines 2022, 10, 772. https://

doi.org/10.3390/vaccines10050772

Academic Editors: Kathleen Hefferon

and Srividhya Venkataraman

Received: 16 April 2022

Accepted: 11 May 2022

Published: 12 May 2022

Publisher’s Note: MDPI stays neutral

with regard to jurisdictional claims in

published maps and institutional affil-

iations.

Copyright: © 2022 by the authors.

Licensee MDPI, Basel, Switzerland.

This article is an open access article

distributed under the terms and

conditions of the Creative Commons

Attribution (CC BY) license (https://

creativecommons.org/licenses/by/

4.0/).

Article

Potential for a Plant-Made SARS-CoV-2 Neutralizing
Monoclonal Antibody as a Synergetic Cocktail Component
Collin Jugler 1,2,†, Haiyan Sun 1,†, Francisca Grill 2 , Karen Kibler 1, Adrian Esqueda 1,2, Huafang Lai 1, Yize Li 1,2,
Douglas Lake 1,2 and Qiang Chen 1,2,*

1 The Biodesign Institute, Arizona State University, Tempe, AZ 85287, USA; collin.jugler@asu.edu (C.J.);
haiyan.sun@asu.edu (H.S.); karen.kibler@asu.edu (K.K.); adrian.esqueda@asu.edu (A.E.);
huafang.lai@asu.edu (H.L.); yize.li.2@asu.edu (Y.L.); douglas.lake@asu.edu (D.L.)

2 School of Life Sciences, Arizona State University, Tempe, AZ 85287, USA; fgrill@asu.edu
* Correspondence: qiang.chen.4@asu.edu
† These authors contributed equally to this work.

Abstract: Severe acute respiratory syndrome coronavirus 2 (SARS-CoV-2) has caused a public health
crisis over the last two years. Monoclonal antibody (mAb)-based therapeutics against the spike (S)
protein have been shown to be effective treatments for SARS-CoV-2 infection, especially the original
viral strain. However, the current mAbs produced in mammalian cells are expensive and might be
unaffordable for many. Furthermore, the emergence of variants of concern demands the development
of strategies to prevent mutant escape from mAb treatment. Using a cocktail of mAbs that bind to
complementary neutralizing epitopes is one such strategy. In this study, we use Nicotiana benthamiana
plants in an effort to expedite the development of efficacious and affordable antibody cocktails against
SARS-CoV-2. We show that two mAbs can be highly expressed in plants and are correctly assembled
into IgG molecules. Moreover, they retain target epitope recognition and, more importantly, neutralize
multiple SARS-CoV-2 variants. We also show that one plant-made mAb has neutralizing synergy
with other mAbs that we developed in hybridomas. This is the first report of a plant-made mAb to
be assessed as a potential component of a SARS-CoV-2 neutralizing cocktail. This work may offer a
strategy for using plants to quickly develop mAb cocktail-based therapeutics against emerging viral
diseases with high efficacy and low costs.

Keywords: SARS-CoV-2; COVID-19; monoclonal antibody (mAb); plant-made antibody; antibody
cocktail; neutralization synergy; plant-made pharmaceutical

1. Introduction

The global pandemic caused by severe acute respiratory syndrome coronavirus 2
(SARS-CoV-2), has caused an unprecedented public health crisis. SARS-CoV-2 is a beta-
coronavirus of the family Coronaviradae, housing a large, positive-sense, single-stranded
RNA genome [1]. The disease caused by SARS-CoV-2 is known as coronavirus disease 2019
(COVID-19) and the severity of symptoms observed in patients infected with SARS-CoV-2
vary widely [2]. Although several vaccines are available that are effective at preventing
severe disease [3,4], the persistence of SARS-CoV-2 infections and the emergence of variants
of concern urges the continual development of prophylactics and therapeutics that can
be used to treat infected individuals or prevent infections in people who do not meet
vaccine eligibility.

The SARS-CoV-2 viral particle utilizes the spike (S) glycoprotein for binding to the
cellular receptor angiotensin-converting enzyme 2 (ACE2), mediating entry into cells [5,6].
The S trimer protrusions on the viral surface are composed of three S1 subunits, containing
the receptor-binding domain (RBD) and N-terminal domain (NTD), as well as three S2
subunits that include the fusion peptide necessary for membrane fusion [7]. Structural
analyses show that the three RBDs on the trimer show a flexible nature, where RBDs may be
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in either an “up and open”, a “down and closed”, or an intermediate conformation where
the RBD is closed, yet shows more mobility than the “down and closed” position [8,9]. The
receptor accessible conformation of the RBD is the “up and open” form, and, upon the
interaction of at least one RBD with ACE2, the S trimer undergoes a structural transition,
ultimately leading to the fusion of S2 with the host membrane, promoting viral entry [10].

Monoclonal antibodies (mAbs) are a rapidly expanding class of biological therapeutics
used to treat a host of conditions, from cancer to infectious diseases [11]. Several groups
have identified neutralizing monoclonal antibodies (nAbs) against SARS-CoV-2 from B
cells of convalescent individuals or humanized mice [12–16], and some larger entities have
completed or advanced nAbs or cocktails of nAbs in clinical trials [17], validating the utility
of nAb countermeasures against SARS-CoV-2. The available structural data on SARS-CoV-2
S protein functional domains and conformations, as well as the inherent antigenicity of the
S glycoprotein, assist in the development and characterization of nAbs. The mechanism
by which many of the nAbs inhibit SARS-CoV-2 infection is by binding to the S protein
and interfering with binding to the ACE2 receptor at the RBD; however, nAbs have been
identified whose epitope is at the N-terminal domain as well [16,18]. Furthermore, mAbs
against the RBD can be categorized into four classes based on their RBD epitope and the
RBD conformation [19,20]. Classes 1 and 2 contain mAbs, whose epitope overlaps with the
ACE2 binding site and are generally effective neutralizers. Class 3 mAbs do not directly
overlap with the ACE2 binding site, yet they still potently neutralize the virus. Class 4 mAbs
do not inhibit ACE2 binding and are generally less potent in neutralizing capacity. Such a
classification system is useful for characterizing nAbs for use in antibody cocktails. The
development of antibody cocktails composed of nAbs that have non-redundant epitopes
reduces the risk of viral escape due to mutations in the RBD, the dominant target for
nAbs [21]. The ongoing need for developing new nAb cocktails is highlighted by the
emergence of variants of concern that have mutations in previously identified neutralizing
epitopes, thereby reducing the efficacy of previously potent nAbs [20,22,23]. Specifically,
several nAbs that received emergency use authorization (EUA) by the Food and Drug
Administration (FDA) for the treatment or prevention of COVID-19, have been revoked
due to the emergence of the dominant omicron variant and the reduced activity these
mAbs have against this variant [24,25]. A rational design of cocktails by characterizing
nAbs without overlapping epitopes that are essential targets on the S protein, will be
required for efficacious antibody cocktail therapies as SARS-CoV-2 continues to evolve and
circulate globally.

Plants are a versatile and alternative system that is useful for producing mAbs [26].
As eukaryotic organisms, they are capable of post-translational modifications, such as
glycosylation, which is essential to the functionality of many pharmaceutical proteins,
specifically mAbs [27–30]. Plants also offer other advantages over traditional methods of
pharmaceutical protein production, such as lower costs, increased safety, and a simple
scale-up ability for commercial manufacturing [31]. The potential of plants to contribute to
biologics development against SARS-CoV-2 has been highlighted by generating diverse
mAbs and several vaccine candidates, with one plant-made vaccine currently approved
in Canada [32–40]. Here, we contribute further to the development of nAbs that may
be useful as combinations in cocktails. Two nAbs are expressed in Nicotiana benthamiana,
biochemically characterized, and are analyzed for their potential efficacy as combinatorial
therapies. We highlight the need to continue the development of effective and economically
feasible nAbs for use as cocktail components against SARS-CoV-2 as new variants emerge.

2. Methods and Materials
2.1. Plant Expression of CA1 and CB6

The variable heavy (VH) and variable light (VL) gene sequences for CA1 and CB6 [15]
were codon-adapted for plant-based expression using GeneDesigner 2.0 and synthesized
by Integrated DNA Technologies (IDT). The VH and VL sequences were ligated to human
constant regions (kappa for the light chain and gamma for the heavy chain), cloned into a
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geminivirus-based plant expression vector, and transformed into Agrobacterium tumefaciens
for agroinfiltration, as described previously [41]. Six-week-old Nicotiana benthamiana plants
were agroinfiltrated and leaves were harvested at peak recombinant protein expression
(7 days post infiltration).

2.2. mAb Extraction and Purification

MAbs were extracted from N. benthamiana leaves and subjected to Protein A affinity
chromatography, as previously described [41–43]. Briefly, plant leaves expressing a mAb
were blended in a 1:1.5 ratio of fresh leaf mass: extraction buffer. Extraction buffer con-
sisted of 1× phosphate-buffered saline (PBS), pH 5.2, 10 mg/mL of sodium L-ascorbate,
1 mM ethylenediaminetetraacetic acid (EDTA), and 2 mM phenylmethylsulfonyl fluoride
(PMSF). The plant extract was clarified by centrifugation and host protein precipitation
overnight at pH 5.2. The clarified extract was filtered through a 0.22 µm filter prior to en-
richment and purification using MabSelect (GE Healthcare, now Cytiva, Chicago, IL, USA)
resin for affinity chromatography.

