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Figure S1. PCA scores plot of tested samples and QC samples. Blue points represent healthy group
and green points represent UC group, red points represent QC samples.
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Figure S2. The total ion chromatograms (TICs) of the QC samples of serum.
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Figure S3. ROC curve analysis of pyroglutamic acid in the discovery set. AUC: area under the
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Figure S4. Statistics of relative abundance of pyroglutamic acid between the healthy and UC group
in serum.(A) Relative abundance of pyroglutamic acid between the healthy and UC group in se-
rum. (B) Relative abundance of pyroglutamic acid accoarding to the Mayo scores in UC patients.
(C) Relative abundance of pyroglutamic acid accoarding to the duration in UC patients. Data are
presented as the means = SEM. * p < 0.05, ** p < 0.01, ** p < 0.001, ns not significant vs. healthy

group.

Table S1. Clinical characteristics of the subjects.

Characteristics Healthy UC
Number 46 31
Male 10 10
Female 36 21
Age (years), mean = SD 30.48 £6.38 37.00+£9.44
UC history (years) 4.81(0, 20)
Mayo score 5.45+£2.05
Table S2. The primer sequence of IL-6, IL-18, TNF-a and $-actin.
Name Primer (5°-3’)
F(L-6) AGTTGCCTTCTTGGGACTGA
R(IL-6) ACTGGTCTGTTGTGGGTGGT
F(AL-15) AGAGTGTGGATCCCAAACAA
R(IL-15) AGTCAACTATGTCCCGACCA
F(TNF-a) TCTTCTGTCTACTGAACTTCGGGG
R(TNF-a) ATGGAACTGATGAGAGGGAGCC
F(p-actin) GAGACCTTCAACACCCC
R(f-actin) ATAGCTCTTCTCCAGGGAGG




