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>ASR1 

MAAGSMDGIFRNIFEGCISSCDSSIQRRPYHKNCGCALHERSRGGGSATPCRHGRSEVVMFPIQRS
WSEGNSLALHLASSSSSSNLQSLSSSSSISTLASLSSTVSDIDSPI 

>ASR2 

MAADGIFRSIFEGCISGLDSAIERRPYHKNCGCALHDKSSGAGKNQNQRRPPSCRRHGSSESISFPI
RRSWSEGNIMAMNLFSSSSSSSNLQSLSSSSSLSNLASDLPVDNAATEEPSRSNKQLRWTIDEGED
D 

>Solyc12g010400.1 (Solanum lycopersicum) 

MATGAAGDAIFRGVFEGSISGHDLEISKRPYHRNCGCALHKSRGNCSHSSRNMNISYPIRRSWSE
GCLSLVAAASAAASGHSSPCSSPTVTVADMSKRNLLPVNEDGEDLVFRKEMKNIKRTLPR 

>Solyc07g007050.1 

MATGAAGDGLFRGVFDGCISGHDMGIQQRPYHRNCSCKLHKSRGNCSHSSRCTNVSYPIRRSWS
ESCLSLAAGAYAGASGHSSTCSSPASGVGGSDLTGKKNLVRSTSDEYDDVVLFKV 

>Solyc07g007080.1 

MATVAAEMMLQCVFDGSLSMSDMNIERRPYHKNCSCAMHKQKGENTTTCVHGRNVSFPKRQN
QKDMTLSIAASRFSSPSSSCNNSVVTSV 

>Glyma.09G094900.1 (Glycine max) 

MASAAAADGLFRPIYEGCISAYDNDVERRPYHKNCGCALHSKSRRNSSRACRHKLPKCNNVSYP
MRRAWSEGNLSMVSSTTSTHSSPSSSPAAGFRPQHDEEGNTKNKLVVLFEMNN 

>Glyma.15G202600.1 

MAAAADGLFRPIYEGCISAYDNDVERRPYHKNCGCALHSKSRRNSRACTHKLPKCNNVSYPMR
RAWSEGSLSMASATTSAHSSPSSSPAAGFRPQHDEEGNSNKLGVLFEM 

>Glyma.13G157000.1 

MATGATPDGLFWSVYEGCISCYDNCVERRPYHRNCGCALHNKSLINCTHKLPRCNNVSYPMRR
AWSEGSLVLAASSSSPSQVATGGRPQPSLANVEEENKNCFS 

>Glyma.17G104600.1 

MATGAAPDGLFWSVVYEGCISGYDNCVERRPYHRNCGCALHNTSLINRTHKLPRCNNVSYPMR
RAWSEGSLVLATSSSSSSPSQVATGGRPQPSLANVEEENKNCFNY 

>Glyma.17G104700.1 

MATGACQMMFQCVFEGSISLHDMEIERRPYHKNCGCALHNLNDGICSKACPQQRYVSFSKKTS
WTDYCMHTTASKFSSHLSFLSKTRH 

>Glyma.13G157100.1 



MATGACQMMFQCVFEGSISLHDMEIERRPYHKNCGCALHNLNDGICSKACPQQRYISFRKKTSW
TDCCMHTTASKFYSRSFLSKTRQ 

>Potri.018G113700.1 (Populus trichocarpa) 

MATGSADGFFRHVYDGCLSSGDMGIDRRPYHRNCRCALHKSKENCPHALPRCKNVSYPIKRSW
SEGSLALMIANSSSSSCHSSPSSSPSLQAGKSTSTPSHQRRLSHDLEDKLAL 

>Potri.006G189600.1 

MAAGAADGFFRYVHDGCLSGGEMGIDRRPYHRNCSCALHKSKENCSHAMSRYKNVSYPIKRC
WSEGSLALMVANSSSCCHSPPSSSPSLQAGKSTATPHQRRLSHDLDLEDQVCSFKV 

>Potri.018G113900.1 

MFIAASDIMFRCVFDGCISVDNMEIERRPYHRNCSCALHKMEGGSSTGFPLPRNMFYPKKQSWR
RCSLSLATPSILLAYQLKVNSFSYTNVNVLIFVFQKYILFMKFLFVSNLQYEIQKKTRS 

>Potri.006G189800.1 

MFSAASDIMFRCVFDECISMDSMETERRPYHRNCNCALHKSKAGSSTSFPQPRNILFPKKQSWRD
CSLSLVTYQPRVKQILAGPCYKWQPCLQAKK 

>Potri.006G189700.1 

MATGAAEMILKCIFSGSISLNDMEIRRRPYHRNCKCALHRLKDICSDACPKQRSISFPKKQVRSDH
PLSIATSRLSSPSSTADDSSMQNIGSLFASETAITDNLN 

>Dioal.03G029400 (Dioscorea alata) 

MEAAQGLLQCVLDGCLSGFDDEIRRRPYHRNCSCALHRSEDKAHAHHCFASSKISFPLRGSWYH
ASISYSLSMDYVRS 

>GSMUA_Achr5G22870_001 (Musa acuminata) 

MAAGAEGWIRCVLDGCISAFDSEIRRRPYHRNCSCALHKFRCSSRHDPCHAKISYPISLSSERLRIT
MPSSSSSSSSCFTKAASDHGRGKIEEEPWHLLQALEHFRCVGC 