2.3. SDS-PAGE and Western Blotting

Purified, plant-made CA1 and CB6 were assessed by SDS-PAGE and Western blot
analysis, as described [41,44]. Briefly, purified CA1 and CB6 were subjected to SDS-PAGE
under reducing and non-reducing conditions and separated on 4–20% gradient polyacry-
lamide gels (Bio-Rad). The gels were then stained with Coomassie Brilliant Blue R-250
or proteins were transferred to PVDF membranes. The membranes were then probed
with either goat anti-human kappa chain (Southern Biotech, Birmingham, AL, USA, Cat.
No. 2060-05) or goat anti-human IgG (Southern Biotech, Cat. No. 2040-05) conjugated
to horseradish peroxidase (HRP), prior to development with the Pierce ECL Western
blotting substrate (Thermo Scientific, Waltham, MA, USA) and image capture with an
ImageQuant instrument.

2.4. Temporal Expression ELISA

Temporal analysis of mAb expression in plant leaves was performed, as described
previously [30]. Briefly, goat anti-human IgG (Southern Biotech, Cat. No. 2040-01) was
coated in a carbonate-bicarbonate buffer on high-binding, 96-well plates at a concentration
of 2 µg/mL at 4 ◦C overnight. Wash steps were performed with phosphate-buffered saline
with 0.05% Tween®20, pH 7.4 (PBST), four times between each step. Leaves harvested at
one-day intervals after agroinfiltration were blended as described above and a two-fold
dilution series was added to the plate, alongside a human IgG standard curve dilution series.
Goat anti-human kappa chain conjugated to HRP (Southern Biotech, Cat. No. 2060-05)
was used to detect the captured plant-made mAbs. A KPL 3,3′,5,5′-tetramethylbenzidine
(TMB) substrate (SeraCare Life Sciences Inc., Milford, MA, USA) was used in conjunction
with a 1M H2SO4 stop solution. Absorbance data were analyzed with GraphPad Prism to
calculate the microgram of recombinant antibody per gram of fresh leaf weight.

2.5. RBD-Binding ELISA

Recombinant RBD from the WA1/2020 strain was coated in a carbonate-bicarbonate
buffer on high-binding 96-well plates at a concentration of 2 µg/mL at 4 ◦C overnight. Wash
steps were performed with 1× PBST, four times between each step. Purified, plant-made
CA1 or CB6 dilutions were added to the plate, and antibodies bound to RBD were detected
with goat anti-human IgG conjugated to HRP (Southern Biotech, Cat. No. 2040-05). A KPL
TMB substrate was used in conjunction with a 1M H2SO4 stop solution to develop the
plates. Absorbance data were analyzed with GraphPad Prism software with a KD value
calculated by nonlinear regression analysis using a one-site binding model.
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2.6. Competitive Sandwich ELISAs

Serial dilutions of each antibody (plant-made CA1 and CB6, and hybridoma-made 3C4
and 11D7) were coated overnight at 4 ◦C in 96-well plates. The plates were then incubated
with recombinant WA1/2020 RBD at 2 µg/mL for 1 h at 37 ◦C. After washing with 1× PBST,
the plates were further incubated with either CR3022 or CB6, both conjugated to HRP with
the use of the EZ-Link Plus Activated Peroxidase Kit (Thermo Scientific). The plates were
then developed with a KPL TMB substrate in conjunction with a 1M H2SO4 stop solution.
Absorbance data were plotted with GraphPad Prism using nonlinear regression.

2.7. Viruses and Cells

SARS-CoV-2 (USA-WA1/2020 strain, NR-52281) and delta (NR-55611) were obtained
from BEI. The genomic RNA was sequenced and was found to be identical to GenBank:
MN985325.1 and OL442162.1. The USA-WA1/2020 strain was propagated in African green
monkey kidney cells (E6) (obtained from ATCC), which were cultured in Eagle’s Minimum
Essential Medium (EMEM; ATCC catalog #30-2003), supplemented with 2% fetal bovine
serum (FBS) and 100 µg/mL of streptomycin/penicillin. The delta strain was propagated
in Vero cells (E6) or (CCL81) (obtained from ATCC), which were cultured in Dulbecco’s
Modified Eagle’s Medium (DMEM; Gibco catalog No. 11965), supplemented with 10% fetal
bovine serum (FBS), 100 U/mL of penicillin, 100 µg/mL of streptomycin, 50 µg/mL of
gentamicin, 1mM sodium pyruvate, and 10mM HEPES.

Mouse-adapted SARS-CoV-2 MA10 [45] was obtained from Dr. Ralph Baric’s lab-
oratory (the University of North Carolina at Chapel Hill) and was propagated in Vero
TMPRSS2 cells [6] (a gift of Dr. Stefan Pöhlmann), grown in identical conditions as Vero
E6 cells.

2.8. Focus-Forming Assay

The neutralization of mAbs against SARS-CoV-2 was performed using a focus-forming
assay (FFA), as described [46]. Briefly, Vero E6 cells were plated at 25,000 cells/well in
100 µL of DMEM + 10% FBS in a 96-well clear, flat-bottom tissue culture plate the day
before the assay. On the day of assay, antibodies were serial diluted (1:4 dilution) with
DMEM + 2% FBS in a 96-well round-bottom plate. SARS-CoV-2 stocks were diluted with
EMEM + 2% FBS to 2000 plaque-forming units (PFU) per well, then added to the antibody
dilution plate and incubated at 37 ◦C for one hour before adding to the Vero E6 cells. The
cells were incubated at 37 ◦C for one hour and then a 100 µL/well MEM: methylcellulose
overlay was added. The infected Vero E6 cells were further incubated at 37 ◦C for 24 h,
except for the delta variant, where infected cells were incubated for 40 h. The MEM:
methylcellulose overlay was removed, and cells were fixed with 4% paraformaldehyde and
washed with 0.1% saponin and 0.1% bovine serum albumin (BSA) in 1× PBS, six times. The
cells were then stained with plant-produced CR3022 at 2 µg/mL and with goat anti-human
IgG-HRP (Sigma, Saint Louis, MI, USA, Cat. No. A0170). Finally, KPL TrueBlue substrate
(Seracare Life Sciences Inc.) was added, and the plate was imaged with an AID Spot Reader.
The data were analyzed using GraphPad Prism 9 and the neutralization percentage was
calculated as follows: (average number of foci in virus only wells—number of foci in
antibody-treated well)/average number of foci in virus only wells. Each antibody was
tested in triplicate and at least two independent experiments were performed.

2.9. Neutralization Synergy Analysis

MAbs were diluted to concentrations corresponding to their IC20, IC25, and IC50.
FFA experiments were then performed with diluted mAbs either alone, in dual mAb
combinations, or as a triple mAb cocktail. Neutralization data for each individual mAb
obtained from these FFAs were then imported into SynergyFinder [47] and analyzed with
the HSA [48] and Loewe [49] models to calculate the “predicted” neutralization percentage
of the cocktail at IC20, IC25, and IC50, assuming there is no synergistic interaction between
the different mAbs in the cocktail. The predicted percent neutralization of the cocktail
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was then compared with the empirically determined percent neutralization for each mAb
combination. Synergy could then be inferred from the observations of increased percent
neutralization of the empirically determined IC20, IC25, and IC50, relative to the predicted
IC20, IC25, and IC50 from each model.

2.10. Generation of Monoclonal Antibodies against RBD

Two BALB/c mice were immunized subcutaneously (SQ) with 15 µg RBD (NR-52309
obtained from BEI) protein mixed with an equal volume of Enhanced Magic Mouse Ad-
juvant (Creative Diagnostics). Immunization was repeated four weeks after the prime
immunization and antibody titers in sera were measured the following week by indirect
ELISA. A final immunization of 20 µg RBD in 1× PBS was administered SQ two weeks
after the boost injection and mice were sacrificed three days later. Spleens were excised
and processed into single-cell suspensions, followed by lysis of erythrocytes with 1× red
blood cell lysis buffer (Invitrogen). The splenocytes from the mouse with the highest
antibody titer to RBD were used for hybridoma generation using a standard method [50].
Briefly, splenocytes were fused with P3X63Ag8.653 murine myeloma cells using 1 mL of
50% polyethylene glycol solution (Sigma-Aldrich). Fused cells were resuspended in a
culture medium containing a hypoxanthine-aminopterin-thymidine selection supplement
(Sigma-Aldrich). Cells were plated at 6.75 × 104 splenocytes per well in 96-well tissue
culture plates and incubated at 37 ◦C in a 5% CO2 incubator. After ten days, culture
supernatants were tested for antibodies to RBD by indirect ELISA. Ten ELISA-positive
hybridoma parent wells were selected and subcloned by limiting the dilution of 1 cell per
well, then rescreened using the same method. Positive subclones were expanded, and the
supernatant was harvested for antibody purification by protein A/G (Thermo Scientific)
chromatography. Multiple mAbs to RBD were identified, including two named 3C4 and
11D7. All animal experiments were performed under an Institutional Animal Care and Use
Committee–approved protocol at Arizona State University (IACUC protocol #22-1881T).

