Table S1. Concentration of IAA produced by the bacterial isolates after 4 days of incubation in trypticase soy broth sup-
plemented with 100 pg/mL (0.5mM) tryptophan.

Indole Absorbance

Indole production

Indole production

Isolate no. Soil source Gram Reaction mean + SD mean+SD meanSD
(OD 530nm) (ug/mL) (uM)
G1r17 Garden 1 Positive 0.789+0.07 72.85+£7.0137 416.28+40.07
G2r21 Garden 2 Positive 0.373+ 0.009 33.613+ 0.867 192.07+4.954
G4r26 Garden 4 Positive 0.655+ 0.07 60.169+ 7.338 343.822+41.931
Mz55 Maize Positive 0.69+ 0.002 63.518+ 0.2001 363.96+1.143
Cbg70 Cabbage Negative 0.56+0.03 51.348+2.868 293.417+16.38
Cbg73 Cabbage Positive 0.53+0.04 48.446+4.13 276.834+23.6
G2p78 Green peas 2 Positive 0.809+0.086 74.697+8.138 426.84+46.5
G1p98 Green peas 1 Positive 0.79+0.07 72.404+5.962 413.73+34.06
Pt101 Potato Negative 0.524+0.05 47.806+5.46 273.177+31.2
T£110 Egyptian clover Negative 0.634+0.03 58.185+3.47 332.485+19.82
T£112 Egyptian clover Negative 0.712+ 0.08 65.59+ 7.67 374.8+43.828
Zch127 Zucchini Negative 0.581+ 0.044 53.235+ 4.202 304.2+24.011
Pt128 Potato Negative 0.498+0.05 45.358+3.736 259.188+21.344
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Figure S1. Evolutionary relationships between Enterobacter cloacae Cbg70 and Zch127 with related strains. Phylogenetic
tree of isolates Cbg70 and Zch127 among neighborhood strains using Molecular Evolutionary Genetics Analysis version
6.0 (MEGA 6). The phylogenetic tree was constructed by maximum parsimony method.
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Figure S2. Effect of culture extract of Cbg70 on the growth of 10 P. mirabilis isolates. Growth was measured as OD in
presence of sub-MIC concentration of 0.5X MIC extract Cbg70 (0.08 mg/mL), cells were grown in LB media at 37°C and
250 rpm. Bacterial culture supplemented with DMSO in the same concentration as extract served as control. Each experi-
ment was performed using three different cultures, and average data set is shown.
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Figure S3. Effect of culture extract of Zch127 on the growth of 10 P. mirabilis isolates. Growth was measured as OD in
presence of sub-MIC concentration of 0.5X MIC extract Zch127 (0.6 mg/mL), cells were grown in LB media at 37°C and
250 rpm. Bacterial culture supplemented with DMSO in the same concentration as extract served as control. Each experi-
ment was performed using three different cultures, and average data set is shown.
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Figure S4. The effect of extract Zch127 on P. mirabilis isolates swarming motility, (A):P1, (B):P2, (C):P5, (D):P6, (E):P7, the
left plate is the control P. mirabilis isolate and the right plate is treated with sub-MIC concentrations (0.6, 0.3 and 0.15
mg/mL) (0.5X, 0.25X and 0.125X MIC) of extract Zch127.
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Figure S5. The effect of extract Zch127 on P. mirabilis isolates swarming motility, (F):P8, (G):P9, (H):P10, (I): P99, (J):P184,
the left plate is the control P. mirabilis isolate and the right plate is treated with sub-MIC concentrations (0.6, 0.3 and 0.15
mg/mL) (0.5X, 0.25X and 0.125X MIC) of extract Zch127.
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Figure S6. The effect of extract Zch127 on P. mirabilis isolates swimming motility, (A):P1, (B):P2, (C):P5, (D):P6, (E):P7, the

left plate is control P. mirabilis isolate and the right plate is treated with sub-MIC concentrations (0.6 and 0.3 mg/mL) (0.5X
and 0.25X MIC) of extract Zch127.



