
Table S1. Quantified metabolites in HepG2 cells after exposure to 5 g/mL of AgNPs 

for 72 h with a match factor superior to 700. 

 Compound Retention time (min) NIST Rmatch 

1- -D-Glucopyranose 26.375 890 

2- Malic acid 17.466 728 

3- L-Tyrosine 25.543 782 

4- D-Glucose 24.964 870 

5- Xylofuranose 32.638 793 

6- L-Leucine 19.177 700 

7- L-Proline 18.014 881 

8- L-Cysteine 18.711 868 

9- Phosphoric acid 22.634 868 

10- L-Threonine 15.285 865 

11- Threitol 17.864 851 

12- Erythrose 25.352 706 

13- D-Fructose 24.294 767 

14- Pantothenic acid 26.473 887 

15- -Aminoisobutyric 

acid 

15.399 815 

16- D-Galactose 25.192 848 

17- Isocitric acid 23.595 815 

18- L-Serine 14.743 803 

19- Hexadecanoic acid 27.295 846 

20- Glutamine 19.890 874 

21- Myo-Inositol 

phosphate 

32.426 827 

22- Octadecanoic acid 30.225 839 

23- L-Aspartic acid 18.086 791 

24- Myo-Inositol 27.874 830 

25- D-Ribofuranose 19.879 820 

26- Palmitic acid 31.419 829 

27- Rythonic acid 18.541 767 



28- L-Phenylalanine 20.214 879 

29- 4-Chlorophenylalanine 

(internal standard) 

23.140 - 



Table S2. Pearson’s correlation matrix data for the 28 quantified metabolites. 

 
 
 
 