2.11. Indirect ELISA for Hybridoma Screening

Indirect ELISAs were performed using RBD and RBD labeled with biotin (RBD-B)
using EZ-Link NHS-LC Biotin reagent (Thermo Scientific). For RBD, the antigen was
coated on an ELISA plate (Corning) at 1 µg/mL overnight at 4 ◦C, washed three times
with 1× PBST, then blocked in 1% BSA in 1× PBS. For RBD-B, an ELISA plate was coated
with 10 µg/mL of streptavidin (Jackson ImmunoResearch, West Grove, PA, USA) for 1 h
at 37 ◦C, and washed three times with 1× PBST, blocked in 1% BSA in PBS, followed by
the addition of rRBD-B at 0.5 µg/mL. The plates with RBD-B were washed three times
prior to the addition of the primary antibody. Various mouse serum dilutions in 1% BSA
in 1× PBS, or neat hybridoma culture supernatants, were added to the wells and allowed
to incubate for 1 h. Plates were subsequently washed three times with 1× PBST and
then incubated with goat anti-mouse IgG Fc horseradish peroxidase-conjugated antibody
(Jackson ImmunoResearch, Cat. No. 115-035-071) for 1 h. Plates were washed four times
with 1× PBST and then incubated with TMB substrate (BD Biosciences) for ten minutes.
Sulfuric acid 0.16 M was used to stop the reaction and the absorbance at 450 nm was
measured using a microplate reader.

3. Results
3.1. Neutralizing Monoclonal Antibody (nAb) Expression in Nicotiana benthamiana

The nAbs CA1 and CB6 [15] were chosen for expression in N. benthamiana. After
agroinfiltration [51,52] of the plant codon-adapted gene constructs, the recombinant IgGs
were purified by Protein A affinity chromatography. The analysis of the purified nAbs by
SDS-PAGE shows that the nAbs were purified to high homogeneity, resulting in a similar
purity to a mammalian-produced control IgG (Figure 1 and Figure S1). Furthermore, the ob-
served bands under reducing conditions as ~25 and ~50 kilodaltons (kDa), corresponded to
the human kappa light chain and human gamma heavy chain, respectively, when analyzed
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by Western blotting (Figures 2A,B and S2A,B). When probed under non-reducing condi-
tions for the kappa light, a band observed as ~175 kDa, was detected (Figures 2C and S2C),
verifying the identity of the properly assembled IgG heterotetramer.

Vaccines 2021, 9, x FOR PEER REVIEW 6 of 16 
 

 

3. Results 
3.1. Neutralizing Monoclonal Antibody (nAb) Expression in Nicotiana benthamiana 

The nAbs CA1 and CB6 [15] were chosen for expression in N. benthamiana. After 
agroinfiltration [51,52] of the plant codon-adapted gene constructs, the recombinant IgGs 
were purified by Protein A affinity chromatography. The analysis of the purified nAbs by 
SDS-PAGE shows that the nAbs were purified to high homogeneity, resulting in a similar 
purity to a mammalian-produced control IgG (Figures 1 and S1). Furthermore, the ob-
served bands under reducing conditions as ~25 and ~50 kilodaltons (kDa), corresponded 
to the human kappa light chain and human gamma heavy chain, respectively, when ana-
lyzed by Western blotting (Figures 2A,B and S2A,B). When probed under non-reducing 
conditions for the kappa light, a band observed as ~175 kDa, was detected (Figures 2C and 
S2C), verifying the identity of the properly assembled IgG heterotetramer. 

 
Figure 1. Purification of CA1 from Nicotiana benthamiana leaves. CA1 purified by Protein A af-
finity chromatography was subjected to SDS-PAGE under reducing (Lane 1) or non-reducing (Lane 
3) conditions on a 4–20% gradient polyacrylamide gel, and the total protein content was stained 
with Coomassie Brilliant Blue. Approximately 2.5 µg of IgG was loaded in each lane. Lanes 1 and 3, 
plant-made CA1; Lanes 2 and 4, a mammalian cell-produced anti-West Nile virus E protein (E16) 
IgG control; M, molecular weight ladder. One representative gel of several experiments is shown. 

Figure 1. Purification of CA1 from Nicotiana benthamiana leaves. CA1 purified by Protein A
affinity chromatography was subjected to SDS-PAGE under reducing (Lane 1) or non-reducing
(Lane 3) conditions on a 4–20% gradient polyacrylamide gel, and the total protein content was stained
with Coomassie Brilliant Blue. Approximately 2.5 µg of IgG was loaded in each lane. Lanes 1 and 3,
plant-made CA1; Lanes 2 and 4, a mammalian cell-produced anti-West Nile virus E protein (E16) IgG
control; M, molecular weight ladder. One representative gel of several experiments is shown.
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Figure 2. Western blot analysis of plant-made CA1. Plant-made CA1 was subjected to SDS-PAGE
under reducing conditions (A,B) and non-reducing conditions (C). Proteins were transferred to a
PVDF membrane after separation and a horseradish peroxidase-conjugated goat anti-human kappa
(A,C) or goat anti-human IgG (B) antibody was used to detect the light chain and heavy chain,
respectively. Lane 1, plant-made CA1; Lane 2, mammalian cell-produced anti-West Nile virus E
protein (E16) IgG. The blots are representatives of multiple independent experiments.
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The temporal expression of each nAb was examined by a sandwich ELISA that only
recognizes the properly assembled heterotetrameric IgG. It was determined that recom-
binant CA1 and CB6 expression peaked at 157.4 µg/g of fresh leaf weight (FLW) and
141.6 µg/g FLW, respectively, at seven days post agroinfiltration (DPI) (Figure 3A,B). Over-
all, the high expression of these nAbs in N. benthamiana, along with their proper assembly,
supported their further development and characterization as SARS-CoV-2 therapeutics.
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3.2. Plant-Made CA1 and CB6 Recognize SARS-CoV-2 RBD and Neutralize Multiple Variants

The plant-made nAbs were tested for specific epitope recognition of the SARS-CoV-2
RBD (WA1/2020 strain). ELISA analysis indicated that both plant-made nAbs have a
specific binding activity to their target antigen (Figure 4). Furthermore, the dissociation
constants (KD) for plant-made CA1 and CB6 were calculated to be 0.04938 and 0.1274 nM,
respectively, which are similar to what has been reported for the mammalian cell-produced
counterparts [15]. With binding activity confirmed, the neutralization potency of the
plant-made nAbs was investigated with authentic SARS-CoV-2 in a focus-forming assay
(FFA) [46]. Plant-made CA1 and CB6 were found to neutralize the WA1/2020 strain
with a half-maximal inhibitory concentration (IC50) of 9.29 nM and 0.93 nM, respectively
(Figure 5A,B and Table 1). In contrast, an RBD-binding but non-neutralizing mAb (CR3022)
produced in plants in parallel did not show any neutralizing activity (Table S1). In addition
to the original WA1/2020 strain, CA1 and CB6 were found to also neutralize the more
pathogenic B.1.617.2 (delta) variant with an IC50 of 89.87 nM and 0.75 nM, respectively
(Table 1). We also analyzed the neutralization of plant-made CA1 and CB6 against the
mouse-adapted strain of SARS-CoV-2, MA10 [45]. It was discovered that both plant-made
antibodies neutralize MA10, with an IC50 of 5.15 nM for CA1 and 7.29 nM for CB6 (Table 1),
leaving the option open for future examination of their in vivo activity in mouse models.

Table 1. Half-maximal inhibitory concentrations (IC50) of plant-made CA1 and CB6 against SARS-
CoV-2 strains.

Strain (Variant) CA1 (IC50) CB6 (IC50)

WA1/2020 9.29 nM 0.93 nM
B.1.617.2 (Delta) 89.87 nM 0.75 nM

Mouse-Adapted (MA10) 5.15 nM 7.29 nM
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Figure 5. Neutralization of SARS-CoV-2 by plant-made CA1 and CB6. Serially diluted plant-made
CA1 (A) or CB6 (B) were mixed with SARS-CoV-2 before adding to Vero E6 cells in a 96-well plate for
24 h. Cells were fixed, permeabilized, and stained for SARS-CoV-2 S protein. Foci were quantified,
percent neutralization was calculated, and IC50 was determined. Error bars represent SD and at least
two independent experiments were performed with technical triplicates.

