Supplementary Materials

Table S1. Genotypic characterization of the isolated clinical strains. Ef, Enterococcus
faecium, EF, E. faecalis. gel, gelatinase; hyl, hyaluronidase; asal, aggregation
substance; cylA, cytolysin A; esp, extracellular surface protein; ace, accessory
colonization factor; efaA, adhesin; vanA/B, vancomycin resistance genes.

Genotypic characterization

Enterococcus | RAPD | Enterococcus | gelE | hyl asal | esp cylA | ace |efaA |vanA |vanB
strains group spp.
Sb7 Gl Ef - - + + - - - - -
47391 Gl Ef - - + + - - - - -
491802 G2 Ef - + - - - - - - -
49767 G3 EF + - - + - - + - -
49867 G3 EF + - - + - + + - -
49890 G3 EF + - + - - + + - -
491047 G3 EF + - - - - - + - -
491698 G3 EF + - - - - - + - -
U-666 G4 EF + - + + - - + - -
U-603 G4 EF + - + + - - + - -
U-1688 G4 EF + - + + - - + - -
U-230 G4 EF + - + + - - + - -
481467 G4 EF + - + + - - + - -
U-134 G4 EF + - + ; ; _ + ) }
U-1593 G4 EF + - + - - - + - -
491051 G4 EF + - + - - - + - -
491044 G4 EF + - + - - ; + _ _
U-1739 G4 EF + - + - - - + - -
U-1683 G4 EF + - + - - - + - -
U-1261 G4 EF + - - - - - + - -
U-834 G4 EF + - - ; ; ; + ] )
U-1641 G4 EF + - - ; ; _ + ) )
U-1822 G4 EF + - - + - - + - -
U-1839 G4 EF - - + + - - + - -
U-814 G4 EF - - + + - - - - -
U-1564 G4 EF - - + - - - - - -
481396 G4 EF - - + - + + + - -
4953 G4 EF + - + - + + - -
49768 G4 EF + - - ; ; + + ) }




491284 G4 EF + - + + - + + - -
49891 G4 EF + - - - - + - - -
47374 G4 EF + - + + + + + - -
481398 G5 EF + - + - - + + - -
U-800 G5 EF + - - - - - + - -
481609 G5 EF + - - - - - + - -
481413 G5 EF + - + - - + + - -
49850 G5 EF + - - - - + ¥ _ _
49454 G6 EF - - + + + + + - -
U-1846 G6 EF + - + - - - + - -
U-1679 G7 EF - - - - - - + - -
49353 G7 EF + + - - - - + - -
491440 G7 EF + - + - + + + - -
491797 G7 EF + - + - - - + - -
491376 G8 EF + - + - - + + - -
49324 G8 EF + - + - - + + - -
U-1765 G9 EF - - - + - - + - -
47342 G9 EF - - + - - + + - -
491336 G9 EF + - + - + - + - -
U-638 G9 EF + - + + - - + - -
U-1055 G9 EF + - + + - + + - -
U-80 G9 EF + - - - - - - - -
4784 G9 EF + - + + + + + - -
491612 G9 EF + - - + - + + - -
491209 G9 EF + - + + - + + - -
4110PR-94 G9 EF + - + + + + + - -
47376 G10 EF + - + + - + + - -
491049 G11 EF + - + - - - + - -
49785 G12 EF + - + - + - + - -
Positive (%) | 81.03 | 3.45 | 67.24 | 39.66 | 13.79 | 37.93 | 87.93 0 0
Negative (%) | 18.97 | 96.55 | 32.76 | 60.34 | 86.21 | 62.07 | 12.07 | 100 | 100




Table S2: Phenotypic antibiotic resistance characterization using a panel Wider | against 20
antibiotics. 1: Penicillin; 2: Ampicillin; 3: Amoxicillin/Clavulanate; 4. Oxacillin; 5: Cefazolin;
6: Cefotaxime; 7: Streptomycin 1000; 8: Gentamicin 500; 9: Amikacin; 10: Vancomycin; 11:

Teicoplanin;

12:
Quinupristin/Dalfopristin;

Levofloxacin; 13:

16:

Trimethoprim/sulfamethoxazole; 20: Rifampicin.

Erythromycin;
Linezolid; 17: Chloramphenicol;

14. Clindamycin;

18: Fosfomycin;

15:
19:

Antibiotic resistance profile Wider | panel
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Table S3: MIC (mg/L) for AS-48, vancomycin (Van), gentamicin (Gen) and
amoxicillin/clavulanate (Amo/Cla).

