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Table S1.  Heatmap of hepatic expression profiles of NK cell-associated genes used for analyses 

in the present study. RNA was isolated from the individual livers prepared from non-vaccinated 

and vaccinated mice infected with P. chabaudi on days 0, 1, 4, 8, and 11 p.i.. The 5 columns on 

the left represent non-vaccinated control mice (N) and the 5 columns on the right the vaccinated 

mice (V) at the different days p.i. (Nd0 – Nd11 vs Vd0 – Vd11). Each vertical column contains 

three vertical lanes of numbers indicating log2-transformed expression levels of three different 

microarrays prepared from three different livers at a given time-point. Gene names are indicated 

on the left.  

 