3.3. Plant-Made CB6 Has Synergy with Other Anti-RBD mAbs in Neutralizing SARS-CoV-2

Next, we investigated if the epitopes of plant-made CA1 and CB6 overlap with those
of other anti-RBD mAbs that we developed in hybridomas. The results from a competitive
ELISA assay indicate that neither CA1 nor CB6 interferes with CR3022 (a non-neutralizing
Class 4 SARS-CoV-2 mAb [18]) binding to the RBD (Figure 6A). In addition, we were unable
to detect the binding of CB6 to RBD that was already complexed with CA1 (Figure 6B),
indicating that CA1 and CB6 compete for RBD binding. Two other anti-RBD mAbs, which
we developed in hybridomas, 3C4 and 11D7, were used to help further characterize mAb
binding to the RBD. We discovered that 11D7—but not 3C4—has an overlapping epitope
with CR3022 (Figure 6A). In contrast, no competitive binding was observed with CB6, in
that CB6 was able to bind to the RBD already bound to 3C4 and 11D7 (Figure 6B). This led us
to analyze the synergetic potential of CB6 with 3C4 and 11D7 in neutralizing SARS-CoV-2.
CB6, 3C4, and 11D7 were diluted to concentrations that are equivalent to the IC20, IC25,
and IC50 for each individual mAb. FFA experiments were then performed with diluted
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CB6, 3C4, and 11D7 either alone, in dual combination with CB6, or as a triple mAb cocktail.
Neutralization data obtained from the FFAs were then analyzed using SynergyFinder [47]
with both the highest single agent (HSA) [48] and Loewe [49] models to predict synergy at
IC20, IC25, and IC50. Analysis of both models indicated that the observed neutralization
values of mAb—at all IC concentrations—are higher than the predicted neutralization
percentage of the cocktail (Table 2). The predicted neutralization percentage is calculated
from the actual neutralization percentage of each individual mAb at a given IC, assuming
there is no synergy between the different mAbs in the cocktail. These results indicate that
there is neutralization synergy between CB6, 3C4, and 11D7, either as a dual or triple mAb
cocktail at all tested concentrations (Table 2). For example, we observed synergy from
the CB6 + 3C4 combination at IC50 concentrations with an increase in the neutralization
of 9.88% and 5.59% using the HSA and Loewe models, respectively (Table 2). At IC50
concentrations, the CB6 + 11D7 combination saw an increase of 29.83% (HSA model) and
29.78% (Loewe model) (Table 2), while the 3 mAb combination resulted in increases of
41.01% and 22.9% for the HSA and Loewe models, respectively (Table 2).
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Table 2. Neutralization synergy analysis of plant-made CB6 with other anti-SARS-CoV-2 RBD
neutralizing mAbs. FFA experiments were performed for each individual nAb as well as nAb
combinations with each nAb at concentrations that correspond to its IC20, IC25, and IC50. Neutral-
ization data from two independent experiments were analyzed using the HSA and Loewe models
(SynergyFinder.org). Predicted neutralization values represent the percent neutralization of nAb
combinations, where there is no synergistic interaction between different nAbs in the cocktail at
the indicated IC value. These predicated neutralization values were calculated from the actual
neutralization data of each individual nAb in the cocktail, assuming there is no interaction between
the nAbs in the cocktail.

Cocktail Combination &
Concentration

Observed Percent
Neutralization

HSA Predicted
Neutralization

Loewe Predicted
Neutralization

CB6 + 3C4 (IC20) 51.66% 33.97% 33.94%
CB6 + 11D7 (IC20) 63.18% 33.97% 36.06%

CB6 + 3C4 +11D7 (IC20) 60.84% 33.7% 36.08%
CB6 + 3C4 (IC25) 58.65% 33.15% 44.54%

CB6 + 11D7 (IC25) 78.2% 33.15% 42.42%
CB6 + 3C4 + 11D7 (IC25) 77.87% 34.1% 41.31%

CB6 + 3C4 (IC50) 67.09% 57.21% 61.5%
CB6 + 11D7 (IC50) 87.04% 57.21% 57.26%

CB6 + 3C4 + 11D7 (IC50) 88.49% 47.48% 65.59%
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4. Discussion

The ongoing pandemic caused by SARS-CoV-2, and the emergence of viral variants,
urges the continual development of therapeutic strategies to counteract viral infection.
Here, both CA1 and CB6 (also known as etesevimab, JS106, or LY-CoV016) reached high
levels of accumulation in N. benthamiana within one week of gene delivery. These ex-
pression levels are higher than that of plant-made anti-SARS-CoV-2 S mAbs reported
to date [34,53]. CA1 and CB6 were also purified to high homogeneity, like other plant-
produced mAbs [41,43,53,54]. Specifically, the major SDS-PAGE bands from protein A-
purified mAbs from plants were identified as mAb components, with the purity comparable
to a one-step-purified, mammalian-made mAb. Furthermore, the plant-made nAbs re-
tained recognition for the WA1/2020 strain RBD with dissociation constants of 0.04938 nM
for CA1 and 0.1274 nM for CB6. These are in a similar range to the reported KD for the
mammalian-made counterparts [15].

Our plant-made CA1 and CB6 preserved their parental neutralizing capacity against
the WA1/2020 with an IC50 of 9.29 nM and 0.93 nM, respectively, which is in line with
the published neutralization data on authentic SARS-CoV-2 [15]. Notably, CR3022, a
mAb produced in N. benthamiana plants in parallel with CA1 and CB6, did not show any
neutralizing activity. This indicates that the observed neutralizing potency of CA1 and CB6
is not caused by the interference of any potential residual host protein or plant impurity.
Furthermore, we report that these two plant-made nAbs also neutralize the delta variant
with an IC50 of 89.87 nM for CA1 and an IC50 of 0.75 nM for CB6. The approximately one
order of magnitude decrease in the neutralizing potency of plant-made CA1, however,
indicates that this nAb has lost practical utility against this variant and will likely have
similarly decreased neutralizing capacity against emerging variants derived from the delta
lineage. In contrast, plant-made CB6 maintained a neutralizing ability against the delta
variant, suggesting that it has more potential in being an effective therapeutic against
emerging variants of SARS-CoV-2. CA1 and CB6 also neutralized a mouse-adapted strain
of SARS-CoV-2, termed MA10 [45], with an IC50 of 5.15 nM and 7.29 nM, respectively. It
is encouraging that both the nAbs we tested resulted in minimal changes of IC50 against
MA10, as this sets the foundation for future animal studies utilizing these plant-made nAbs.

To assess candidates for synergetic use in a nAb cocktail, we utilized different vari-
ations of competitive ELISAs. CR3022 is a well-characterized antibody derived from a
convalescent SARS-CoV patient [55]. It cross-reacts with the SARS-CoV-2 RBD but does not
overlap with the ACE2 binding site and does not neutralize SARS-CoV-2 [19,34,56]. Our
data show that plant-made CA1 and CB6 do not have overlapping epitopes with CR3022
but do with each other. This was not unexpected, as it had been previously observed that
CA1 and CB6 compete for binding to the SARS-CoV-2 RBD [15], making them undesirable
cocktail partners. Moreover, based on the epitope classification system [19,20], CR3022
is a Class 4 mAb, CB6 is a Class 1 mAb, and CA1 remains an unclassified mAb due to a
lack of structural data from the CA1-RBD complex. Based on the data from our study, we
can speculate that CA1 is likely to be a Class 1 or 2 mAb since its epitope overlaps with
CB6 [19]. Regardless, the neutralization data support further development of the more
potent and variant-neutralizing plant-made CB6 as a therapeutic nAb over plant-made
CA1. To identify mAbs that have non-overlapping RBD binding sites and, thereby, may
have neutralization synergy with one of the plant-made mAbs in a cocktail, we developed
additional mAbs by hybridoma generation in mice. Two hybridoma-derived nAbs, 3C4
and 11D7, were found to have non-overlapping epitopes with the plant-made nAbs. This
provided a foundation on which to build a novel antibody cocktail and highlighted the
role of a plant-made nAb in the synergistic cocktail. Although 11D7 has an overlapping
epitope with the non-neutralizing CR3022, neither of the hybridoma-made nAbs had over-
lapping epitopes with plant-made CB6, indicating they would be ideal candidates for
testing neutralizing synergy with plant-made CB6.

This is the first assessment and report to describe the potential utility of a plant-made,
SARS-CoV-2 nAb in an antibody cocktail. Cocktails of nAbs are promising therapies for the
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treatment of SARS-CoV-2 and several have been granted EUA by the FDA, and more are
still in development [23,57,58]. Given the revision of EUAs for some mAb-based therapies,
due to reduced activity against the omicron variant [59–61], the development of nAb cock-
tails utilizing more than two nAbs with non-overlapping epitopes may be the best approach
to overcoming viral immune evasion in the future. The synergy analysis in this study high-
lights a potential new cocktail incorporating plant-made CB6 (etesevimab), along with our
hybridoma-made 3C4 and 11D7. All combinations with either a two- or three-nAb cocktail
resulted in increased neutralizing activity, indicating synergy. Specifically, the CB6 + 11D7
combination resulted in almost a 30% (29.83% and 29.78%, using both models) increase in
neutralizing potency when using each nAb at their respective IC50. This observation was
nearly identical in the three nAb combinations, suggesting that 3C4, when used with CB6
and 11D7, contributes minimal neutralizing synergy when used in this triple combination.
However, studies are ongoing to assess and further characterize the synergetic nature
of 3C4 with 11D7 to determine if the synergy we observed with plant-made CB6 would
produce a useful, triple nAb cocktail that minimizes escape mutants of SARS-CoV-2.

In recent years, progress in the field of plant-made biologics has offered the opportu-
nity for plant-derived mAbs to become more realistic contenders in human therapeutics [26].
One of the major concerns for the earlier plant-based expression systems was that they
produce mAbs with plant-specific glycans that are different from those produced in mam-
malian cells. However, this challenge has been overcome by glycoengineering of host
plants by deleting or suppressing the expression of plant-specific glycan genes and/or
inserting mammalian glycosylation genes [28]. Studies have shown that mAbs produced in
glycoengineered plants do not carry any plant-specific glycans, eliminating the concern for
immunogenicity and the potential risk of adverse effects from plant-produced mAbs [62,63].
Furthermore, mAbs made in glycoengineered plants usually carry a homogenous N-glycan
structure compared to the mixture of multiple glycans exhibited by the same mAbs pro-
duced in CHO cells [42,64]. Therefore, mAbs produced in glycoengineered plants not only
forgo the issue of non-native glycans but may outperform their CHO-derived counterparts
due to their defined and uniform carbohydrate moieties. CB6 and CA1 were produced with
the stable N. benthamiana plant line ∆XF, where endogenous plant β1,2-xylosyltransferase
and α1,3-fucosyltransferase genes were down-regulated by RNAi [63]. This plant line has
been shown in multiple studies to generate mAbs with >90% homogeneous glycans of the
GnGn structure and without plant-specific glycans and, in parallel, provide a more consis-
tent human N-glycan than CHO-derived mAbs [64,65]. Therefore, CB6 is expected to carry
the human GnGn glycoform and have potential utility in cocktails for human application.