10 M5 ESe (BRI Smeeth (56, 2x1)

A

an_
i

| i an
2l

3.3

-
2

Relative area
$. 5.8

3

] I'(‘i§h1.~;1;uL;J£4};ﬂ

Cbg70 ES+

1. lesdin

B 10 M5 ESe (BT Smeeth (36, 2x1)

1oy l'{;l
o.n
o
= " ® ag
@ 1Y gy
& ™ &Me indole
o 1
>
-~ 504
=
& |
) ao LA
.
20 X0 'x:Tol
10 .{
WM.

2: MS ES- :BPI Smooth (SG, 2x1)

on
G
1.0 0. 64
AN | ‘
o |
iaALd " 'l
5) 1.0
IPAL i
12.11 )
i
{ .

1. lesdin

N

5. 300006
e
100, AR Cbg70 ES-
C >
0o o
i
o o 7T a0 ’l IAM
W
sof o.50 (| e -
B ik 3
o
o 1] aolaAld || ? =
S | e R
°1 11|z e el () @9 l uies 9 wn
S :
204 L[l ase s .§| | u’»“ | , “i“ 17.19
wd || U 14 Wit | | | A f
\ I a3 L UMM A eSS ~
Time
20 M5 ES- :BOT Smeoen (56, 22D @ 4-100008
e
00, Zch127 ES-
1
4
80 l’
ol | IAM |
i
“f |y e | IPA
-
- sol i @0 .
f Y anll i ou 3- methyl indole
wof Ny 273 32| oo
20 Il an <<l a o Wap
| I as as) e 1451 16471302 G
213 i i :
s VL (AL o | I| | 1262 W 18 66
Wi WL L f b MWAL L C
Time
S5 ToTes 7o ToTos

Figure S7. LC-MS chromatograms from ESI positive and negative modes of the extracted compounds. The chromatogram
represents the extracted cultures from (A) isolate Cbg70 and (B) isolate Zch127 at positive mode and (C) isolate Cbg70 and
(D) isolate Zch127 at negative mode after 4 days of incubation where Trp: tryptophan, Tol: indole-3-ethanol, IAA: indole-
3-acetic acid, IALd: indole aldehyde, IPA: indole-3-pyruvic acid, iaALd: indole-3-acetaldehyde, ICA: indole-3-carboxylic

acid, ILA: indole-3-lactic acid and IAN: indole-3-acetonitrile.
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Figure S8. Liquid chromatography—mass spectrometry (LC-MS) fragmentation analysis of targeted indole derivatives in
Cbg70 at positive mode; (A) Trp: tryptophan, (B) IAA: indole-3-acetic acid, (C) TOL: indole-3-ethanol, (D) indole-3-alde-
hyde (E) IPA: indole-3-pyruvic acid and (F) IAld: indole-3-acetaldeyde.
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Figure S9. Liquid chromatography—mass spectrometry (LC-MS) fragmentation analysis of targeted indole derivatives in
Cbg70 at negative mode; (A) Indole-3-propionic acid, (B) IAld: indole acetaldehyde, (C) IAA: indole-3-acetic acid and (D)

IAM: indole-3-acetamide.
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Figure S10. Liquid chromatography—mass spectrometry (LC-MS) fragmentation analysis of targeted indole derivatives in
Zch127 at positive mode; (A) 3-methyl indole (skatole), (B) IBCA Indole-3-carboxylic acid, (C) IAA: indole-3-acetic acid,
(D) ILA: indole-3-Lactic acid, (E) TOL: indole-3-ethanol, (F) IPA: indole-3-pyruvic acid, (G) IAld: indole-3-acetaldehyde
and (H) IAN: indole-3-acetonitrile.
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Figure S11. Liquid chromatography-mass spectrometry (LC-MS) fragmentation analysis of the targeted indole derivatives
in Zch127 at negative mode, (A) Trp: tryptophan and (B) IAM: indole-3-acetamide, (C) IPA: indole-3-pyruvic acid and (D)
3- methylindole (skatole).



