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(a) r = 3
N: non-globular (8)
S: semi-globular (43)
G: globular (606)
H: highly globular (464)
U: unusual (17)
E: elongated (7)
Average (0.58×0.51)
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(b) r = 0
N: non-globular (29)
S: semi-globular (85)
G: globular (543)
H: highly globular (184)
U: unusual (10)
E: elongated (3)
Average (0.55×0.45)

Figure S27. Asymmetric, 1 chain, 1 domain (A1o)
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(a) r = 3
N: non-globular (17)
S: semi-globular (132)
G: globular (378)
H: highly globular (101)
U: unusual (17)
E: elongated (13)
Average (0.52×0.45)
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(b) r = 0
N: non-globular (84)
S: semi-globular (169)
G: globular (274)
H: highly globular (15)
U: unusual (10)
E: elongated (10)
Average (0.48×0.37)

Figure S28. Asymmetric, 1 chain, multiple domains (A1m)
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(a) r = 3
N: non-globular (10)
S: semi-globular (92)
G: globular (250)
H: highly globular (51)
U: unusual (4)
E: elongated (4)
Average (0.52×0.44)
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(b) r = 0
N: non-globular (77)
S: semi-globular (96)
G: globular (179)
H: highly globular (4)
U: unusual (5)
E: elongated (1)
Average (0.48×0.36)

Figure S29. Asymmetric, 2 chains, 1 or more domains per chain (A2)
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(a) r = 3
N: non-globular (5)
S: semi-globular (95)
G: globular (69)
H: highly globular (3)
U: unusual (2)
E: elongated (2)
Average (0.49×0.41)
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(b) r = 0
N: non-globular (41)
S: semi-globular (93)
G: globular (35)
U: unusual (1)
Average (0.44×0.33)

Figure S30. Asymmetric, 3 chains, 1 or more domains per chain (A3)
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(a) r = 3
N: non-globular (27)
S: semi-globular (54)
G: globular (22)
U: unusual (10)
Average (0.42×0.35)
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(b) r = 0
N: non-globular (52)
S: semi-globular (44)
G: globular (7)
U: unusual (6)
Average (0.37×0.28)

Figure S31. Asymmetric, 4 or more chains, 1 or more domains per chain (A4+)



0.0 0.1 0.2 0.3 0.4 0.5 0.6 0.7 0.8 0.9 1.0
Ellipsoid index at 0.3 (EI0.3)

0.0

0.1

0.2

0.3

0.4

0.5

0.6

0.7

0.8

0.9

1.0

El
lip

so
id

 in
de

x 
at

 1
.0

 (E
I 1

.0
)

(a) r = 3
N: non-globular (14)
S: semi-globular (115)
G: globular (408)
H: highly globular (164)
U: unusual (19)
E: elongated (2)
Average (0.53×0.46)
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(b) r = 0
N: non-globular (75)
S: semi-globular (127)
G: globular (335)
H: highly globular (43)
U: unusual (17)
E: elongated (3)
Average (0.50×0.40)

Figure S32. C2 symmetry, 1 domain in every chain, homomeric (C2o=)
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(a) r = 3
N: non-globular (19)
S: semi-globular (148)
G: globular (161)
H: highly globular (10)
U: unusual (12)
E: elongated (4)
Average (0.48×0.41)
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(b) r = 0
N: non-globular (93)
S: semi-globular (148)
G: globular (87)
H: highly globular (2)
U: unusual (8)
E: elongated (4)
Average (0.44×0.34)

Figure S33. C2 symmetry, multiple domains in some chains, homomeric (C2m=)
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(a) r = 3
N: non-globular (2)
S: semi-globular (40)
G: globular (41)
H: highly globular (2)
U: unusual (4)
Average (0.49×0.41)
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(b) r = 0
N: non-globular (20)
S: semi-globular (41)
G: globular (22)
U: unusual (3)
Average (0.44×0.34)