As a platform, plants have also demonstrated the capability of producing mAbs with
the quality and characteristics that match those produced in CHO cells [26]. For example,
a plant-made anti-HIV mAb (2G12) has been extensively characterized in a clinical study
and was found to meet all regulatory specifications for human application [66]. Still, other
challenges persist, including the lack of interest by large pharmaceutical companies. The
absence of a clear regulatory pathway in the past is partially responsible for the inertia of
large pharmaceutical companies, as regulatory agencies such as the FDA were uncertain
about how to fit biologics made by plants into their regulatory approval framework, estab-
lished mostly for CHO cell-derived biologics. However, the approval of ELELYSO by the
FDA, along with the clinical development of ZMapp and 2G12, has cleared the regulatory
pathway and slowly warmed up the interest of large pharmaceutical companies toward
plant-made mAbs [66–69]. For example, Pfizer has entered into an agreement to license
the worldwide rights for commercializing ELELYSO, and the very recent approval of a
plant-made COVID-19 vaccine co-developed by Medicago and GlaxoSmithKline (GSK) [70]
should facilitate the commercial development of plant-made mAbs and streamline the
approval of those that have shown safety in human clinical trials.

To advance our plant-made mAbs into future in vivo studies in animal models, fur-
ther extensive physicochemical and structural characterization of their identity and purity,
including post-translational modifications, fragmentation, and aggregation, and plant-
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derived impurities, will be performed to ensure their expected quality. Additional chro-
matographic steps will also be included in downstream processing to further purify the
plant-derived mAbs to ensure that mAb fragments, aggregates, contaminants, and impuri-
ties, including plant-derived impurities and host proteins, are efficiently eliminated prior
to in vivo studies, as indicated by previous studies [43,66].

5. Conclusions

This study demonstrates the robustness and versatility of plant-based systems in
rapidly developing neutralizing mAbs and evaluating their functional synergy in control-
ling infectious diseases. Overall, this study supports the further development of plant-based
mAb therapeutics that have utility in the ongoing SARS-CoV-2 pandemic.

Supplementary Materials: The following supporting information can be downloaded at: https://
www.mdpi.com/article/10.3390/vaccines10050772/s1, Figure S1: Purification of CB6 from Nicotiana
benthamiana leaves. CB6 purified by Protein A affinity chromatography was subjected to electrophore-
sis on a 4–20% gradient polyacrylamide gel under reducing (Lane 1) or non-reducing (Lane 3)
conditions. Total protein content was stained with Coomassie Brilliant Blue. Approximately 2.5 µg
of IgG was loaded in each lane. Lanes 1 and 3, plant-made CB6; Lanes 2 and 4, a mammalian
cell-produced anti-West Nile virus E protein (E16) IgG control; M, molecular weight ladder. One
representative gel of several experiments is shown. Figure S2: Western blot analysis of plant-made
CB6. Plant-made CB6 was subjected to SDS-PAGE under reducing conditions (A,B) and non-reducing
conditions (C). Proteins were transferred to a PVDF membrane after separation and a horseradish
peroxidase-conjugated goat anti-human kappa (A,C) or goat anti-human IgG (B) antibody was used
to detect the light chain and heavy chain, respectively. Lane 1, plant-made CB6; Lane 2, mammalian
cell-produced anti-West Nile virus E protein (E16) IgG. Shown are representatives of multiple inde-
pendent experiments. Table S1: Half-maximal inhibitory concentrations (IC50) of plant-made CR3022
against SARS-CoV-2.

Author Contributions: Q.C. conceptualized the research and acquired funding; C.J., H.S., F.G.,
D.L. and Q.C. designed experiments. C.J., H.S., K.K. and F.G. performed experiments; C.J. and
H.S. analyzed data; A.E., H.L., K.K. and Y.L. provided research reagents; C.J. wrote the paper with
revisions by Q.C., F.G. and Y.L. and revision inputs from H.S., K.K., D.L. and A.E. All authors have
read and agreed to the published version of the manuscript.

Funding: This research was supported in part by the Biodesign Institute COVID-19 research fund.

Institutional Review Board Statement: Not applicable.

Informed Consent Statement: Not applicable.

Data Availability Statement: The data presented in this study are contained within this article.

Acknowledgments: We thank Ralph Baric for sharing mouse-adapted SARS-CoV-2 and Stefan
Pöhlmann for sharing Vero TMPRSS2 cells. We also thank Honor Glenn for the FFA protocol and
Katherine Nguyen, Joshua Lesio, and Akhil Mahant for helping with the N. benthamiana mainte-
nance. The following reagent was produced under HHSN272201400008C and obtained through BEI
Resources, NIAID, NIH: “Vector pCAGGS Containing the SARS-Related Coronavirus 2, Wuhan-
Hu-1 Spike Glycoprotein Receptor Binding Domain (RBD), NR-52309.” The following reagent was
deposited by the Centers for Disease Control and Prevention and obtained through BEI Resources,
NIAID, NIH: SARS-Related Coronavirus 2, Isolate USA-WA1/2020, NR-52281. The following reagent
was obtained through BEI Resources, NIAID, NIH: SARS-Related Coronavirus 2, Isolate hCoV-
19/USA/PHC658/2021 (Lineage B.1.617.2; Delta Variant), NR-55611, contributed by Richard Webby
and Anami Patel.

Conflicts of Interest: The authors declare no conflict of interest.

https://www.mdpi.com/article/10.3390/vaccines10050772/s1
https://www.mdpi.com/article/10.3390/vaccines10050772/s1


Vaccines 2022, 10, 772 13 of 15

References
1. Lu, R.; Zhao, X.; Li, J.; Niu, P.; Yang, B.; Wu, H.; Wang, W.; Song, H.; Huang, B.; Zhu, N.; et al. Genomic characterisation and

epidemiology of 2019 novel coronavirus: Implications for virus origins and receptor binding. Lancet 2020, 395, 565–574. [CrossRef]
2. Singh, R.; Kang, A.; Luo, X.; Jeyanathan, M.; Gillgrass, A.; Afkhami, S.; Xing, Z. COVID-19: Current knowledge in clinical features,

immunological responses, and vaccine development. FASEB J. 2021, 35, e21409. [CrossRef] [PubMed]
3. Sahly, H.M.; Baden, L.R.; Essink, B.; Doblecki-Lewis, S.; Martin, J.M.; Anderson, E.J.; Campbell, T.B.; Clark, J.; Jackson, L.A.;

Fichtenbaum, C.J.; et al. Efficacy of the mRNA-1273 SARS-CoV-2 Vaccine at Completion of Blinded Phase. N. Engl. J. Med. 2021,
385, 1774–1785. [CrossRef]

4. Thomas, S.J.; Moreira, E.D., Jr.; Kitchin, N.; Absalon, J.; Gurtman, A.; Lockhart, S.; Perez, J.L.; Pérez Marc, G.; Polack, F.P.;
Zerbini, C.; et al. Safety and Efficacy of the BNT162b2 mRNA Covid-19 Vaccine through 6 Months. N. Engl. J. Med. 2021,
385, 1761–1773. [CrossRef] [PubMed]

5. Wang, Q.; Zhang, Y.; Wu, L.; Niu, S.; Song, C.; Zhang, Z.; Lu, G.; Qiao, C.; Hu, Y.; Yuen, K.; et al. Structural and functional basis of
SARS-CoV-2 entry by using human ACE2. Cell 2020, 181, 894–904.e9. [CrossRef]

6. Hoffmann, M.; Kleine-Weber, H.; Schroeder, S.; Krüger, N.; Herrler, T.; Erichsen, S.; Schiergens, T.S.; Herrler, G.; Wu, N.;
Nitsche, A.; et al. SARS-CoV-2 Cell Entry Depends on ACE2 and TMPRSS2 and Is Blocked by a Clinically Proven Protease
Inhibitor. Cell 2020, 181, 271–280.e8. [CrossRef]

7. Walls, A.C.; Park, Y.; Tortorici, M.A.; Wall, A.; McGuire, A.T.; Veesler, D. Structure, Function, and Antigenicity of the SARS-CoV-2
Spike Glycoprotein. Cell 2020, 181, 281–292.e6. [CrossRef]

8. Ke, Z.; Oton, J.; Qu, K.; Cortese, M.; Zila, V.; McKeane, L.; Nakane, T.; Zivanov, J.; Neufeldt, C.J.; Cerikan, B.; et al. Structures and
distributions of SARS-CoV-2 spike proteins on intact virions. Nature 2020, 588, 498–502. [CrossRef]

9. Pramanick, I.; Sengupta, N.; Mishra, S.; Pandey, S.; Girish, N.; Das, A.; Dutta, S. Conformational flexibility and structural
variability of SARS-CoV2 S protein. Structure 2021, 29, 834–845. [CrossRef]

