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Supplementary Figure S1. Sequence alignment of representatives of GMPSs. The sequences of MjGATase and
MjATPPase subunits have been fused in the alignment. The sequence alignment has been performed using the
program ESPript [65].



Supplementary Figure S2. Subdomains D1 (blue) and D2 (green) in HsGMPS display very similar fold with a
rmsd of 2.2 A.
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Supplementary Figure S3. Topology diagram of the MjATPPase subunit structure. The structure of the
dimerization subdomain and the inter-subunit contacts in the dimer of the MjATPPase subunit is similar to the
counterparts in the two domain GMPS structures.



