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Figure S7. Endoglucanase A  1IS9:A
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Figure S8. Uncharacterized Protein  3BPD:(A G)
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Figure S9. dUTPase YncF  4B0H:B
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Figure S10. HLA-DR Invariant Chain  1IIE:(A C)
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Figure S11. Alpha Synuclein  2KKW:A
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Figure S12. Ribosomal Protein L9  1DIV:(A+B)


