Supplemental Material

0.357
0.30+
0.25

0.20

AU

0.157

piperine
0.10 7 N 250 d
] 200 d
150 d
100 d
40 d
0.0 — - 20d

T T
5.0 6.0 7.0 8.0 9.0 10.0 11.0 12.0 13.0
Minutes

0.05

Figure S1 Accumulation of piperine during fruit development of black pepper. 5 pl of a 10
mg/ml 90% MeOH extracted fresh fruits were analysed by LC-MS and product formation
recorded at 340 nm. Days post anthesis are marked.
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Figure S2 Microsomes from CYP719A37-transformed yeast were incubated with 100 pM
feruperine (1) and its isomer side product (2) for up to 24 hours (shown). No product formation
(piperine, 3) was observed, neither with co-transformed reductases, ATR1 nor with PnCPRL1.
Corresponding UV-spectra are shown on the right. Piperine and empty vector controls are also

shown.
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Figure S3 Microsomes from CYP719A37-transformed yeast were incubated with 100 pM

ferulic acid (1) for up to 24 hours (shown). No product formation (3,4-methylendioxy cinnamic
acid, 2) was observed, neither with co-transformed reductases, ATR1 nor with PnCPRL1.
Corresponding UV-spectra are shown on the right. The minor compound (3) is also detected
in the standard and is not identical to the expected product. Ferulic acid and empty vector
controls are also shown.
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Figure S4 Amino acid sequence of CYP719A37 (MT643912). Characteristic features and

relevant amino acids are shown.



