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Figure S1. (a) Principle component (PCA) analysis
of soybean genotypes harboring insect resistance
QTLs E, M, and EM compared to the introgressed
susceptible parent Benning. The analysis was
based on 13,950 unique peaks identified by mass
spectroscopy and was conducted using
Metaboanalyst 5.0 (https://dev.metaboanalyst.ca/)
with filtering based on relative standard deviation
(RSD) with default parameters including no data
transformation or scaling. (b) Orthogonal PLS-DA
was conducted on the same data with filtering
based on relative standard deviation (RSD) with
default parameters including no data transformation
or scaling. Ovals indicate 95% confidence intervals.
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