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Table S1. The accession number of FN-III protein sequences used in this study.

Gene

Human

Cattle

Buffalo

Fibronectin 1 (FN1)

Fibronectin type III domain containing 5
(FNDC5)

Fibronectin type III domain containing 3B
(FNDC3B)

Fibronectin type III and ankyrin repeat do-
mains 1 (FANK1)

Fibronectin type III and SPRY domain con-
taining 1 like (FSD1L)

Leucine-rich repeat and fibronectin type III
domain containing 1 (LRFN1)

Leucine rich repeat and fibronectin type III
domain containing 5 (LRFN5)

Fibronectin type III and SPRY domain con-
taining 1 (FSD1)

Fibronectin type III domain containing 3A
(FNDC3A)

Fibronectin type III domain containing 1
(FNDC1)

Leucine rich repeat and fibronectin type III
domain containing 3 (LRFN3)

Fibronectin type III and SPRY domain con-
taining 2 (FSD2)

Fibronectin type III domain containing 7
(FNDC7)

Ankyrin repeat and fibronectin type III do-
main containing 1 (ANKFN1)
Immunoglobulin like and fibronectin type
III domain containing 1 (IGFN1)
Fibronectin type III domain containing 4
(FNDC4)

Fibronectin type III domain containing 8
(FNDCS8)

Leucine-rich repeat and fibronectin type III
domain containing 4 (LRFN4)

Fibronectin type III domain containing pro-
tein 3C1-like (LOC102393884)

Fibronectin leucine rich transmembrane

protein 2 (FLRT2)

XP_005246465.1
NP_001165411.2

NP_001128567.1

NP_001337868.1

NP_001138785.1

NP_065913.1

NP_001317035.1

NP_001317358.1

NP_001073141.1

NP_115921.2

NP_078785.1

NP_001007123.1

NP_001138409.1

NP_001352687.1

NP_001158058.1

XP_038969018.1

NP_060029.1

NP_001350453.1

XP_038956079.1

NP_001333072.1

XP_005202842.1
NP_001098891.1

XP_005201753.1

XP_024841256.1

XP_024851352.1

XP_024834841.1

XP_005222160.1

NP_001074987.1

XP_010808981.1

XP_024852897.1

NP_001070427.1

NP_001192937.1

XP_024845811.1

XP_027373748.1

XP_024832341.1

NP_001095794.1

NP_001069912.1

NP_001193183.1

XP_019811022.1

XP_003586651.1

XP_025134000.1
XP_025134275.1

XP_025140051.1

XP_025129687.1

XP_006061602.1

XP_006068730.1

XP_025127666.1

XP_006042571.1

XP_025119024.1

XP_006051319.2

XP_025125629.1

XP_025127513.1

XP_006052208.2

XP_006076307.1

XP_025141009.1

XP_006046222.1

XP_025136871.1

XP_025142533.1

XP_025131684.1

XP_006069515.1
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EGF like, fibronectin type III and laminin G
domains (EGFLAM)

Fibronectin type III domain containing 9
(FNDC9)

Leucine-rich repeat and fibronectin type III
domain containing 2 (LRFN2)

Fibronectin leucine rich transmembrane
protein 3 (FLRT3)

Fibronectin leucine rich transmembrane
protein 1 (FLRT1)

Fibronectin type IIl domain containing 11
(FNDC11)

Fibronectin type III domain containing 10
(FNDC10)

Extracellular leucine-rich repeat and fibron-

ectin type III domain containing 2 (ELFN2)

Extracellular leucine-rich repeat and fibron-

ectin type III domain containing 1 (ELFN1)

NP_001192230.1

NP_001001343.2

NP_065788.1

NP_037413.1

NP_001371395.1

NP_001306081.1

NP_001229588.1

NP_443138.2

NP_001122108.1

NP_001076947.1

XP_005209734.1

NP_001179524.1

NP_001179603.1

XP_005227270.1

XP_024856577.1

XP_024832575.1

XP_005206935.1

XP_005225286.2

XP_025126375.1

XP_006075933.1

XP_025126259.1

XP_006051375.1

XP_006050918.2

XP_025119638.1

XP_025141526.1

XP_025139285.1

XP_025130646.1

Table S2. Secondary structure and disorder prediction of FNDC5 protein.

Disordered Alpha helix Beta strand TM helix

Homo sapiens 35% 08% 42% 10%
Mediterranean buffalo 46% 11% 39% 10%
Murrah buffalo 44% 0% 48 08%
Swamp buffalo 48% 07% 40% 09%
Bos taurus 39% 0% 50% -

Bos indicus 40% 26% 21% 18%
Bos taurus X Bos indicus 40% 26% 21% 18%

[TM: transmembrane helix].



