Control N1

RIN=9.3

Control N3
RIN=8.3

Control N4
RIN=8.4
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Overall Results for sample 9 : 8521904000061
RNA Area: 541.9 RNA Integrity Number (RIN): 9.3 (B.02.07)
RNA Concentration: 1,349 pg/pl Result Flagging Color:
rRNA Ratio [28s / 18s]: 38 Result Flagging Label: RIN: 9.30
Fragment table for sample 9 : 8521904000061 _
Name Start Size [nt] End Size [nt] Area % of total Area
185 1,428 1,905 58.3 108
285 2,649 5,072 224 41.0
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Overall Results for sample 7 : 8521904000063
RNA Area: 89.5 RNA Integrity Number (RIN): 8.3 (B.02.07)
RNA Concentration: 37 ng/ul Result Flagging Color:
rRNA Ratio [28s / 18s]: 29 Result Flagging Label: RIN: 8.30
Fragment table for sample 7 : 8521904000063
Name  Start Size [nt] End Size [nt] Area % of total Area
185 1,622 1,962 2 8.1
285 2,864 4,111 208 233
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Overall Results for sample 8 : 8521904000064
RNA Area: 351.4 RNA Integrity Number (RIN): 8.4 (B.02.07)
RNA Concentration: 147 ng/pl Result Flagging Color:
rRNA Ratio [28s / 18s]: 16 Result Flagging Label: RIN: 8.40
Fragment table for sample 8 : 8521904000064
Name  Start Size [nt] End Size [nt] Area % of total Area

185 1,540 1,916 48.6 13.8
285 3,190 3,951 793 22.6



Hypertrophy H5
RIN= 8.9

Hypertrophy H6
RIN= 8.8

Hypertrophy H7
RIN= 9.8

Hypertrophy S1H
RIN= 8.5
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Overall Results for sample 3 : 8521903004864 _
RNA Avea: 185.1 RNA Integrity Number (RIN): 89 (8.0207)
RNA Concentration: 84 ngipl Result Flagging Color
TRNA Ratio (285 / 18s]: 31 Resul Flagging Label RIN:8.90
Fragment table for sample 3 :
Name StartSize[nt] EndSize[nt] Area % oftotal Area
185 1527 1,985 146 94
65 3012 5175 453 292
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Overall Results for sample 2 : 8521903004263
ANA Area: 1267 ANA Intogrity Number (RIN): 88 (8.0207)
RNA Concentration: 51 gl Result Flagging Color:
fRNA Ratio [28s / 185} 33 Result Flagging Label RIN: 880
Fragment table for sample 2 :
Name StartSize[nt]  EndSize[nt] Area % of total Area
185 1,639 1,985 18 93
85 280 5,061 86 305
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Overall Results for sample 4 : 8521903004865
ANA Acea: 3965 RNA Integrity Number (RIN): 98 (8.0207)
ANA Concentration: 214 ngipl Result Flagging Color:
{RNA Ratio [28s / 18s]: 29 Result Flagging Label: RIN:9.80
Fragment table for sample 4 :
Name StartSize[nt] EndSize[nt] Area % of total Area
185 1412 1,99 579 146
85 291 569 1684 425
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Overall Results for sample 11 : 8521904000065
RNA Area: 2392 RNA Integrity Number (RIN): 85 (B.02.07)
RNA Concentration: 595 pg/ul Result Flagging Color:
TRNA Ratio [28s / 18s]: 35 Result Flagging Label RIN: 8.50

Fragment table for sample 11 :

Name StartSize[nt] EndSize[nt] Area % of total Area
185 1,504 1,878 196 82
285 2,584 4,584 689 288




Dilated D11
RIN= 8.4

Dilated D12
RIN=6.2

Dilated S9D
RIN= 9.4
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Overall Results forsample 3 : 8521903004264
RNA Area: 90.1 RNA Integrity Number (RIN): 84 (B.02.07)
RNA Concentration: 36 ng/pl Result Flagging Color: —/1
rRNA Ratio [28s / 18s]: 29 Result Flagging Label: RIN: 8.40
Fragment table for sample 3 : 8521903004264
Name  Start Size [nt] End Size [nt] Area % of total Area
185 1,532 1,995 8.1 9.0
285 3,018 4,238 238 264
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Overall Results for sample 4 : 8521903004265
RNA Area: 54.0 RNA Integrity Number (RIN): 6.2 (B.02.07)
RNA Concentration: 22 ng/pl Result Flagging Color:
rRNA Ratio [28s / 18s]: 1.0 Result Flagging Label: RIN: 6.20
Fragment table for sample 4 : 8521903004265
Name StartSize[nt] EndSize[nt] Area % of total Area
185 1,619 1,980 37 6.9
285 3,371 4,065 38 7.0
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Overall Results for sample 5 : 8521904000070
RNA Area: 655.3 RNA Integrity Number (RIN): 9.4 (B.02.07)
RNA Concentration: 1,378 pg/pl Result Flagging Color:
rRNA Ratio [28s / 18s]: 29 Result Flagging Label: RIN: 9.40
Fragment table for sample 5 : 8521904000070
Name  Start Size [nt] End Size [nt] Area % of total Area

