Table S1 Differentially expressed genes in muscle tissue between CO and SB groups

Gene id Gene name Log2(FC) P-value Q-value Regulation
100037920 MTI1D -4.84 0.000 0.000 down
100037951 9 -1.52 0.000 0.005 down
100037952 Co6 -4.77 0.000 0.000 down
100037953 C8A -5.23 0.000 0.000 down
100037954 C8B -5.12 0.000 0.000 down
100037955 C8G -1.97 0.000 0.000 down
100124383 CFB -2.47 0.000 0.034 down
100125972 SERPINC1 -4.10 0.000 0.000 down
100126281 CYP3A46 -2.85 0.000 0.000 down
100134978 XIRP1 -1.55 0.000 0.005 down
100144442 F2 -4.14 0.000 0.000 down
100144468 CYP3A22 -4.26 0.000 0.001 down
100144531 PCK1 -2.72 0.000 0.000 down
100152095 HRG -4.27 0.000 0.004 down
100152209 LOC100152209  -4.54 0.000 0.000 down
100152910 CYP1A2 -3.87 0.000 0.000 down
100153243 APOA2 -14.87 0.000 0.000 down
100153288 PZP -13.21 0.000 0.000 down
100153302 SLC10A1 -4.49 0.000 0.000 down
100153386 SLA-DRB1 1.77 0.000 0.000 up
100153513 SERPINA5 -3.89 0.000 0.000 down
100153821 DDIT4 1.62 0.000 0.016 up
100153899 LOC100153899  -7.55 0.000 0.000 down
100154546 ABRA -1.06 0.000 0.004 down
100155038 CPB2 -2.87 0.000 0.000 down
100155590 FRRSIL 251 0.000 0.016 up
100155644 PHIP -0.60 0.000 0.020 down
100155795 MYLIP 1.13 0.000 0.033 up
100155919 UPB1 -3.73 0.000 0.000 down
100155945 SERPIND1 -4.81 0.000 0.000 down
100156325 LOC100156325 -5.51 0.000 0.000 down
100156500 DPYS -4.80 0.000 0.000 down
100156540 RPP30 -0.73 0.000 0.021 down
100156922 MATIA -4.09 0.000 0.000 down
100157716 CPs1 -4.60 0.000 0.000 down
100157966 HABP2 -1.96 0.000 0.010 down
100169652 BMPRIA -0.51 0.000 0.018 down
100170134 CD209 1.78 0.000 0.009 up
100301559 TDO2 -6.23 0.000 0.000 down
100381252 APOC2 -15.02 0.000 0.000 down
100510993 PRPS2 1.36 0.000 0.000 up
100511413 ASB5 -0.56 0.001 0.038 down
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403215 CYP2C49 -5.89 0.000 0.000 down

403216 CYP2E1 -4.30 0.000 0.020 down
406187 APOC3 -4.47 0.000 0.000 down
406870 cP -3.37 0.000 0.000 down
414437 G5 -2.58 0.000 0.000 down
445460 C1QC 1.12 0.000 0.009 up

445461 Cl1QA 1.16 0.000 0.028 up

448964 GC -5.03 0.000 0.001 down
493185 IFRD1 -0.65 0.000 0.016 down
654411 PLIN1 1.56 0.001 0.044 up

733634 AKRIC1 -4.64 0.000 0.000 down
733640 PRKG1 -1.37 0.000 0.000 down
733660 PLG -4.91 0.000 0.002 down
733662 F10 -1.85 0.000 0.001 down
780435 LOC780435 -1.93 0.000 0.036 down
gene2958 LOC407246 2.72 0.000 0.000 up

Corrected P-value (Q-value) < 0.05 and fold change >1.2 or < 0.83 were set as DEG threshold.
DEGs, differentially expressed genes.

Table S2 Differentially expressed genes in adipose tissue between CO and SB groups

Gene id Gene name Log2(FC) P-value Q-value Regulation
100037920 MT1D -5.11 0.000 0.000 down
100037952 Cé6 -4.08 0.000 0.003 down
100037954 C8B -6.25 0.000 0.000 down
100049690 PNPLA3 1.91 0.000 0.000 up
100125972 SERPINC1 -4.17 0.000 0.000 down
100144442 F2 2.7 0.000 0.000 down
100144468 CYP3A22 -5.48 0.000 0.001 down
100144510 SLCO2A1 -1.17 0.000 0.015 down
100144585 HPCAIL4 -2.59 0.000 0.030 down
100151902 PBXIP1 0.79 0.001 0.048 up
100152022 MTERF2 -2.87 0.000 0.007 down
100152095 HRG -5.29 0.000 0.000 down
100152150 LOC100152150  -11.81 0.000 0.000 down
100152572 MAP3K20 -1.82 0.000 0.000 down
100152612 PPIF 0.84 0.001 0.048 up
100152741 TBX3 -1.16 0.000 0.012 down
100152785 DHRS?7 0.89 0.000 0.028 up
100152910 CYP1A2 -4.38 0.000 0.002 down
100152997 GADD45G 1.59 0.000 0.005 up
100153243 APOA2 -5.67 0.000 0.000 down
100153288 PZP -6.2 0.000 0.000 down
100153302 SLC10A1 -2.89 0.000 0.002 down

100153386 SLA-DRB1 1.31 0.000 0.002 up
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ANGPTL4
CYP2D25
SERPINA1
CYP2C33
CYP2C34
FGG

A2M
CYP2C49
CYP2E1
APOC3
cP

GC

BMP7
KLF4
PLG
MMD
CSPG4
LOC106509151
LOC407246

0.93
-2.18
-2.68
2.23
0.93
-6.13
-4.9
-0.9
-2.54
-3.38
-4.7
-6.29
-5.15
-2.12
-13.81
-5.12
-4.57
-3.34
-6.91
-2.62
-1.05
-5.35
-1.25
1.41
3.08
2.09

0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000

0.033
0.014
0.004
0.001
0.003
0.000
0.000
0.036
0.001
0.003
0.000
0.000
0.000
0.000
0.000
0.001
0.000
0.000
0.000
0.004
0.025
0.001
0.003
0.001
0.018
0.000

up

down
down
up

up

down
down
down
down
down
down
down
down
down
down
down
down
down
down
down
down
down
down
up

up

up

Corrected P-value (Q-value) < 0.05 and fold change > 1.2 or < 0.83 were set as DEG threshold.

DEGs, differentially expressed genes.