10. Cai, Y.; Zhang, J.; Xiao, T.; Peng, H.; Sterling, S.M.; Walsh, R.M., Jr.; Rawson, S.; Rits-Volloch, S.; Chen, B. Distinct conformational
states of SARS-CoV-2 spike protein. Science 2020, 369, 1586–1592. [CrossRef]

11. Castelli, M.S.; McGonigle, P.; Hornby, P.J. The pharmacology and therapeutic applications of monoclonal antibodies. Pharmacol.
Res. Perspect. 2019, 7, e00535. [CrossRef] [PubMed]

12. Hansen, J.; Baum, A.; Pascal, K.E.; Russo, V.; Giordano, S.; Wloga, E.; Fulton, B.O.; Yan, Y.; Koon, K.; Patel, K.; et al. Studies
in humanized mice and convalescent humans yield a SARS-CoV-2 antibody cocktail. Science 2020, 369, 1010–1014. [CrossRef]
[PubMed]

13. Rogers, T.F.; Zhao, F.; Huang, D.; Beutler, N.; Burns, A.; He, W.; Limbo, O.; Smith, C.; Song, G.; Woehl, J.; et al. Isolation of potent
SARS-CoV-2 neutralizing antibodies and protection from disease in a small animal model. Science 2020, 369, 956–963. [CrossRef]
[PubMed]

14. Wu, Y.; Wang, F.; Shen, C.; Peng, W.; Li, D.; Zhao, C.; Li, Z.; Li, S.; Bi, Y.; Yang, Y.; et al. A noncompeting pair of human neutralizing
antibodies block COVID-19 virus binding to its receptor ACE2. Science 2020, 368, 1274–1278. [CrossRef]

15. Shi, R.; Shan, C.; Duan, X.; Chen, Z.; Lie, P.; Song, J.; Song, T.; Bi, X.; Han, C.; Wu, L.; et al. A human neutralizing antibody targets
the receptor-binding site of SARS-CoV-2. Nature 2020, 584, 120–124. [CrossRef]

16. Dussupt, V.; Sankhala, R.S.; Mendez-Rivera, L.; Townsley, S.M.; Schmidt, F.; Wieczorek, L.; Lal, K.G.; Donofrio, G.C.; Tran,
U.; Jackson, N.D.; et al. Low-dose in vivo protection and neutralization across SARS-CoV-2 variants by monoclonal antibody
combinations. Nat. Immunol. 2021, 22, 1503–1514. [CrossRef]

17. Tuccori, M.; Ferraro, S.; Convertino, I.; Cappello, E.; Valdiserra, G.; Blandizzi, C.; Maggi, F.; Focosi, D. Anti-SARS-CoV-2
neutralizing monoclonal antibodies: Clinical pipeline. MAbs 2020, 12, 1854149. [CrossRef]

18. Deshpande, A.; Harris, B.D.; Martinez-Sobrido, L.; Kobie, J.J.; Walter, M.R. Epitope Classification and RBD Binding Properties of
Neutralizing Antibodies Against SARS-CoV-2 Variants of Concern. Front. Immunol. 2021, 12, 2185. [CrossRef]

19. Barnes, C.O.; Jette, C.A.; Abernathy, M.E.; Dam, K.A.; Esswein, S.R.; Gristick, H.B.; Malyutin, A.G.; Sharaf, N.G.; Huey-Tubman,
K.E.; Lee, Y.E.; et al. SARS-CoV-2 neutralizing antibody structures inform therapeutic strategies. Nature 2020, 588, 682–687.
[CrossRef]

20. Greaney, A.J.; Starr, T.N.; Barnes, C.O.; Weisblum, Y.; Schmidt, F.; Caskey, M.; Gaebler, C.; Cho, A.; Agudel, M.; Finkin, S.; et al.
Mapping mutations to the SARS-CoV-2 RBD that escape binding by different classes of antibodies. Nat. Commun. 2021, 12, 1–14.
[CrossRef]

21. Starr, T.N.; Greaney, A.J.; Hilton, S.K.; Ellis, D.; Crawford, K.H.D.; Dingens, A.S.; Navarro, M.J.; Bowen, J.E.; Tortorici, M.A.;
Walls, A.C.; et al. Deep Mutational Scanning of SARS-CoV-2 Receptor Binding Domain Reveals Constraints on Folding and ACE2
Binding. Cell 2020, 182, 1295–1310.e20. [CrossRef] [PubMed]

22. Kovacech, B.; Fialova, L.; Filipcik, P.; Skrabana, R.; Zilkova, M.; Paulenka-Ivanovova, N.; Kovac, A.; Palova, D.; Rolkova, G.P.;
Tomkova, K.; et al. Monoclonal antibodies targeting two immunodominant epitopes on the Spike protein neutralize emerging
SARS-CoV-2 variants of concern. eBioMedicine 2022, 76, 103818. [CrossRef] [PubMed]

23. Hwang, Y.C.; Lu, R.M.; Su, S.C.; Chiang, P.Y.; Ko, S.H.; Ke, F.Y.; Liang, K.H.; Hsieh, T.Y.; Wu, H.C. Monoclonal antibodies for
COVID-19 therapy and SARS-CoV-2 detection. J. Biomed. Sci. 2022, 29, 1–50. [CrossRef] [PubMed]

http://doi.org/10.1016/S0140-6736(20)30251-8
http://doi.org/10.1096/fj.202002662R
http://www.ncbi.nlm.nih.gov/pubmed/33577115
http://doi.org/10.1056/NEJMoa2113017
http://doi.org/10.1056/NEJMoa2110345
http://www.ncbi.nlm.nih.gov/pubmed/34525277
http://doi.org/10.1016/j.cell.2020.03.045
http://doi.org/10.1016/j.cell.2020.02.052
http://doi.org/10.1016/j.cell.2020.02.058
http://doi.org/10.1038/s41586-020-2665-2
http://doi.org/10.1016/j.str.2021.04.006
http://doi.org/10.1126/science.abd4251
http://doi.org/10.1002/prp2.535
http://www.ncbi.nlm.nih.gov/pubmed/31859459
http://doi.org/10.1126/science.abd0827
http://www.ncbi.nlm.nih.gov/pubmed/32540901
http://doi.org/10.1126/science.abc7520
http://www.ncbi.nlm.nih.gov/pubmed/32540903
http://doi.org/10.1126/science.abc2241
http://doi.org/10.1038/s41586-020-2381-y
http://doi.org/10.1038/s41590-021-01068-z
http://doi.org/10.1080/19420862.2020.1854149
http://doi.org/10.3389/fimmu.2021.691715
http://doi.org/10.1038/s41586-020-2852-1
http://doi.org/10.1038/s41467-021-24435-8
http://doi.org/10.1016/j.cell.2020.08.012
http://www.ncbi.nlm.nih.gov/pubmed/32841599
http://doi.org/10.1016/j.ebiom.2022.103818
http://www.ncbi.nlm.nih.gov/pubmed/35078012
http://doi.org/10.1186/s12929-021-00784-w
http://www.ncbi.nlm.nih.gov/pubmed/34983527


Vaccines 2022, 10, 772 14 of 15

24. FDA Limits Use of Certain Monoclonal Antibodies to Treat COVID-19 Due to the Omicron Variant. Available online:
https://www.fda.gov/news-events/press-announcements/coronavirus-covid-19-update-fda-limits-use-certain-monoclonal-
antibodies-treat-covid-19-due-omicron (accessed on 6 April 2022).

25. FDA Revokes Emergency Use Authorization for Monoclonal Antibody Bamlanivimab. Available online: https://www.fda.gov/
news-events/press-announcements/coronavirus-covid-19-update-fda-revokes-emergency-use-authorization-monoclonal-
antibody-bamlanivimab (accessed on 6 April 2022).

26. Chen, Q. Development of plant-made monoclonal antibodies against viral infections. Curr. Opin. Virol. 2022, 52, 148–160.
[CrossRef]

27. Loos, A.; Steinkellner, H. Plant glyco-biotechnology on the way to synthetic biology. Front. Plant Sci. 2014, 5, 523. [CrossRef]
28. Chen, Q. Glycoengineering of plants yields glycoproteins with polysialylation and other defined N-glycoforms. Proc. Natl. Acad.

Sci. USA 2016, 113, 9404–9406. [CrossRef]
29. Mastrangeli, R.; Palinsky, W.; Bierau, H. Glycoengineered antibodies: Towards the next-generation of immunotherapeutics.