185 1,345 1,889 835 127
285 2,731 5135 241.9 36.9
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Overall Results for sample 8 : 8521903004869
RNA Area: 3146 RNA Integrity Number (RIN): 9.8 (B.02.07)
RNA Concentration: 170 ng/pl Result Flagging Color:
rRNA Ratio [28s / 18s]: 25 Result Flagging Label: RIN: 9.80

Fragment table for sample 8 : 8521903004869

Name  Start Size [nt] End Size [nt] Area % of total Area
185 1,403 2,140 51.9 16.5

285 2,697 5,105 1305 415




LV failure F14
RIN= 8.1

LV failure F15
RIN=9.5

LV failure F16
RIN= 8.3
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Overall Results for sample 5 : 8521903004266
RNA Area: 635 RNA Integrity Number (RIN): 8.1 (B.02.07,
RNA Concentration: 26 ng/pl ’A"';%T;l'l; m::')d(s’
rRNA Ratio [28s / 18s]: 4.2
Result Flagging Color:
Result Flagging Label: RIN: 8.10
Fragment table for sample 5 : 8521903004266
Name  Start Size [nt] End Size [nt] Area % of total Area
185 1,729 1,981 37 5.8
285 3,015 4,445 154 243
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Overall Results for sample 6 : 1 71
RANA Area: 1,352.8 RNA Integrity Number (RIN): 95 (B.02.07)
RNA Concentration: 2,844 pg/pl Result Flagging Color:
rRNA Ratio [28s / 18s]: 29 Result Flagging Label: RIN: 9.50
Fragment table for sample 6 : 8521904000071
Name  Start Size [nt] End Size [nt] Area % of total Area
185 1,302 1,850 177.8 131
285 2,520 5230 508.0 376
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Overall Results for sample 10 : 8521904000072
RNA Area: 173.4 RNA Integrity Number (RIN): 8.3 (B.02.07)
RNA Concentration: 73 ng/pl Result Flagging Color:
rRNA Ratio [28s / 18s]: 21 Result Flagging Label: RIN: 8.30
Fragment table for sample 10 :
Name  StartSize[nt]  EndSize[nt]  Area % of total Area
185 1,592 1,870 24.1 139
285 2,429 3872 9.4 28.5




Recovery R8
RIN=8.6

Recovery R9
RIN=8.4

Recovery R10
RIN=8.4
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Overall Results for sample 5 : 8521903004866
MINA Area: 818 NA Integrity Number (RIN): 86 (8.02.07)
RNA Concentration: 44 ng/pl Result Flagging Color:
(RNA Ratio [28s / 18s]: 29 Result Flagging Label: RIN: 8.60
Fragment table for sample 5 :
Name  Start Size [nt] End Size [nt] Area % of total Area
185 1,617 1,988 75 9.2
285 2,936 4,353 219 267
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Overall Results for sample 6 : 8521903004867
RNA Area 246.1 RNA Integrity Number (RIN): 84 (8.02.07)
RNA Concentration: 133 ng/pl Result Flagging Color:
(RNA Ralio [28s / 18s]: 11 Result Flagging Label: RIN: 8.40
Fragment table for sample 6 :
Name StartSize[nt]  EndSize[nt]  Area % of total Area
185 1,322 2,087 414 16.8
288 3233 4,007 437 17.7
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Overall Results for sample 7 : 8521903004868 _
RNA Area: 2184 RNA Integrity Number (RIN): 78 (8.02.07)
RNA Concentration: 118 ng/pl Result Flagging Color:
RNA Ratio [28s / 18s]: 14 Result Flagging Label: RIN: 7.80
Fragment table for sample 7 : 8521903004868
Name  Start Size [nt] End Size [nt] Area % of total Area
185 1,394 1,932 241 11.0
288 3,175 4,114 347 159
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