
 

Figure S4. Sequence alignment logo based on the structural features of the ochratoxinase-like enzymes selected 
from ochratoxin-producing fungi. Residues involved in the coordination of catalytic Zn2+ atoms are labelled with red 
triangles, whereas the residues involved in the structure of the substrate-binding pocket and putative interactions with 
ochratoxins are labelled by magenta circles. 