Figure S34. C2 symmetry, 1 domain in every chain, heteromeric (C2o )
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(a) r = 3
N: non-globular (15)
S: semi-globular (47)
G: globular (19)
H: highly globular (2)
U: unusual (5)
E: elongated (2)
Average (0.43×0.36)
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(b) r = 0
N: non-globular (49)
S: semi-globular (20)
G: globular (12)
H: highly globular (1)
U: unusual (1)
E: elongated (1)
Average (0.39×0.28)

Figure S35. C2 symmetry, multiple domains in some chains, heteromeric (C2m )



0.0 0.1 0.2 0.3 0.4 0.5 0.6 0.7 0.8 0.9 1.0
Ellipsoid index at 0.3 (EI0.3)

0.0

0.1

0.2

0.3

0.4

0.5

0.6

0.7

0.8

0.9

1.0

El
lip

so
id

 in
de

x 
at

 1
.0

 (E
I 1

.0
)

(a) r = 3
N: non-globular (17)
S: semi-globular (68)
G: globular (99)
H: highly globular (18)
U: unusual (17)
E: elongated (3)
Average (0.49×0.41)
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(b) r = 0
N: non-globular (49)
S: semi-globular (60)
G: globular (75)
H: highly globular (6)
U: unusual (14)
E: elongated (3)
Average (0.46×0.36)

Figure S36. C3 symmetry, 1 or more domains per chain (C3)
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(a) r = 3
N: non-globular (27)
S: semi-globular (55)
G: globular (27)
H: highly globular (7)
U: unusual (48)
Average (0.40×0.39)
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(b) r = 0
N: non-globular (42)
S: semi-globular (47)
G: globular (20)
H: highly globular (4)
U: unusual (39)
Average (0.38×0.35)

Figure S37. C4 or higher symmetry, 1 or more domains per chain (C4+)
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(a) r = 3
N: non-globular (12)
S: semi-globular (115)
G: globular (97)
H: highly globular (12)
U: unusual (29)
E: elongated (1)
Average (0.47×0.41)

0.0 0.1 0.2 0.3 0.4 0.5 0.6 0.7 0.8 0.9 1.0
Ellipsoid index at 0.3 (EI0.3)

0.0

0.1

0.2

0.3

0.4

0.5

0.6

0.7

0.8

0.9

1.0

El
lip

so
id

 in
de

x 
at

 1
.0

 (E
I 1

.0
)

(b) r = 0
N: non-globular (51)
S: semi-globular (95)
G: globular (78)
H: highly globular (2)
U: unusual (12)
Average (0.46×0.36)

Figure S38. D2 symmetry, 1 or more domains per chain (D2)
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(a) r = 3
N: non-globular (21)
S: semi-globular (77)
G: globular (36)
H: highly globular (9)
U: unusual (34)
E: elongated (1)
Average (0.43×0.39)
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(b) r = 0
N: non-globular (32)
S: semi-globular (70)
G: globular (32)
H: highly globular (4)
U: unusual (24)
Average (0.43×0.36)

Figure S39. D3 symmetry, 1 or more domains per chain (D3)
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(a) r = 3
N: non-globular (26)
S: semi-globular (49)
G: globular (4)
U: unusual (43)
Average (0.35×0.37)
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(b) r = 0
N: non-globular (31)
S: semi-globular (44)
G: globular (4)
U: unusual (41)
Average (0.35×0.36)

Figure S40. D4 or higher symmetry, 1 or more domains per chain (D4+)
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(a) r = 3
N: non-globular (18)
S: semi-globular (8)
G: globular (1)
U: unusual (21)
Average (0.23×0.33)

0.0 0.1 0.2 0.3 0.4 0.5 0.6 0.7 0.8 0.9 1.0
Ellipsoid index at 0.3 (EI0.3)

0.0

0.1

0.2

0.3

0.4

0.5

0.6

0.7

0.8

0.9

1.0

El
lip

so
id

 in
de

x 
at

 1
.0

 (E
I 1

.0
)

(b) r = 0
N: non-globular (16)
S: semi-globular (10)
G: globular (1)
U: unusual (19)
Average (0.23×0.33)

Figure S41. Tetrahedral or octahedral or icosahedral symmetry (TOI)