MIC (mg/ L)
ir;;?;(;coccus AS-48 Van Gen Amo/Cla
Sh7 19 1.6 4 10.9
47391 35 0.9 8 10.9
491802 2.1 1.9 8 136.7
49767 2.1 2.6 16 14
49867 4.2 1.9 16 0.7
49890 4.2 2.6 16 0.7
491047 2.8 1.9 16 0.7
491698 7.1 3.2 64 0.3
U-666 5.6 3.9 16 1.4
U-603 3.8 2.6 16 0.7
U-1688 3.1 1.9 >128 14
U-230 2.8 3.9 >128 1.4
481467 2.8 7.8 16 0.3
U-134 3.8 1.9 16 0.7
U-1593 1.9 3.9 >128 0.7
491051 2.8 3.2 16 0.2
491044 3.5 3.9 16 14
U-1739 3.1 2.6 16 0.2
U-1683 2.5 3.2 32 0.2
U-1261 3.5 3.2 32 0.7
U-834 1.9 2.6 16 0.7
U-1641 3.8 3.9 >128 0.7
U-1822 2.1 1.9 16 14
U-1839 2.5 3.2 128 1.4
U-814 1.9 1.9 >128 0.5
U-1564 1.9 1.9 32 0.2
481396 2.8 3.9 16 0.7
4953 2.8 19 64 14
49768 2.8 3.9 32 14
491284 4.2 3.9 >128 14
49891 21 2.6 16 0.7




47374 3.5 4.5 16 0.3
481398 4.2 3.2 16 14
U-800 19 2.6 16 0.7
481609 4.2 1.9 >128 0.7
481413 4.2 2.6 4 14
49850 4.2 3.2 16 14
49454 2.1 1.9 16 14
U-1846 1.3 2.6 >128 0.2
U-1679 3.5 3.9 16 14
49353 2.1 1.9 16 0.06
491440 3.5 3.9 16 0.2
491797 2.1 3.9 16 0.2
491376 2.1 3.9 16 0.3
49324 2.8 3.9 16 14
U-1765 25 2.6 8 0.7
47342 4.2 2.9 16 14
491336 3.5 1.9 2 0.3
U-638 3.6 1.9 8 0.2
U-1055 3.8 2.6 8 0.3
U-80 3.8 1.9 16 1.4
4784 3.5 3.9 32 0.7
491612 3.5 1.9 32 1.4
491209 2.1 3.9 16 1.4
4110PR-94 2.1 3.9 16 0.7
47376 3.5 1.3 16 0.06
491049 2.8 1.9 16 0.7
49785 4.2 2.6 >128 14
Averagetstdeva| 3.1 2.9#.1 |37.34#43.2| 3.5417.9




Table S4: Primers and PCR conditions used in this work.

Primer Sequence 5'-3' Purpose PCR conditions Reference
M13 gagggtggcggttct RAPD 1x94 <CT1m, [1]
35 %(94 T 1m,
40 € 205,72 C
1:20m) 1 x72 C
5m.
Entero 1 cccggctcaaccggyg Enterococcus 16S | 1 <94 T 1 m, [2]
Entero 2 ctctagagtggtcaa FONA 3004 T 1m,
60 T1m, 72 T
1m)1lx72<C
5m.
FAC1-1 gagtaaatcactgaacga E. faecium ddl 194 T3m, [3]
FAC2-1 cgctgatggtatcgattcat gene 30 (94 <T1m,
ddI-E1 atcaagtacagttagtctt E. faecalis ddl 54T1Im, 72T g
ddI-E2 acgattcaaagctaactg gene % m) 1x72<C
Van-Af tctgcaatagagatagcecgc vanA 1 %94 T3 m, [5]
Van-Ar ggagtagctatcccagcatt 30 %(94 T1m,
Van-Bf gctccgeagectgeatggaca | vanB 55CIm, 72<C
Van-Br acgatgccgccatcctectge 1m)1x72C
CYT I actcggggattgataggc cylA Sm. [6]
CYT IIb gctgctaaagctgcgctt
Gelll for tatgacaatgctttttgggat gelE
Gell12 rev agatgcacccgaaataatata
ASA11 for gcacgctattacgaactatga asal
ASA12 rev | taagaaagaacatcaccacga
Hyll for acagaagagctgcaggaaatg | hyl
Hyl12 rev gactgacgtccaagtttccaa
Espl4F _for | agatttcatctttgattcttgg esp
Espl2R_rev | aattgattctttagcatctgg
EFA-AF gccaattgggacagaccctc efaA [7,8]
EFA-AR cgccttetgttecttetttgge
ACE-F gaattgagcaaaagttcaatcg | ace
ACE-R gtctgtcttttcacttgtttc
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