Glycobiology 2018, 29, 199–210. [CrossRef]
30. Dent, M.; Hurtado, J.; Paul, A.M.; Sun, H.; Lai, H.; Yang, M.; Esqueda, A.; Bai, F.; Steinkellner, H.; Chen, Q. Plant-produced

anti-dengue virus monoclonal antibodies exhibit reduced antibody-dependent enhancement of infection activity. J. Gen. Virol.
2016, 97, 3280–3290. [CrossRef]

31. Chen, Q.; Davis, K.R. The potential of plants as a system for the development and production of human biologics [version 1;
referees: 3 approved]. F1000Research 2016, 5, 912. [CrossRef]

32. Sun, L.; Kallolimath, S.; Palt, R.; Stiasny, K.; Mayrhofer, P.; Maresch, D.; Eidenberger, L.; Steinkellner, H. Increased in vitro neutral-
izing activity of SARS-CoV-2 IgA1 dimers compared to monomers and IgG. Proc. Natl. Acad. Sci. USA 2021, 118, e2107148118.
[CrossRef]

33. Rattanapisit, K.; Bulaon, C.J.I.; Khorattanakulchai, N.; Shanmugaraj, B.; Wangkanont, K.; Phoolcharoen, W. Plant-produced
SARS-CoV-2 receptor binding domain (RBD) variants showed differential binding efficiency with anti-spike specific monoclonal
antibodies. PLoS ONE 2021, 16, e0253574. [CrossRef] [PubMed]

34. Rattanapisit, K.; Shanmugaraj, B.; Manopwisedjaroen, S.; Purwono, P.B.; Siriwattananon, K.; Khorattanakulchai, N.; Hanittinan,
O.; Boonyayothin, W.; Thitithanyanont, A.; Smith, D.R.; et al. Rapid production of SARS-CoV-2 receptor binding domain (RBD)
and spike specific monoclonal antibody CR3022 in Nicotiana benthamiana. Sci. Rep. 2020, 10, 17698. [CrossRef] [PubMed]

35. Siriwattananon, K.; Manowisedjaroen, S.; Shanmugaraj, B.; Rattanapisit, K.; Phumiamorn, S.; Sapsutthipas, S.; Trisiriwanich, S.;
Prompetchara, E.; Ketloy, C.; Buranapraditkun, S.; et al. Plant-Produced Receptor-Binding Domain of SARS-CoV-2 Elicits Potent
Neutralizing Responses in Mice and Non-human Primates. Front. Plant Sci. 2021, 12, 847. [CrossRef] [PubMed]

36. Maharjan, P.M.; Choe, S. Plant-Based COVID-19 Vaccines: Current Status, Design, and Development Strategies of Candidate
Vaccines. Vaccines 2021, 9, 992. [CrossRef] [PubMed]

37. Gobeil, P.; Pillet, S.; Boulay, I.; Séguin, A.; Makarkov, A.; Heizer, G.; Bhutada, K.; Mahmood, A.; Charland, N.; Trépanier, S.; et al.
Phase 2 Randomized Trial of an AS03 Adjuvanted Plant-Based Virus-Like Particle Vaccine for Covid-19 in Healthy Adults, Older
Adults and Adults with Comorbidities. medRxiv 2021. [CrossRef]

38. Kallolimath, S.; Sun, S.; Palt, R.; Stiasny, K.; Mayrhofer, P.; Gruber, C.; Kogelmann, B.; Chen, Q.; Steinkellner, H. Highly active
engineered IgG3 antibodies against SARS-CoV-2. Proc. Natl. Acad. Sci. USA 2021, 118, e2107249118. [CrossRef] [PubMed]

39. Diego-Martin, B.; González, B.; Vazquez-Vilar, M.; Selma, S.; Mateos-Fernández, R.; Gianoglio, S.; Fernández-del-Carmen, A.;
Orzáez, D. Pilot Production of SARS-CoV-2 Related Proteins in Plants: A Proof of Concept for Rapid Repurposing of Indoor
Farms into Biomanufacturing Facilities. Front. Plant Sci. 2020, 11, 2101. [CrossRef]

40. Health Canada. Health Canada Authorizes Medicago COVID-19 Vaccine for Adults 18 to 64 Years of Age. Available on-
line: https://www.canada.ca/en/health-canada/news/2022/02/health-canada-authorizes-medicago-covid-19-vaccine-for-
adults-18-to-64-years-of-age.html (accessed on 6 April 2022).

41. Jugler, C.; Sun, H.; Chen, Q. SARS-CoV-2 Spike Protein-Induced Interleukin 6 Signaling Is Blocked by a Plant-Produced
Anti-Interleukin 6 Receptor Monoclonal Antibody. Vaccines 2021, 9, 1365. [CrossRef]

42. He, J.; Lai, H.; Engle, M.; Gorlatov, S.; Gruber, C.; Steinkellner, H.; Diamond, M.S.; Chen, Q. Generation and Analysis of Novel
Plant-Derived Antibody-Based Therapeutic Molecules against West Nile Virus. PLoS ONE 2014, 9, e93541. [CrossRef]

43. Lai, H.; Engle, M.; Fuchs, A.; Keller, T.; Johnson, S.; Gorlatov, S.; Diamond, M.S.; Chen, Q. Monoclonal antibody produced in
plants efficiently treats West Nile virus infection in mice. Proc. Natl. Acad. Sci. USA 2010, 107, 2419–2424. [CrossRef]

44. Hurtado, J.; Acharya, D.; Lai, H.; Sun, H.; Kallolimath, S.; Steinkellner, H.; Bai, F.; Chen, Q. In vitro and in vivo efficacy of
anti-chikungunya virus monoclonal antibodies produced in wild-type and glycoengineered Nicotiana benthamiana plants. Plant
Biotechnol. J. 2020, 18, 266–273. [CrossRef] [PubMed]

45. Leist, S.R.; Dinnon, K.H., III; Schäfer, A.; Tse, L.V.; Okuda, K.; Hou, Y.J.; West, A.; Edwards, C.E.; Sanders, W.; Fritch, E.J.; et al.
A Mouse-Adapted SARS-CoV-2 Induces Acute Lung Injury and Mortality in Standard Laboratory Mice. Cell 2020, 183, 1070–1085.e12.
[CrossRef] [PubMed]

46. Case, J.B.; Bailey, A.L.; Kim, A.S.; Chen, R.E.; Diamond, M.S. Growth, detection, quantification, and inactivation of SARS-CoV-2.
Virology 2020, 548, 39–48. [CrossRef] [PubMed]

47. Ianevski, A.; Giri, A.K.; Aittokallio, T. SynergyFinder 2.0: Visual analytics of multi-drug combination synergies. Nucleic Acids Res.
2020, 48, W488–W493. [CrossRef]

https://www.fda.gov/news-events/press-announcements/coronavirus-covid-19-update-fda-limits-use-certain-monoclonal-antibodies-treat-covid-19-due-omicron
https://www.fda.gov/news-events/press-announcements/coronavirus-covid-19-update-fda-limits-use-certain-monoclonal-antibodies-treat-covid-19-due-omicron
https://www.fda.gov/news-events/press-announcements/coronavirus-covid-19-update-fda-revokes-emergency-use-authorization-monoclonal-antibody-bamlanivimab
https://www.fda.gov/news-events/press-announcements/coronavirus-covid-19-update-fda-revokes-emergency-use-authorization-monoclonal-antibody-bamlanivimab
https://www.fda.gov/news-events/press-announcements/coronavirus-covid-19-update-fda-revokes-emergency-use-authorization-monoclonal-antibody-bamlanivimab
http://doi.org/10.1016/j.coviro.2021.12.005
http://doi.org/10.3389/fpls.2014.00523
http://doi.org/10.1073/pnas.1610803113
http://doi.org/10.1093/glycob/cwy092
http://doi.org/10.1099/jgv.0.000635
http://doi.org/10.12688/f1000research.8010.1
http://doi.org/10.1073/pnas.2107148118
http://doi.org/10.1371/journal.pone.0253574
http://www.ncbi.nlm.nih.gov/pubmed/34379620
http://doi.org/10.1038/s41598-020-74904-1
http://www.ncbi.nlm.nih.gov/pubmed/33077899
http://doi.org/10.3389/fpls.2021.682953
http://www.ncbi.nlm.nih.gov/pubmed/34054909
http://doi.org/10.3390/vaccines9090992
http://www.ncbi.nlm.nih.gov/pubmed/34579229
http://doi.org/10.1101/2021.05.14.21257248
http://doi.org/10.1073/pnas.2107249118
http://www.ncbi.nlm.nih.gov/pubmed/34599091
http://doi.org/10.3389/fpls.2020.612781
https://www.canada.ca/en/health-canada/news/2022/02/health-canada-authorizes-medicago-covid-19-vaccine-for-adults-18-to-64-years-of-age.html
https://www.canada.ca/en/health-canada/news/2022/02/health-canada-authorizes-medicago-covid-19-vaccine-for-adults-18-to-64-years-of-age.html
http://doi.org/10.3390/vaccines9111365
http://doi.org/10.1371/journal.pone.0093541
http://doi.org/10.1073/pnas.0914503107
http://doi.org/10.1111/pbi.13194
http://www.ncbi.nlm.nih.gov/pubmed/31207008
http://doi.org/10.1016/j.cell.2020.09.050
http://www.ncbi.nlm.nih.gov/pubmed/33031744
http://doi.org/10.1016/j.virol.2020.05.015
http://www.ncbi.nlm.nih.gov/pubmed/32838945
http://doi.org/10.1093/nar/gkaa216


Vaccines 2022, 10, 772 15 of 15

48. Berenbaum, M.C. What is synergy? Pharmacol. Rev. 1989, 41, 93–141.
49. Loewe, S. The problem of synergism and antagonism of combined drugs. Arzneimittelforschung 1953, 3, 285–290.
50. Köhler, G.; Milstein, C. Continuous cultures of fused cells secreting antibody of predefined specificity. Nature 1975, 256, 495–497.

