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(a) r = 3
N: non-globular (23)
S: semi-globular (73)
G: globular (423)
H: highly globular (309)
U: unusual (43)
E: elongated (21)
Average (0.55×0.49)
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(b) r = 0
N: non-globular (78)
S: semi-globular (106)
G: globular (335)
H: highly globular (117)
U: unusual (37)
E: elongated (13)
Average (0.51×0.41)

Figure S19. SCOP class a  all alpha proteins
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(a) r = 3
N: non-globular (9)
S: semi-globular (20)
G: globular (345)
H: highly globular (265)
U: unusual (15)
E: elongated (2)
Average (0.58×0.51)
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(b) r = 0
N: non-globular (43)
S: semi-globular (31)
G: globular (300)
H: highly globular (76)
U: unusual (8)
E: elongated (1)
Average (0.54×0.43)

Figure S20. SCOP class b  all beta proteins
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(a) r = 3
N: non-globular (2)
S: semi-globular (10)
G: globular (234)
H: highly globular (168)
U: unusual (5)
Average (0.58×0.51)
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(b) r = 0
N: non-globular (10)
S: semi-globular (39)
G: globular (197)
H: highly globular (56)
U: unusual (2)
Average (0.55×0.44)

Figure S21. SCOP class c  alpha and beta proteins (a/b)
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(a) r = 3
N: non-globular (18)
S: semi-globular (34)
G: globular (525)
H: highly globular (376)
U: unusual (10)
E: elongated (5)
Average (0.57×0.50)
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(b) r = 0
N: non-globular (71)
S: semi-globular (64)
G: globular (442)
H: highly globular (130)
U: unusual (9)
E: elongated (2)
Average (0.53×0.43)

Figure S22. SCOP class d  alpha and beta proteins (a+b)
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(a) r = 3
N: non-globular (5)
S: semi-globular (16)
G: globular (52)
H: highly globular (17)
U: unusual (3)
Average (0.51×0.44)

0.0 0.1 0.2 0.3 0.4 0.5 0.6 0.7 0.8 0.9 1.0
Ellipsoid index at 0.3 (EI0.3)

0.0

0.1

0.2

0.3

0.4

0.5

0.6

0.7

0.8

0.9

1.0

El
lip

so
id

 in
de

x 
at

 1
.0

 (E
I 1

.0
)

(b) r = 0
N: non-globular (21)
S: semi-globular (21)
G: globular (31)
U: unusual (3)
Average (0.46×0.36)

Figure S23. SCOP class e  multi-domain proteins
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(a) r = 3
N: non-globular (16)
S: semi-globular (33)
G: globular (81)
H: highly globular (42)
U: unusual (14)
E: elongated (40)
Average (0.54×0.46)
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(b) r = 0
N: non-globular (46)
S: semi-globular (35)
G: globular (49)
H: highly globular (13)
U: unusual (21)
E: elongated (30)
Average (0.43×0.35)

Figure S24. SCOP class f  membrane and cell surface proteins
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(a) r = 3
N: non-globular (4)
S: semi-globular (15)
G: globular (120)
H: highly globular (98)
U: unusual (10)
E: elongated (3)
Average (0.60×0.53)
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(b) r = 0
N: non-globular (18)
S: semi-globular (19)
G: globular (102)
H: highly globular (57)
U: unusual (5)
Average (0.55×0.46)

Figure S25. SCOP class g  small proteins
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(a) r = 3
N: non-globular (10)
S: semi-globular (12)
G: globular (44)
H: highly globular (31)
U: unusual (8)
E: elongated (56)
Average (0.56×0.48)
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(b) r = 0
N: non-globular (28)
S: semi-globular (11)
G: globular (27)
H: highly globular (17)
U: unusual (19)
E: elongated (46)
Average (0.44×0.37)

Figure S26. SCOP class h  coiled coil proteins