[CrossRef]
51. Chen, Q.; Lai, H.; Hurtado, J.; Stahnke, J.; Leuzinger, K.; Dent, M. Agroinfiltration as an Effective and Scalable Strategy of Gene

Delivery for Production of Pharmaceutical Proteins. Adv. Tech. Biol. Med. 2013, 1, 103. [CrossRef]
52. Leuzinger, K.; Dent, M.; Hurtado, J.; Stahnke, J.; Lai, H.; Zhou, X.; Chen, Q. Efficient agroinfiltration of plants for high-level

transient expression of recombinant proteins. J. Vis. Exp. 2013, 77, e50521. [CrossRef]
53. Shanmugaraj, B.; Rattanapisit, K.; Manopwisedjaroen, S.; Thitithanyanont, A.; Phoolcharoen, W. Monoclonal Antibodies B38 and

H4 Produced in Nicotiana benthamiana Neutralize SARS-CoV-2 in vitro. Front. Plant Sci. 2020, 11, 1811. [CrossRef]
54. Jugler, C.; Joensuu, J.; Chen, Q. Hydrophobin-Protein A Fusion Protein Produced in Plants Efficiently Purified an Anti-West Nile

Virus Monoclonal Antibody from Plant Extracts via Aqueous Two-Phase Separation. Int. J. Mol. Sci. 2020, 21, 2140. [CrossRef]
[PubMed]

55. ter Meulen, J.; van den Brink, E.N.; Poon, L.L.M.; Marissen, W.E.; Leung, C.S.W.; Cox, F.; Cheung, C.Y.; Bakker, A.Q.; Bogaards,
J.A.; van Deventer, E.; et al. Human Monoclonal Antibody Combination against SARS Coronavirus: Synergy and Coverage of
Escape Mutants. PLoS Med. 2006, 3, e237. [CrossRef] [PubMed]

56. Tian, X.; Li, C.; Huang, A.; Xia, S.; Lu, S.; Shi, Z.; Lu, L.; Jiang, S.; Yang, Z.; Wu, Y.; et al. Potent binding of 2019 novel coronavirus
spike protein by a SARS coronavirus-specific human monoclonal antibody. Emerg. Microbes Infect. 2020, 9, 382–385. [CrossRef]
[PubMed]

57. Loo, Y.M.; Mctamney, P.M.; Arends, R.H.; Abram, M.E.; Aksyuk, A.A.; Diallo, S.; Flores, D.J.; Kelly, E.J.; Ren, K.; Roque, R.; et al.
The SARS-CoV-2 monoclonal antibody combination, AZD7442, is protective in non-human primates and has an extended half-life
in humans. Sci. Transl. Med. 2022, 14, 635. [CrossRef] [PubMed]

58. Roodink, I.; van Erp, M.; Li, A.; Potter, S.; van Duijnhoven, S.M.J.; Kuipers, A.J.; Kazemier, B.; van Geffen, E.; Hemrika, W.;
Berkeveld, B.; et al. Cornering an Ever-Evolving Coronavirus: TATX-03, a fully human synergistic multi-antibody cocktail
targeting the SARS-CoV-2 Spike Protein with in vivo efficacy. bioRxiv 2021. [CrossRef]

59. VanBlargan, L.A.; Errico, J.M.; Halfmann, P.J.; Zost, S.J.; Crowe, J.E., Jr.; Purcell, L.A.; Kawaoka, Y.; Corti, D.; Fremont, D.H.;
Diamond, M.S. An infectious SARS-CoV-2 B.1.1.529 Omicron virus escapes neutralization by therapeutic monoclonal antibodies.
Nat. Med. 2022, 28, 490–495. [CrossRef]

60. Planas, D.; Saunders, N.; Maes, P.; Guivel-Benhassine, F.; Planchais, C.; Buchrieser, J.; Bolland, W.H.; Porrot, F.; Staropoli, I.;
Lemoine, F.; et al. Considerable escape of SARS-CoV-2 Omicron to antibody neutralization. Nature 2021, 602, 671–675. [CrossRef]

61. Cao, Y.; Wang, J.; Fian, F.; Xiao, T.; Song, W.; Yisimayi, A.; Huang, W.; Li, Q.; Wang, P.; An, R.; et al. Omicron escapes the majority
of existing SARS-CoV-2 neutralizing antibodies. Nature 2021, 602, 657–663. [CrossRef]

62. Schähs, M.; Strasser, R.; Stadlmann, J.; Kunert, R.; Rademacher, T.; Steinkellner, H. Production of a monoclonal antibody in plants
with a humanized N-glycosylation pattern. Plant Biotechnol. J. 2007, 5, 657–663. [CrossRef]

63. Strasser, R.; Stadlmann, J.; Schähs, M.; Stiegler, G.; Quendler, H.; Mach, L.; Gloössl, J.; Weterings, K.; Pabst, M.; Steinkellner,
H. Generation of glyco-engineered Nicotiana benthamiana for the production of monoclonal antibodies with a homogeneous
human-like N-glycan structure. Plant Biotechnol. J. 2008, 6, 392–402. [CrossRef]

64. Lai, H.; He, J.; Hurtado, J.; Stahnke, J.; Fuchs, A.; Mehlhop, E.; Gorlatov, S.; Loos, A.; Diamond, M.S.; Chen, Q. Structural
and functional characterization of an anti-West Nile virus monoclonal antibody and its single-chain variant produced in
glycoengineered plants. Plant Biotechnol. J. 2014, 12, 1098–1107. [CrossRef] [PubMed]

65. Zeitlin, L.; Pettitt, J.; Scully, C.; Bohorova, N.; Kim, D.; Pauly, M.; Hiatt, A.; Ngo, L.; Steinkellner, H.; Whaley, K.J.; et al. Enhanced
potency of a fucose-free monoclonal antibody being developed as an Ebola virus immunoprotectant. Proc. Natl. Acad. Sci. USA
2011, 108, 20690–20694. [CrossRef] [PubMed]

66. Ma, J.; Drossard, J.; Lewis, D.; Altmann, F.; Boyle, J.; Christou, P.; Cole, T.; Dale, P.; van Dolleweerd, C.J.; Isitt, V.; et al.
Regulatory approval and a first-in-human phase I clinical trial of a monoclonal antibody produced in transgenic tobacco plants.
Plant Biotechnol. J. 2015, 13, 1106–1120. [CrossRef] [PubMed]

67. Traynor, K. Taliglucerase alfa approved for Gaucher disease. Am. J. Health-Syst. Pharm. 2012, 69, 1009. [CrossRef]
68. Chen, Q.; Lai, H. Plant-derived virus-like particles as vaccines. Hum. Vaccines Immunother. 2013, 9, 26–49. [CrossRef]
69. Paul, M.J.; Thangaraj, H.; Ma, J. Commercialization of new biotechnology: A systematic review of 16 commercial case studies in a

novel manufacturing sector. Plant Biotechnol. J. 2015, 13, 1209–1320. [CrossRef]
70. Hager, K.J.; Pérez Marc, G.; Gobeil, P.; Diaz, R.S.; Heizer, G.; Llapur, C.; Makarkov, A.I.; Vasconcellos, E.; Pillet, S.; Riera, F.; et al.

Efficacy and Safety of a Recombinant Plant-Based Adjuvanted Covid-19 Vaccine. N. Engl. J. Med. 2022. [CrossRef]

http://doi.org/10.1038/256495a0
http://doi.org/10.4172/2379-1764.1000103
http://doi.org/10.3791/50521
http://doi.org/10.3389/fpls.2020.589995
http://doi.org/10.3390/ijms21062140
http://www.ncbi.nlm.nih.gov/pubmed/32244994
http://doi.org/10.1371/journal.pmed.0030237
http://www.ncbi.nlm.nih.gov/pubmed/16796401
http://doi.org/10.1080/22221751.2020.1729069
http://www.ncbi.nlm.nih.gov/pubmed/32065055
http://doi.org/10.1126/scitranslmed.abl8124
http://www.ncbi.nlm.nih.gov/pubmed/35076282
http://doi.org/10.1101/2021.07.20.452858
http://doi.org/10.1038/s41591-021-01678-y
http://doi.org/10.1038/s41586-021-04389-z
http://doi.org/10.1038/s41586-021-04385-3
http://doi.org/10.1111/j.1467-7652.2007.00273.x
http://doi.org/10.1111/j.1467-7652.2008.00330.x
http://doi.org/10.1111/pbi.12217
http://www.ncbi.nlm.nih.gov/pubmed/24975464
http://doi.org/10.1073/pnas.1108360108
http://www.ncbi.nlm.nih.gov/pubmed/22143789
http://doi.org/10.1111/pbi.12416
http://www.ncbi.nlm.nih.gov/pubmed/26147010
http://doi.org/10.2146/news120041
http://doi.org/10.4161/hv.22218
http://doi.org/10.1111/pbi.12426
http://doi.org/10.1056/NEJMoa2201300

	Introduction 
	Methods and Materials 
	Plant Expression of CA1 and CB6 
	mAb Extraction and Purification 
	SDS-PAGE and Western Blotting 
	Temporal Expression ELISA 
	RBD-Binding ELISA 
	Competitive Sandwich ELISAs 
	Viruses and Cells 
	Focus-Forming Assay 
	Neutralization Synergy Analysis 
	Generation of Monoclonal Antibodies against RBD 
	Indirect ELISA for Hybridoma Screening 

	Results 
	Neutralizing Monoclonal Antibody (nAb) Expression in Nicotiana benthamiana 
	Plant-Made CA1 and CB6 Recognize SARS-CoV-2 RBD and Neutralize Multiple Variants 
	Plant-Made CB6 Has Synergy with Other Anti-RBD mAbs in Neutralizing SARS-CoV-2 

	Discussion 
	Conclusions 
	References

